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Y79AA1001323//MUS musculus mRNA for GSG1, complete cds. 

Y79AA1001402//Homo sapiens paraneoplastic cancer-testis-brain antigen (MA4) mRNA, partial cds. 
Y79AA1001679//Homo sapiens lambda-crystallin mRNA, complete cds. 

Y79AA1001923//Homo sapiens F-box protein Fbx22 (FBX22) gene, partial cds. Y79AA1002083//H. sapiens mR- 
5 NA for MUF1 protein. 

Y79AA1002307//Homo sapiens astrotactin2 (ASTN2) mRNA, complete cds. 
Y79AA1002311//R. norvegicus mRNA for cytosolic resiniferatoxin-binding protein. 
Y79AA1002487//Homo sapiens chromosome 5 F-box protein Fbx4 (FBX4) mRNA. complete cds. 

10 [0292] Among the clones other than the above-mentioned, there were 36 clones that were similarly classified into 
the functional categories based on the results of functional domain search using the Pfam program. These clones were 
categorized as follows. 

[0293] Clones presumably belonging to the category of secretory or membrane proteins are two clones, 
MAMMA1 002498 and NT2RM4002287; a clone presumably belonging to the category of glycoproteins-associated 

15 proteins is a clone MAMMA1 002498; clones presumably belonging to the category of signal transduction-associated 
proteins are 11 clones, HEMBA1001247, NT2RM2001813, NT2RM4001454, NT2RP2005140, NT2RP2005293, 
NT2RP3000487, NT2RP3003311, PLACE1 000972, PLACE1 003723, PLACE1 005327, and PLACE3000124; clones 
presumably belonging to the category of transcription-associated proteins are 12 clones, HEMBA1 003257, 
NT2RM2000101. NT2RM2001797. NT2RP1000101. NT2RP2002208, NT2RP3001214. NT2RP3003278. 

20 NT2RP4001235, PLACE1000050, PLACE1001716, PLACE1002499, and PLACE1007544; clones presumably be- 
longing to the category of enzymes and/or metabolism-associated proteins are 2 clones, HEMBA1 005732 and 
MAMMA1 000402; clones presumably belonging to the category of DNA- and/or RNA-binding proteins are 4 clones, 
HEMBA1004596. OVARC1000148, PLACE1003334, and THYRO1001661; a clone presumably belonging to the cat- 
egory of protein synthesis- and/or protein transport-associated proteins is a clone. HEMBA1 006284. 

25 [0294] So far. useful information for presuming the functions is unavailable for the remaining 2511 clones. Their 
functions will possibly be revealed by further analyses. Names of the clones are listed below. 
[0295] So far. useful information for presuming the functions are unavailable for the remaining 2511 clones. Their 
functions will possibly be revealed by further analyses. Names of the clones are listed below. 
HEMBA1 000042. HEMBA1 000046, HEMBA1 000050. HEMBA1 000076. HEMBA1000193. HEMBA1000213, 

30 HEMBA1 000227. HEMBA1 000231. HEMBA1 000243. HEMBA1 000244. HEMBA1 000251. HEMBA1 000264, 
HEMBA1 000280, HEMBA1 000282, HEMBA1 000288, HEMBA1 000290, HEMBA1 000302, HEMBA1 000327, 
HEMBA1000338. HEMBA1000351, HEMBA1000357. HEMBA1000376, HEMBA1000387, HEMBA1000392, 
HEMBA1000396, HEMBA1000428, HEMBA1000442. HEMBA1000456, HEMBA1000459. HEMBA1000460. 
HEMBA1 000469. HEMBA1 000497. HEMBA1 000501. HEMBA1 000504. HEMBA1 000505. HEMBA1 000508, 

35 HEMBA1000519, HEMBA1000520, HEMBA1000534. HEMBA1000545. HEMBA1000557. HEMBA1000568. 
HEMBA1000575. HEMBA1000594, HEMBA1000604, HEMBA1000622, HEMBA1000636. HEMBA1000655, 
HEMBA1000673, HEMBA1 000682, HEMBA1000686, HEMBA1000702, HEMBA1000722, HEMBA1000726, 
HEMBA1000727, HEMBA1000749. HEMBA1000752, HEMBA1000769. HEMBA1000773, HEMBA1000774, 
HEMBA1 000843, HEMBA1 000867. HEMBA1 000869, HEMBA1 000872. HEMBA1 000876. HEMBA1 000908. 

40 HEMBA1000918. HEMBA1000934. HEMBA1000942, HEMBA1000943, HEMBA1000946, HEMBA1000960. 
HEMBA1000968, HEMBA1000971, HEMBA1000972, HEMBA1000975, HEMBA1000985. HEMBA1000986. 
HEMBA1001008, HEMBA1001009, HEMBA1001020, HEMBA1001022. HEMBA1001024, HEMBA1001026, 
HEMBA1001051. HEMBA1001060, HEMBA1001080, HEMBA1001094, HEMBA1001099. HEMBA1001109, 
HEMBA1001121. HEMBA1001122. HEMBA1001123. HEMBA1001133. HEMBA1001140. HEMBA1001208. 

45 HEMBA1001213, HEMBA1001226. HEMBA1001235. HEMBA1001281. HEMBA1001299, HEMBA1001303. 
HEMBA1001310. HEMBA1001319. HEMBA1001323, HEMBA1001326, HEMBA1001327. HEMBA1001330, 
HEMBA1001361, HEMBA1001375, HEMBA1001377, HEMBA1001383, HEMBA1001388, HEMBA1001391. 
HEMBA1001398, HEMBA1001411, HEMBA1001413, HEMBA1001415, HEMBA1001432, HEMBA1001433. 
HEMBA1001435, HEMBA1001442. HEMBA1001450. HEMBA1001463. HEMBA1001497. HEMBA1001522. 

SO HEMBA1001533. HEMBA1001566. HEMBA1001570. HEMBA1001581. HEMBA1001589. HEMBA1001608, 
HEMBA1001636. HEMBA1001640, HEMBA1001647. HEMBA1001655, HEMBA1001658. HEMBA1001702, 
HEMBA1001711. HEMBA1001712. HEMBA1001731. HEMBA1001745, HEMBA1001750, HEMBA1001781. 
HEMBA1001784. HEMBA1001791, HEMBA1001803, HEMBA1001815. HEMBA1001820. HEMBA1001835, 
HEMBA1001864. HEMBA1001888. HEMBA1001910. HEMBA1001912. HEMBA1001915, HEMBA1001918, 

55 HEMBA1001939, HEMBA1001940, HEMBA1001942, HEMBA1001950. HEMBA1001964. HEMBA1001987. 
HEMBA1002018. HEMBA1002022. HEMBA1002039. HEMBA1002049, HEMBA1002084. HEMBA1002100. 
HEMBA1002113, HEMBA1002119. HEMBA1002160. HEMBA1002162. HEMBA1002185. HEMBA1002189. 
HEMBA1002191, HEMBA1002199. HEMBA1002204. HEMBA1002229. HEMBA1002237. HEMBA1002265. 



1574 



EP1 074 617 A2 



PLACE1004868//MALE STERILITY PROTEIN 2, 

PLACE1004930//Homo sapiens MDC-3.13 isoform 2 mRNA. complete cds 

PLACE1005052//Homo sapiens CGM6 protein mRNA, cx)mplete cds. 

PLACE1005102//RING CANAL PROTEIN (KELCH PROTEIN). 

PLACE 1 0051 76//Homo sapiens hypothalamus protein HT001 mRNA, complete cds. 

PLACE1005187//APAG PROTEIN. 

PLACE1005331//Homo sapiens 7h3 protein mRNA, partial cds. 
PLACE1005727//Homo sapiens STRIN protein (STRIN) mRNA, complete cds. 
PLACE 1006003//Homo sapiens CGI-94 protein mRNA, complete cds. 
PLACE1008335//Homo sapiens NY-REN-50 antigen mRNA, partial cds. 
PLACE1006385//Homo sapiens epsin 2a mRNA, complete cds. 

PLACE1006506//Homo sapiens anaphase-promotlng complex subunit 4 {APC4) mRNA, complete cds. 

PLACE1007105//Homo sapiens muskelin (MKLN1) mRNA, complete cds. 

PLACE 1007537//Homo sapiens ankyrin repeat-containing protein ASB-2 mRNA, complete cds. 

PLACE 1007705//MUS musculus mRNA for Ndr1 related protein Ndr3, complete cds. 

PLACE1007791//Homo sapiens IDN3-B mRNA, complete cds. 

PLACE1007897//Homo sapiens FLASH mRNA, complete cds. 

PLACE1008080//Homo sapiens mRNA for HEXIM1 protein, complete cds. 

PLACE1008368//RING CANAL PROTEIN (KELCH PROTEIN). 

PLACE1008398//GENE 33 POLYPEPTIDE. 

PLACE1008465//Homo sapiens mRNA for rapa-1 (rapa gene). 

PLACE1008627//Homo sapiens mRNA for cystelne-rich protein. 

PLACE1009020//NIFS PROTEIN. 

PLACE1009060//BRO1 PROTEIN, 

PLACE1009186//Homo sapiens small zinc finger-like protein (TIM9b) mRNA, complete cds. 
PLACE1009443//MUS musculus F-box protein FBL8 mRNA, complete cds. 
PLACE1009571//Homo sapiens PTD002 mRNA. complete cds. 
PLACE1009670//Homo sapiens genethonin 1 mRNA, complete cds. 
PLACE1010105//RING CANAL PROTEIN (KELCH PROTEIN). 
PLACE1010261//SEGREGATION DISTORTER PROTEIN. 
PL^CE1010310//SPIDROIN 2 (DRAGLINE SILK FIBROIN 2) (FRAGMENT). 

PLACE1010522//Homo sapiens mRNA for DEPP (decidual protein Induced by progesterone), complete cds. 
PLACE1010579//Homo sapiens CED-6 protein (CED-6) mRNA, complete cds. 

PLACE1010628//Homo sapiens S164 gene, partial cds; PS1 and hypothetical protein genes, complete cds; and 
S171 gene, partial cds. 

PLACE1010661//TESTIS-SPECIFIC PROTEIN PBS13. 

PLACE1 01 0761 //Homo sapiens mRNA for cisplatin resistance-associated overexprBSsed protein, complete cds. 
PUCE1011185//INSERTION ELEMENT IS1 PROTEIN INSB. 
PLACE1011340//Homo sapiens IDN3-B mRNA, complete cds. 

PLACE1011586//Rattus norvegicus clone C53 CDK5 activator-binding protein mRNA, complete cds. 
PLACE2000246//RING CANAL PROTEIN (KELCH PROTEIN). 
PLACE2000411//Homo sapiens epsin 2b mRNA, complete cds. 
PLACE3000477//Homo sapiens phosphoprotein pp75 mRNA, partial cds. 

THYRO1000173//Homo sapiens AP-mu chain family member mulB (HSMU1B) mRNA, complete cds, 
THYR01 000401 //Human TcD37 homolog (HTcD37) mRNA. partial cds. 
THYRO1000666//MUS musculus mRNA for kinesin like protein 9. 
THYRO1001033/n*RANSFORMATION-SENSITIVE PROTEIN lEF SSP 3521. 
THYRO1001347//Homo sapiens RAN binding protein 16 mRNA, complete cds. 
THYRO1001656//Homo sapiens Leman coiled-coil protein (LCCP) mRNA, complete cds. 
THYRO1001703//NIFR3-LIKE PROTEIN. 
THYRO1001721//RING CANAL PROTEIN (KELCH PROTEIN). 

Y79AA1000059//Homo sapiens aryl-hydrocarbon interacting protein-like 1 (AIPL1) gene, complete cds. 
Y79AA1000181//Homo sapiens CGI-01 protein mRNA, complete cds. 
Y79AA1000268//MUS musculus Nip2l mRNA, complete cds. 
Y79AA1 00031 3//CALPH0TIN. 
Y79AA1000540//CELL POLARITY PROTEIN TEAI. 

Y79AA1000966//Homo sapiens C0P9 complex subunit 4 mRNA, complete cds. 
Y79AA1000985//Human centrosomal protein kendrin mRNA, complete cds. 
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NT2RP3001712//Homo sapiens HP1-BP74 protein mRNA, complete cds. 
NT2RP3001819//RING CANAL PROTEIN (KELCH PROTEIN). 

NT2RP3001854//Homo sapiens novel retinal pigment epithelial cell protein (NORPEG) mRNA, complete cds. 

NT2RP3001931//Rattus norvegicus clone C48 CDK5 activator-binding protein mRNA. complete cds. 
5 NT2RP3002273//SCD6 PROTEIN. 

NT2RP3002631//Homo sapiens Ran binding protein 11 mRNA, complete cds. 

NT2RP3002682//Homo sapiens CGI-145 protein mRNA, complete cds. 

NT2RP3002770//MYELOID DIFFERENTIATION PRIMARY RESPONSE PROTEIN MYD116. 

NT2RP3002818//INSERTION ELEMENT IS2A HYPOTHETICAL 48.2 KD PROTEIN. 
10 NT2RP3002948//RING CANAL PROTEIN (KELCH PROTEIN). 

NT2RP3002972//Halocynthla roretzi mRNA for HrPET-1 . complete cds. 

NT2RP3003032//Homo sapiens okadaic acid-inducible and cAMP-regulated phosphoprotein 19 (ARPP-19) mR> 
NA, complete cds. 

NT2RP3003290//MUS musculus mRNA for Ndrl related protein Ndr3, complete cds. 
15 NT2RP3003411//MUS musculus C0P9 complex subunit 7b (C0PS7b) mRNA, complete cds. 

NT2RP3003491//Drosophila melanogaster Pelle associated protein Pellino (Pll) mRNA, complete cds. 
NT2RP3003500//SCY1 PROTEIN. 

NT2RP3003726//Homo sapiens spermatogenesis associated PD1 mRNA, complete cds. 
NT2RP3004348//R. norvegicus mRNA for cytosolic resiniferatoxin-binding protein. 
20 NT2RP3004507//MOB1 PROTEIN (MPS1 BINDER 1). 

NT2RP4000129//Xenopus laevis F-box protein 28 (Fbx28) mRNA, partial cds. 
NT2RP4000498//MOB1 PROTEIN (MPS1 BINDER 1). 
NT2RP4000528//NPL4 PROTEIN. 

NT2RP4000737//MUS musculus F-box protein FBL10 mRNA. partial cds. 
25 NT2RP4000979//Homo sapiens putative HIV-1 infection related protein mRNA. partial cds. 

NT2RP4001010//Rattus norvegicus PSD-95/SAP90-associated protein-4 mRNA, complete cds. 

NT2RP4001207//Homo sapiens Ran binding protein 11 mRNA, complete cds. 

NT2RP4001228//RING CANAL PROTEIN (KELCH PROTEIN). 

NT2RP4001260//Homo sapiens F-box protein Fbx21 (FBX21) mRNA, complete cds. 
30 NT2RP4001339//Homo sapiens mRNA for AMMERC1 protein. 

NT2RP4001351//Human ovarian cancer downregulated myosin heavy chain homolog (Doci) mRNA, complete 

cds. 

NT2RP4001474//Xenopus laevis putative Zic3 binding protein mRNA, complete cds. 
NT2RP4001966//MUS musculus 0DZ3 (Odz3) mRNA, partial cds. 
35 NT2RP400201 8//RING CANAL PROTEIN (KELCH PROTEIN). 

OVARC1000209//Oryza sativa submergence induced protein 2A mRNA, complete cds. 
OVARC1000876//MOB1 PROTEIN (MPS1 BINDER 1). 
OVARC1001065//Homo sapiens CGI-12 protein mRNA, complete cds. 

0VARC1 001 092//Homo sapiens mRNA for JM5 protein, complete CDS (clone IMAGE 53337, LLNLcl 1 0F1 85707 
40 (R2PD Berlin) and LLNLc110G0913Q7 (R2PD Berlin)). 

OVARC1001419//Homo sapiens GOK (STIM1) mRNA, complete cds. 
0VARC1 001 555//NGG1 -INTERACTING FACTOR 3. 

OVARC1001711//CORNIFIN B (SMALL PROLINE-RICH PROTEIN 1B) (SPR1B) (SPR1 B). 

OVARG1001943//MUS musculus DEBT-91 mRNA, complete cds. 
^5 PLACE1000004//Homo sapiens IDN3-B mRNA, complete cds. 

PUCE1000066//SSU72 PROTEIN. 

PLACE1000610//MSN5 PROTEIN. 

PLACE1000636//MALE STERILITY PROTEIN 2. 

PLACE 1000769//Homo sapiens CGI-18 protein mRNA, complete cds. 
so PLACE1000987//Rattus norvegicus late gestation lung 2 protein (Lgl2) mRNA, complete cds. 

PLACE 1 00 1036//Homo sapiens mRNA for alpha integrin binding protein 63, partial. 

PLACE1001845//MUS musculus cyclin ania-6a mRNA, complete cds. 

PLACE 1 001 920//Homo sapiens MDC-3.13 isofomi 2 mRNA, complete cds. 

PLACE1002665//MUS musculus enhancer of polycomb (Epcl) mRNA, complete cds. 

PLACE1003602//Homo sapiens mRNA expressed in placenta. 

PLACE1 00361 1//Homo sapiens anaphase-promoting complex subunit 4 (APC4) mRNA. complete cds. 
PLACE1004256//MUS musculus short coiled coil protein SCOCO (Scoc) mRNA. complete cds. 
PLACE1004550//Homo sapiens CGI-20 protein mRNA, complete cds. 
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NT2RM4001 731 //Homo sapiens F-box protein Lilina (LILINA) mRNA. complete cds. 
NT2RM4001969//R.norvegicus mRNA for IP63 protein. 
NT2RM4002034//Homo sapiens hiwi mRNA. partial cds. 
NT2RM4002075//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RM4002226//GTPASE ACTIVATING PROTEIN ROTUND. 
NT2RP1000040//MUS musculus donson protein (Donson) mRNA, partial cds. 
NT2RP1000363//R.norvegicus LL5 mRNA, 

NT2RP1000481//Homo sapiens antigen NY-CO-3 {NY-CO-3) mRNA, partial cds. 
NT2RP1 00051 3//Human NiflJ-like protein (hNrfU) mRNA, partial cds. 
NT2RP1000733//Human mRNA for GSPT1-TK protein, complete cds. 
NT2RP1000860//Homo sapiens KL04P mRNA, complete cds. 
NT2RP1000954//RING CANAL PROTEIN (KELCH PROTEIN). 

NT2RP1001011//Drosophila melanogaster putative 43 kDa protein {TH1) mRNA, complete cds. 
NT2RP1001395//Homo sapiens C0P9 complex subunit 7a mRNA, complete cds. 
NT2RP1001457//Homo sapiens partial mRNA for beta-transducin family protein (putative). 
NT2RP1001494//MALE STERILITY PROTEIN 2. 

NT2RP2000054//Homo sapiens putative ring zinc finger protein NY-REN-43 antigen mRNA. complete cds. 
NT2RP2000067//MUS musculus OD23 (Odz3) mRNA, partial cds. 
NT2RP2000133//Homo sapiens Leman coiled-coil protein (LCCP) mRNA, complete cds. 
NT2RP2000157//MLO2 PROTEIN. 
NT2RP2000764//NIFS PROTEIN. 

NT2RP2000965//Homo sapiens mRNA for fls353, complete cds. 
NT2RP2001839//SCY1 PROTEIN. 

NT2RP2001883//Homo sapiens CGI-01 protein mRNA, complete cds. 

NT2RP2001976//MUS musculus calmodulin-binding protein SHA1 (Sha1) mRNA. complete cds. 
NT2RP2001985//Homo sapiens high-risk human papilloma viruses E6 oncoproteins targeted protein E6TP1 alpha 
mRNA, complete cds. 

NT2RP2002185//Homo sapiens ubiquilin mRNA. complete cds, 
NT2RP2002442//HESA PROTEIN. 

NT2RP2002727//Rattus norvegicus tulip 2 mRNA, complete cds. 
NT2RP2002741//Homo sapiens mRNA for Neuroblastoma, complete cds. 
NT2RP2002986//Homo sapiens mRNA for Kelch motif containing protein, complete cds. 
NT2RP2003121//MUS musculus enhancer of polycomb (Epcl) mRNA, complete cds. 
NT2RP2003285//Homo sapiens CGI-53 protein mRNA, complete cds. 
NT2RP2003272//Homo sapiens ubiquilin mRNA, complete cds. 

NT2RP2003857//MYOTROPHIN (V-1 PROTEIN) (GRANULE CELL DIFFERENTIATION PROTEIN). 
NT2RP2003871//Homo sapiens transposon-derived Busterl transposase-IIke protein gene, complete cds. 
NT2RP2004425//MUS musculus axotrophin mRNA, complete cds. 
NT2RP2004476//Homo sapiens cyclin L ania-6a mRNA, complete cds. 
NT2RP2004710//MUS musculus formin binding protein 30 mRNA, complete cds. 
NT2RP2004816//H58 PROTEIN, 

NT2RP2005441//Homo sapiens hypothalamus protein HT002 mRNA, complete cds. 
NT2RP2005490//MUS musculus D3Mm3e (D3Mm3e) mRNA, complete cds. 
NT2RP2005620//Homo sapiens epsin 2a mRNA, complete cds. 
NT2RP2005654//CYSTEINE STRING PROTEIN (CCCS1). 

NT2RP2005675//Homo sapiens growth suppressor related (DOC-1R) mRNA, complete cds. 
NT2RP2005753//Homo sapiens 1-1 receptor candidate protein mRNA, complete cds. 
NT2RP2005841//Homo sapiens mRNA for ALEX3, complete cds. 

NT2RP2006598//Homo sapiens retinoid x receptor interacting protein mRNA, complete cds. 
NT2RP3000047//NPL4 PROTEIN. 

NT2RP3000233//RING CANAL PROTEIN (KELCH PROTEIN). 

NT2RP3000868//Human ovarian cancer downregulated myosin heavy chain homokjg (Doc1) mRNA, complete 
cds. 

NT2RP3000869//Drosophila melanogaster AAA family protein Bor (bor) mRNA, complete cds. 
NT2RP3001399//SSU72 PROTEIN. 
NT2RP3001407//SCY1 PROTEIN. 

NT2RP3001457//Drosophila melanogaster Melted (melt) mRNA, partial cds. 
NT2RP3001587//Human anthracycline-associated resistance ARX mRNA, complete cds. 
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HEMBA1006398//Human L1 element L1.6 putative p150 gene, complete cds. 
HEMBA1006445//Homo sapiens putative tumor supressor N0EY2 mRNA, complete cds. 
HEMBA1007174//Homo sapiens epsin 2b mRNA, complete cds. 

HEMBA1007251//l-lomo sapiens F-box protein FBX29 (FBX29) mRNA. partial cds. IHEIVIBB1000036//Homo sapi- 
s ens CGI-51 protein mRNA, complete cds. 

HEMBB1000144//GUANYLATE CYCLASE ACTIVATING PROTEIN 2 (GCAP 2) (RETINAL 

GUANYLYL CYCLASE ACTIVATOR PROTEIN P24). 

HEMBB1000973//MUS musculus schlafenS (SlfnS) mRNA, complete cds. 

HEMBB1001058//Homo sapiens neuronal thread protein AD7c>NTP mRNA, complete cds 
10 HEMBB1001234//65 KD YES-ASSOCIATED PROTEIN (YAP65). 

HEMBB1001288//COPPER HOMEOSTASIS PROTEIN CUTC. 

HEMBB1001331//MUS musculus mRNA for hepatoma-derived growth factor, complete cds. strain:BALB/c. 
HEMB61001384//Homo sapiens C0P9 complex subunit 4 mRNA. complete cds. 
HEMBB1002266//NEURONAL PROTEIN. 
15 HEMBB1002510//GYP7 PROTEIN. 

HEMBB1002705//Homo sapiens CGI-27 protein mRNA, complete cds. 
MAMMA1000055//TESTIN 2 (TES2) [CONTAINS: TESTIN 1 (TEST)]. 
MAMMA1000625//GYP7 PROTEIN. 

MAMMA1001075//Homo sapiens CGI-72 protein mRNA. complete cds. 
20 MAMMA1001181//ABC1 PROTEIN HOMOLOG PRECURSOR. 

MAMMA1001259//MUS musculus F-box protein FBX18 mRNA, partial cds. 

MAMMA1001730//Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein NSG-x mRNA, partial 
cds. 

MAMMA1002143//Homo sapiens Cdc42 effector protein 4 mRNA, complete cds. 
25 MAMMA1002699//Rattus norvegicus EH domain binding protein Epsin mRNA, complete cds. 

MAMMA1002972/A/ACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS27. 

MAMMA1003113//MUS musculus C0P9 complex subunit 7a (C0PS7a) mRNA. complete cds. 

NT2RM1000118//CALCINEURIN B SUBUNIT (PROTEIN PHOSPHATASE 28 REGULATORY SUBUNIT) (CAL- 

CINEURIN REGULATORY SUBUNIT), 
30 NT2RM1000186//CALCINEURIN B SUBUNIT (PROTEIN PHOSPHATASE 2B REGULATORY SUBUNIT) (CAL- 

CINEURIN REGULATORY SUBUNIT). 

NT2RM1000244//Homo sapiens TRAF4 associated factor 1 mRNA, partial cds. 
NT2RM1000421//RIBONUCLEASE INHIBITOR. 

NT2RM1000499//Caenorhabditis elegans mRNA for centaurin gamma 1A. 
35 NT2RM1000623//RIBONUCLEASE INHIBITOR. 

NT2RM1000883//Homo sapiens 1-1 receptor candidate protein mRNA, complete cds. 

NT2RM2000502//Rattus norvegicus W307 mRNA, complete cds. 

NT2RM2000599//Homo sapiens F-box protein Lilina (LILINA) mRNA, complete cds. 

NT2RM2000718//Homo sapiens endocrine regulator mRNA, complete cds. 
^ NT2RM2001065//Homo sapiens COP9 complex subunit 4 mRNA. complete cds. 

NT2RM2001196//PROLINE-RICH PROTEIN MP-3 (FRAGMENT). 

NT2RM2001983//Homo sapiens RGS-GAIP interacting protein GIPC mRNA, complete cds. 

NT2RM2002109//Homo sapiens glioma amplified on chromosome 1 protein (GAC1) mRNA, complete cds. 

NT2RM2002142//GASTRULATION SPECIFIC PROTEIN G12. 
45 NT2RM4000030//LAS1 PROTEIN. 

NT2RM4000139//R.norvegicus trg mRNA. 

NT2RM4000156//H. sapiens HPBRII-7 gene. 

NT2RM4000386//MUS musculus OD23 (Odz3) mRNA, partial cds. 

NT2RM4000590//RING CANAL PROTEIN (KELCH PROTEIN). 
50 NT2RM4001047//MO25 PROTEIN. 

NT2RM4001155//ADRENAL MEDULLA 50 KD PROTEIN. 

NT2RM4001256//Xenopus laevis putative Zic3 binding protein mRNA, complete cds. 
NT2RM4001320//Homo sapiens mRNA for Neuroblastoma, complete cds. 
NT2RM4001340//UTR4 PROTEIN (UNKNOWN TRANSCRIPT 4 PROTEIN). 
55 NT2RM4001347//Homo sapiens NY-REN-25 antigen mRNA. partial cds. 

NT2RM4001371//Homo sapiens IDN3 mRNA. partial cds. 

NT2RM4001582//MUS musculus COP9 complex subunit 7b (COPS7b) mRNA, complete cds. 
NT2RM4001611//SIS2 PROTEIN (HALOTOLERANCE PROTEIN HAL3). 
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NT2RM2001896. NT2RM2002145. NT2RM4000215. NT2RM4001714. NT2RP1000163 NT2RP1000333 
NT2RP1000439. NT2RP2000346. NT2RP2001397. NT2RP2002595. NT2RP2003177' NT2RP2003596' 
NT2RP2003912. NT2RP2004396. NT2RP2005037. NT2RP2005520, NT2RP2005669' NT2RP2005835' 
NT2RP3001730. NT2RP3002081. NT2RP4000210. NT2RP4000415, NT2RP4001414' NT2RP4001634' 
OVARC1000013. OVARC1000937. PLACE1001383, PLACE1002433. PLACE1004316 PLACE1005287' 
PLACE1008808. PLACE1010720. PLACE1010833. Y79AA1000748. Y79AA1001236, Y79AA1001394. 
[0289] The following 36 clones presumably belong to the category of embryogenesis- and/or development-associ- 
ated proteins. 

HEMBA1000518. HEMBA1001847, HEMBA1001869. HEIVIBA1 003545. HEMBA1004973 HEMBB1002442 
MAMMA1001837. NT2RM2001670. NT2RM4000046. NT2RM4000531. IMT2RIV1400114o' |srr2RM4001858' 
NT2RP2002078. NT2RP2004187. NT2RP2006436. NT2RP3000603. Nrr2RP3000994 ' NT2RP300158o' 
NT2RP3001708. NT2RP3003071, NT2RP3004472. NT2RP300461 7, NT2RP4000246 NT2RP4001567' 
OVARC1000304. OVARC1000746, PLACE1000793, PLACE1002532. PLACE1003258 PLACE1003625' 
PUCE1004460, PLACE1009622, PLACE4000558. THYRO1000085, Y79AA1001391, Y79AA1001692, 
[0290] The following 30 clones presumably belong to cellular defense-associated proteins 

HEMBA1000005, HEMBA1000531. HEMBA1003417, HEIVIBA1 006253. NT2RM4000354 NT2RM4001880 
NT2RP1000333. NT2RP1000493, NT2RP2000006, NT2RP2000045, NT2RP2000809 ' NT2RP2001536' 
NT2RP2002464. NT2RP2004920. NT2RP2005037, NT2RP3000590, NT2RP3001426 NT2RP3002062' 
NT2RP3002785. NT2RP3004262. NT2RP400 1 555. NT2RP4001 638. PLACE1 006958 PUCE1 008275* 
PU^CE1009113. PLACE1011858. PLACE4000014. THYRO1000684. Y79AA1002139. Y79AA1002229. 
[0291] Although it is unclear whether or not 261 dones out of clones other than the above-mentioned clones belong 
to any of the above-described categories, these dones are predicted to have some functions, based on the homology 
search using the full-length sequences thereof. The clone names and the gene definitions found in the result of ho- 
mology search are shown below, separated with a double-slash marie, //. 

HEMBA1000030//Homo sapiens ARF GTPase-activating protein GITI mRNA. complete cds. 

HEMBA1000307//CARNITINE DEFICIENCY-ASSOCIATED PROTEIN EXPRESSED IN VENTRICLE 1 

HEMBA1000333//Homo sapiens F-box protein Fbx21 (FBX21) mRNA, complete cds. 
HEMBA1000488//RING CANAL PROTEIN (KELCH PROTEIN). 
HEMBA1000523//TESTIS-SPECIFIC PROTEIN PBS13. 
HEMBA1001197//Homo sapiens rap2 interacting protein x mRNA, complete cds, 
HEMBA1001302//Homo sapiens caldum binding protein precursor, mRNA. complete cds. 
HEMBA1001455//MUS musculus transposon-derived Buster2 transposase-like protein gene partial cds 
HEMBA1 001 675//VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS9. 
HEMBA1 001714//Homo sapiens mRNA for ATPase inhibitor precursor, complete cds 
HEMBA1001744//SCY1 PROTEIN. 

HEMBA1001967//Homo sapiens NY-REN-57 antigen mRNA. partial cds. 
HEMBA1002151//Rattus norvegicus p34 mRNA. complete cds. 
HEMBA1 00221 5//TESTIN 2 (TES2) [CONTAINS: TESTIN 1 (TESI)]. 
HEMBA1002458//OVARIAN GRANULOSA CELL 13.0 KD PROTEIN HGR74. 
HEMBA1002777//Fugu rubripes BAW (BAW) mRNA. complete cds. 
HEMBA1003098//Homo sapiens NY-REN-6 antigen mRNA, partial cds. 

HEMBA1003199//Homo sapiens chromosome 5 F-box protein Fbx4 (FBX4) mRNA. complete cds. 
HEMBA1 00361 5//Homo sapiens ART-4 mRNA, complete cds. 
HEMBA1003836//MOB1 PROTEIN (MPS1 BINDER 1). 
HEMBA1004295//Homo sapiens NY-REN-25 antigen mRNA, partial cds. 
HEMBA1004573//Homo sapiens mRNA for HELG protein. 
HEMBA1004604//Homo sapiens C0P9 complex subunit 7a mRNA, complete cds 
HEMBA1004795//CDC4-LIKE PROTEIN (FRAGMENT). 

HEMBA1005101//Homo sapiens SYT interacting protein SIP mRNA. complete cds. 
HEMBA1005201//Homo sapiens CGI-07 protein mRNA. complete cds. 
HEMBA1005206//Drosophila simulans anon73B1 gene and Su(P) gene. 

HEMBA1005530//Homo sapiens anaphase-promoting complex subunit 7 (APC7) mRNA. complete cds 
HEMBA1005666//Homo sapiens mRNA for DIPS protein. 

HEMBA1005990//Homo sapiens 1-1 receptor candidate protein mRNA. complete cds. 
HEMBA1006268//Homo sapiens HQ0024c mRNA. complete cds. 
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HEMBA1 004276. HEMBA1 004734. HEMBA1 004847. HEMBA1 004929. HEMBA1 004930, HEMBA1 005047. 

HEMBA1 005202. HEMBA1 006031. HEMBA1 006272, HEMBA1 006474, HEMBA1 006652. HEMBA1008914. 

HEMBA1006973, HEMBA1007224. HEMBB1000915, HEMBB1001112. HEMBB1001137, HEMBB1001736. 

HEMBB1001831. HEMBB1001915. MAMMA1000085. MAMMA1000734. MAMMA1001008. MAMMA1002170. 

MAMMA1002219. MAMMA1002236. MAMMA1002619. NT2RM1000661. I^RM 1000833. NT2RM2000092. 

NT2RM2000504. NT2RM2000577. NT2RM2000821 . NT2RM2001201, NT2RM2001592. NT2RM2001613, 

NT2RM2001648. NT2RM2001730, NT2RM2001760. NT2RM2002055. NT2RM4000155. NT2RM4000169. 

NT2RM4000344. NT2RM4000356, NT2RM4000421, NT2RM4000712, NT2RM4001054, NT2RM4001203, 

NT2RM4001382, NT2RM4001444. NT2RM4002062, NT2RM4002205. _ NT2RM4002623, NT2RP1000326, 

NT2RP1000522. NT2RP1000547. NT2RP1000746. NT2RP1000947. NT2RP1001569. IMT2RP2000147. 

NT2RP2000710, NT2RP2000880, NT2RP2000943, NT2RP2001290. NT2RP2001392, NT2RP2001601, 

NT2RP2001613, NT2RP2001660. NT2RP2001740, NT2RP2002124, NT2RP2002606, NT2RP2002862, 

NT2RP2002959, NT2RP2002980, NT2RP2003137, NT2RP2003158. NT2RP2003391 , NT2RP2003394. 

NT2RP2003401. NT2RP2003433. NT2RP2003704, NT2RP2003713. NT2RP2003737. NT2RP2003760. 

NT2RP2003981. NT2RP2004366, NT2RP2004389. NT2RP2004791. NT2RP2005012, NT2RP2005116, 
NT2RP2005360. NT2RP2005763, NT2RP2005784, NT2RP3000366, 

NT2RP3000759, NT2RP3000968. NT2RP3001113, NT2RP3001690, NT2RP3002045, NT2RP3002151, 

NT2RP3002529. NT2RP3002671, NT2RP3003301. NT2RP3003846, NT2RP3003876, NT2RP3004209. 



NT2RP4001117. 
OVARC1 000071, 



NT2RP4000370. NT2RP4000457, NT2RP4000879. NT2RP4000927, NT2RP4001 041 , 
NT2RP4001313. NT2RP4001315. NT2RP4001574. NT2RP4001592. OVARC1000013. 

OVARC1000085. OVARC1000465. OVARC1000564. OVARC1000771, OVARC1000862. OVARC1001171. 

OVARC1001180, OVARC1001342, PLACE1000007, PLACE1000061, PLACE1000081, PLACE1000492, 

PUCE1000863, PLACE1001092, PLACE1001748, PLACE1002090, PLACE1003174. PLACE1003915. 

PLACE1004104, PLACE1 004270, PLACE1 004743, PUCE1 005557. PLACE1005813, PLACE1006170, 

PLACE1006488. PLACE1006829, PLACE1007706. PLACE1007729, PLACE1008273. PLACE1008402, 

PLACE1008790, PLACE1008813. PLACE1009094, PLACE1009130, PLACE1009477, PLACE1009721, 

PLACE1009845. PLACE1010074. PLACE1010547. PLACE1011109. PLACE1011229, PLACE1011477. 

PLACE1012031, PUVCE2000404, PLACE3000059, PLACE3000121. PLACE4000269, PLACE4000654, 

SKNMC1000011. THYRO1000983, THYRO1001003. THYRO1001313. Y79AA1000560. Y79AA1000784, 
Y79AA1000968. Y79AA1001493. Y79AA1001875, Y79AA1002027, Y79AA1002209, 
[0287] The following 130 clones presunnably belong to cytoskeletal-associated proteins. 

HEMBA1000156. HEMBA1000168. HEMBA1000411, HEMBA1000588, HEMBA1001043, HEMBA1001651. 

HEMBA1001661, HEMBA1002102, HEMBA1002161, HEMBA1002939, HEMBA1003235, HEMBA1003581. 

HEMBA1 004499. HEMBA1 004534. HEMBA1 004697. HEMBA1 004929, HEMBA1 004972. HEMBA1 005582. 

HEMBA1005595. HEMBA1006344. HEMBA1006737, HEMBB1001175. HEMBB1001282, HEMBB1001562. 

HEMBB1001802. MAMMA1000824, MAMMA1001041. MAMMA1001576, MAMMA1001679, MAMMA1001735, 

MAMMA1002297. MAMMA1002351, MAMMA1002622. MAMMA1002637, MAMMA1003127, NT2RM1000850, 

NT2RM 1000898, NT2RM2000030, NT2RM2000260, NT2RM2000691, NT2RM2001324. NT2RM40001 69. 

NT2RM4000229. NT2RM4000515. NT2RM4001217. NT2RP1000202, NT2RP1000348. NT2RP1000460. 

NT2RP1000478. NT2RP1001033. NT2RP1001294. NT2RP1001302. NT2RP2000070. NT2RP2000812, 

^f^2RP2000814. NT2RP2001168. NT2RP2001245. NT2RP2001634, NT2RP2001900. NT2RP2003307. 

NT2RP2003394. NT2RP2004041, NT2RP2004242. NT2RP2004538. NT2RP2004587. NT2RP2004681, 

NT2RP2004732, NT2RP2004978. NT2RP2005491. NT2RP2005531, NT2RP2005712. NT2RP2006275. 

NT2RP3000753. NT2RP3001113, NT2RP3001216, NT2RP3001239. NT2RP3001272, NT2RP3001554. 

NT2RP3001690. NT2RP3001799, NT2RP3002688, NT2RP3003061. NT2RP3003185. NT2RP3003230, 

^4T2RP3004569, NT2RP3004578. NT2RP4001004. NT2RP4001086, NT2RP4001256. NT2RP4001567, 

NT2RP4001927, OVARC1000001, OVARC1000106. OVARC1000437, OVARC1000520, OVARC1000679, 
OVARC1001731. OVARC1002050. PLACE1001104. PLACE1002571. 

PLACE1002591. PLACE1002655. PLACE1002714, PLACE 1 003625. PLACE1005287, PLACE1006552. 

PLACE1007946. PLACE1008426. PLACE1010148, PLACE1010547, PLACE1010743. PLACE1010896. 

PUCE1010960. PLACE1011310. PLACE1011922. PLACE2000216. PLACE2000274, PLACE2000371, 

PLACE2000458, PLACE3000145. PLACE3000416. PLACE4000009. THYRO1000132, THYRO1001405. 

THYRO1001458, Y79AA1000368. Y79AA1000794. Y79AA1000833, Y79AA1000962, Y79AA1002208. 

[0288] The following 54 clones presumably belong to cell division-associated and/or cell proliferation-associated 

proteins. 

HEMBA1001019. HEIV1BA1001595, HEMBA1002363, HEMBA1002997. HEMBA1003136. HEMBA1003369. 

HEMBA1004131, HEMBA1004354. HEMBA1005621. HEMBB1000037. HEMBB1000264. MAJ\/1MA1001768. 

MAMMA1002769. NT2RM 1000354, NT2RM1000430. NT2RM1000874. NT2RM2001256, NT2RM2001743, 
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HEMBA1 006248. HEMBA1 006278, HEMBA1 006283. HEMBA1 006359, HEMBA1 006652, HEMBA1 007087, 

HEMBA1007194. HEMBB1000264. HEMBB1000789, HEMBB1001011, HEMBB1001482. HEMBB1001736! 

HEMBB1001749, HEMBB1001839. HEMBB1002217, MAMMA1000183, MAMMA1000284, MAMMA 1000731.' 

MAMMA1001105. MAMMA1001222, MAMMA1001260. MAMMA1001743, MAMMA1001837, MAMMA1002385! 

MAMMA1002617, MAMMA1 002869. MAMMA1 002937, MAMMA1 003011, NT2RM 1000086, NT2RM1000539! 

NT2RM 1000555. NT2RM 1000666, NT2RM 1000691, NT2RM 1000826. NT2RM 1000885, NT2RM1001059 

NT2RM1001092. NT2RM2000371 , NT2RM2000624. NT2RM2000735. NT2RM2001105, NT2RM2001424! 

NT2RM2001575, NT2RM2001 605. IMT2RM2001670. NT2RM2001771. NT2RM2001823. NT2RM2001 989^ 

NT2RM2002004. NT2RM2002014. NT2RM2002088. NT2RM2002091 , NT2RM4000046. NT2RM4000104, 

NT2RM4000167, NT2RM4000191. NT2RM4000202. NT2RM4000531 . NT2RM4000595, NT2RM4000733' 
NT2RM4000751 . NT2RM4000996, NT2RM4001092, NT2RM4001140. 

NT2RM4001178. NT2RM4001 200, NT2RM4001483, NT2RM4001592. NT2RM4001783, NT2RM4001823, 

NT2RM4001828, NT2RM4001858, NT2RM4001880, NT2RM4001979. NT2RM4002093. NT2RM4002109' 

NT2RP1000470, NT2RP1000493, NT2RP1000574, NT2RP1000902. NT2RP1000966. 

NT2RP1001073, NT2RP1001080, NT2RP2000008, NT2RP20001 53. 



NT2RP1001013, 
NT2RP2000258, NT2RP2000297. 



NT2RP2001127, NT2RP2001174, NT2RP2001233. NT2RP2001511, NT2RP2001756, NT2RP2001869 
NT2RP2002079. NT2RP2002099, NT2RP2002503, NT2RP2002591 



NT2RP2003329. 



NT2RP2003347, NT2RP2003480. NT2RP2003522. NT2RP2003564 

NT2RP20041 87, NT2RP2004568, NT2RP2004920. NT2RP2005003 

NT2RP2005436, NT2RP2005496, NT2RP2005701 , NT2RP2005763, 

NT2RP2006043, NT2RP2006436, NT2RP2006464. NT2RP3000050, NT2RP3000512 

NT2RP3000562. NT2RP3000590, NT2RP3000603, NT2RP3000624 

NT2RP3001057, NT2RP3001107, NT2RP3001120 



NT2RP2002939, NT2RP20031 57, 
NT2RP2003714. 



NT2RP2005 1 39, NT2RP2005 1 68, 
NT2RP2005776, NT2RP2005942, 
NT2RP3000527, 
NT2RP3000632, NT2RP3000994, 
NT2RP3001 1 50. NT2RP3001 1 55, NT2RP3001 338, 



NT2RP3001398, NT2RP3001472, NT2RP3001672, NT2RP3001688. NT2RP3001724, NT2RP3001792 

NT2RP3001855, NT2RP3002165, NT2RP3002399, NT2RP3002876, NT2RP3003138. NT2RP3003193' 

NT2RP3003251, NT2RP3003327. NT2RP3003555, NT2RP300401 3, NT2RP3004078. NT2RP3004428! 

NT2RP3004618. NT2RP4000111,' 

NT2RP4000648, NT2RP4000865, NT2RP4000929. 

NT2RP4001433, NT2RP4001 568. NT2RP4001 696, 



NT2RP3004490, NT2RP3004566, NT2RP3004594. NT2RP3004617 

NT2RP4000398. NT2RP4000455, NT2RP40005 1 8 

NT2RP4001080, NT2RP4001095. NT2RP4001213 

NT2RP4001753, NT2RP4001838, NT2RP4001938, NT2RP4002078, 0VARC1 000006, 0VARC1 000087 

OVARC1000241, OVARC1000746, OVARC1000846. OVARC1001232, OVARC1001271, OVARC1001306' 

OVARC1001987, OVARC1002112. PLACE1000406. PLACE1000583, PLACE1000979. PLACEIOOIIIs' 

PLACE1001632, PLACE1001739, PLACE1002438, PUCE1002532 



PLACE1 003302, PLACE 1 00351 9, PLACE1 003605 
PLACE1 004471. PLACE1 004564, PLACE1 004814, PLACE1 005584 



PLACE 1 002775. PLACE 1 002834. 
PLACE1 003704, PLACE1 003738. PLACE1 003885, 
PLACE1005876, PLACE1005951. 



PLACE1006196, PLACE1006482, PLACE1006488, PUCE1006531, PLACE1006917. PLACE1007346i 
PLACE1007547, PUCE1007598, PLACE1007688. PUCE1007969, PLACE1008132, PLACE1009099' 
PLACE1009246, PLACE1009398. PLACE1009476. PLACE1009622, PLACE1010053, PLACEIOIOI94' 
PLACE1010702. PLACE1010870, PLACE1011056, PLACE1011114. PLACE1011433. PU\CE2000427.' 
PLACE3000009, PLACE3000169. PLACE4000014, PLACE4000156, PLACE4000192. PLACE400026l' 
PLACE4000489, SKNMC1000091, THYRO1000085. THYR01 000242. THYRO1000501. THYRO1001100 
THYRO1001189, THYRO1001809, Y79AA1 000037, Y79AA1000349, Y79AA1 000752, Y79AA100121l' 
Y79AA1001312. Y79AA1001391. Y79AA1001613, Y79AA1002103. Y79AA1 002472, Y79AA1 002482, 
[0285] The following 66 clones presumably belong to the category of RNA synthesis-associated proteins. 
HEMBA1000591, HEMBA1001579, HEMBA1003179. HEMBA1003591, HEMBA1006278, HEMBB1000226. 
NT2RM1000187. NT2RM1000852, NT2RM2000624, NT2RM2001989, NT2RM2002100. NT2RM400019l' 
NT2RM4001178, NT2RM4002093, NT2RP1 000035, NT2RP1 000272, NT2RP1 000470, NT2RP100108o' 
NT2RP20001 53, NT2RP2002928. NT2RP20031 57. NT2RP2004568. NT2RP20051 26. NT2RP2005436' 
NT2RP2005539, NT2RP2005605, NT2RP2005776, NT2RP2005942, NT2RP2006043, NT2RP2006238! 
NT2RP3000361, NT2RP3000397. NT2RP3001671. NT2RP3004504, NT2RP4000078', NT2RP4000111.' 
NT2RP4000481. NT2RP4000518. NT2RP4000614, NT2RP4000929, NT2RP4001696, NT2RP4002058' 
OVARC1001232. OVARC1001577, PLACE1000406, PLACE1000596, PLACE1000755, PLACE1001739' 
PLACE1003704, PLACE1003885. PLACE1004564. PLACE1004814, PLACE1004902. PLACE1005373! 
PLACE1005646, PLACE1005876, PLACE1006196, PLACE1006626. PLACE1006878. PLACE1006917! 
PLACE1009476. PLACE1009925, PLACE1010194. PLACE1011114, THYRO1000121. Y79AA1001963, 
[0286] The following 183 clones presumably belong to protein synthesis-associated and/or protein transport-asso- 
ciated proteins. 

HEMBA1000012, HEMBA1000141. HEMBA1000592, HEMBA1003617. HEMBA1003773, HEMBA1004202. 
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HEMBA1 002569. HEMBA1 002935. HEMBA1 002951. HEMBA1 002999, HEMBA1 003408, 

HEMBA1003662, HEMBA1003684, HEMBA1003690. HEMBA1003760. HEMBA1004203, 

HEMBA1004353, HEMBA1004479, HEMBA1004973, HEMBA1005219, HEMBA1005359, 

HEMBA1005931, HEMBA1006278. HEMBA1006283. HEMBA1006359. HEMBA1006485. 

HEMBB1000226. HEMBB1000789. HEMBB1001011. HEMBB1001056. HEMBB1001242. 

HEMBB1001915. HEMBB1002134. HEMBB1002217, MAMMA10001B3. MAMMA1000731. 

MAMMA1001222. MAMMA1001260, MAMMA1001633, MAMMA1001743, MAMMA10D1837, 

MAMMA1002869, MAMMA1002937, MAMMA1003011, NT2RM 1 000086, NT2RM1000187, 

NT2RM1000885. NT2RM1000894, NT2RM1001059, NT2RM1001092. NT2RM2000013, 

NT2RM2000624, NT2RM2000735. NT2RM2000740. NT2RM2001105. NT2RM2001635. 

NT2RM2001771 , NT2RM2001823, NT2RM2001936, NT2RM2001989. NT2RM2002004, 

NT2RM2002091, NT2RM4000024, NT2RM4000046, NT2RM4000104, NT2RM4000202, 

NT2RM4000290. NT2RM4000531 , NT2RM4000751 , NT2RM4000996. NT2RM4001 092, 
NT2RM4001200, NT2RM4001483. NT2RM4001566, NT2RM4001592. 

NT2RM4001597. NT2RM4001783. NT2RM4001823, NT2RM4001828. NT2RM4001858, 

NT2RP1 000493, 



NT2RP1 000035, NT2RP1 00011 1 , 
NT2RP1 00091 5, NT2RP1 000958, 



NT2RP 1 000574, NT2RP 1 000630. 



NT2RP20031 57, NT2RP2003277. 
NT2RP2003912. NT2RP2004013, 
NT2RP2005436, NT2RP2005496. 

NT2RP2005942, 
NT2RP3000512. 
NT2RP3001057, 



NT2RP 1 000966. NT2RP1 001 01 3, NT2RP1 001 1 77. 

NT2RP2000076. NT2RP20001 26, NT2RP20001 53. NT2RP20001 61 , NT2RP2000248, 

NT2RP2000297, NT2RP2000420. NT2RP2000931. NT2RP2001233, NT2RP2001420. 

NT2RP2001869. NT2RP2002079. NT2RP2002270, NT2RP2002503, NT2RP2002591 , 

NT2RP2002939. NT2RP2002993, NT2RP20031 37, 

NT2RP2003308, NT2RP2003347. NT2RP20037 14. 

NT2RP2004689, NT2RP2004920. NT2RP2005393, 

NT2RP2005701 , NT2RP2005767. NT2RP2005776, NT2RP2005933. 

NT2RP2006436, NT2RP3000031. NT2RP3000060. NT2RP3000397. 

NT2RP3000590, NT2RP3000603, NT2RP3000632. NT2RP300091 7. 

NT2RP3001120, NT2RP3001253. NT2RP3001338, NT2RP3001384, NT2RP3001398, 

NT2RP3001428, NT2RP3001472. NT2RP3001646, NT2RP3001671, NT2RP3001792, 

NT2RP3002056. NT2RP30021 65. NT2RP3002399. NT2RP3002876. NT2RP30031 93. 

NT2RP3003555, NT2RP3004016. NT2RP3004206. NT2RP3004424, NT2RP3004428. 

rfr2RP3004617, NT2RP4000078, NT2RP4000111, NT2RP4000210, NT2RP4000398, 

NT2RP4000518, NT2RP4000997, NT2RP4001148, NT2RP4001206, NT2RP4001213, 

NT2RP4001 568, NT2RP4001 638, NT2RP4001 696. NT2RP4001 753, NT2RP4001 938, 

NT2RP4002078. NT2RP4002081 , NT2RP4002791 . OVARC1000006. OVARC1000087, 

OVARC1000241. OVARC1000326. OVARC1000556. OVARC1000846. OVARC1001038, 

OVARC1001232. OVARC1001271, OVARC1001306, OVARC1001436, OVARC1002112, 

PLACE1000184, PLACE1000406, PLACE 1000583, PLACE1000596, PLACE1000979, 

PLACE1001383. PLACE1001632, PLACE1002171, PLACE1002433, PLACE1002438. 

PLACE1002775. PLACE1002816. PLACE1002834. PLACE1003100. PLACE1003190. 

PLACE1003519. PLACE1003521. PLACE1003605, PLACE1003704. PLACE1003738, 

PLACE1003923. PLACE1004302. PLACE1004471 . 

PLACE1 005287, PLACE1 005876, PLACE1005966, 

PLACE1006829, PLACE1006878, PLACE1006917, PLACE1007014, 

PLACE1007688. PLACE1007969. PLACE1008044, PLACE1008132. 

PLACE1009130. PLACE1009308, PLACE1009398. PLACE1010134, PLACE1010194, 

PLACE1010720, PLACE1010870, PLACE1011056. PLACE1011433. PLACE1011664. 

PLACE2000427, PLACE3000009. PLACE3000169, PLACE4000014, PLACE4000156, 

PLACE4000261. PLACE4000326. PLACE4000489, SKNMC1000011. THYRO1000085, 

THYRO1000585. THYRO1001100, THYRO1001189, THYRO1001809. Y79AA1000037. 

Y79AA1000231, Y79AA1000589. Y79AA1000752, Y79AA1001391. Y79AA1001613. 
Y79AA1001963. Y79AA1002431, Y79AA1002472, Y79AA1002482 

[0284] The following 292 clones presumably belong to DNA- and/or RNA-binding proteins. 

HEMBA1000158. HEMBA1000216, HEMBA1000561, HEMBA1000591, HEMBA1000851. 

HEMBA1001137. HEMBA1001405. HEMBA1001510. HEMBA1001804. HEMBA1001809. 

HEMBA1001847. HEMBA1001869. HEMBA1002177. HEMBA1002935, HEMBA1003408. 

HEMBA1 003568, HEMBA1 003591 , HEMBA1 003662. HEMBA1003684. HEMBA1 003760. 

HEMBA1003805, HEMBA1003953, HEMBA1004321. HEMBA1004354. HEMBA1004389. 

HEMBA1004669, HEMBA1004847, HEMBA1004973, HEMBA1005202. HEMBA1005359. 



PLACE1 004564, PLACE1 004814. 
PLACE1 0061 67. PLACE1006438. 



PLACE1 007547. 
PLACE1008603. 



HEMBA1 003545, 
HEMBA1004321, 
HEMBA1005558, 
HEMBA1007087, 
HEMBB1001482. 
MAMMA1001105, 
MAMMA1002617. 
NT2RM 1000666. 
NT2RM2000588. 
NT2RM2001670. 
NT2RM2002088. 
NT2RM4000215. 
NT2RM4001140, 

NT2RM4001979, 
NT2RP1000902, 
NT2RP2000008. 
NT2RP2000258, 
NT2RP2001756. 
NT2RP2002880, 
NT2RP2003286, 
NT2RP2004187. 
NT2RP2005539. 
NT2RP2006043. 
NT2RP3000527. 
NT2RP3001107, 
NT2RP3001427. 
NT2RP3001855. 
NT2RP3003212. 
NT2RP3004566, 
NT2RP4000481, 
NT2RP4001433. 
NT2RP4002058, 
0VARC1 000091, 
OVARC1001180. 
PLACE1000133, 
PLACE1001118, 
PLACE1 002532, 
PLACE1 003302. 
PLACE1 003885. 
PLACE1 004902, 
PLACE1 006482, 
PLACE1007598, 
PLACE1 009099. 
PLACE1010702. 
PLACE2000014. 
PLACE4000192, 
THYR01 000242, 
Y79AA1000214. 
Y79AA1001705, 



HEMBA1001088, 
HEMBA1001819. 
HEMBA1 003545. 
HEMBA1 003783. 
HEMBA1 004479. 
HEMBA1005931. 
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PLACE1 004804, PLACE1004918, PLACE1 005243, PLACE1 005305, PLACE1 005373, PLACE1 005656. 

PLACE1 005763, PLACE1 005804, PLACE1 005953, PLACE1 005955. PLACE1 006011, PLACE1 006469, 

PLACE1006534. PLACE1006626, PLACE1006731, PLACE1006819, PLACE1006829. PLACE1006878. 

PLACE1007226. PLACE1007416, PLACE1007649. PLACE1007706, PLACE 1007729. PLACE1007954! 

PLACE1 007958. PLACE1 008111. PLACE1 008275. PLACE1 008330. PLACE1 008643, PLACE 1009094,' 

PLACE1009130. PLACE1009444, PLACE1009763. PLACE1009861, PLACE1009992. PLACE1009997! 



PLACE1010096. PLACE1010362, PLACE1010481 
PLACE1011229, PLACE1011332, PLACE1011635, PLACE1011923, PLACE2000021 
PLACE2000398, PLACE2000404, PLACE2000438, PLACE3000009. PLACE3000020 



PLACE1 01 0662, PLACE1 01 1 046, PLACE1 01 1 21 9, 

PLACE2000034. 

PUCE3000059, 

PLACE3000147, PLACE3000339. PLACE3000350, PLACE4000063, PLACE4000100, PLACE4000401 . 

PLACE4000548. PLACE4000654, SKNMC1 000050, THYR01 000072. THYRO1000197. THYR01 000288! 
THYR01 000605, THYR01 000662, THYR01 000756, THYR01 000852, THYR01 000926, THYRO 1000934^ 

THYRO1000951, THYRO 1000983. THYRO1001003. THYRO1001287. THYRO1001374, THYROIOOUOe! 

THYRO1001617, THYRO1001671. THYRO1001738. Y79AA1 000782, Y79AA1001048, Y79AA1001233! 

Y79AA1001394, Y79AA1001493, Y79AA1001548. Y79AA1001581. Y79AA1001603, Y79AA1001827.' 
Y79AA1002027, Y79AA1002209, Y79AA1 00221 1. Y79AA1 00236 1, Y79AA1 0024 16, 

[0282] The following 217 clones presumably belong to a group of cDNAs encoding ATP- and/or GTP-blndIng proteins. 

HEIVIBA1 000012, HEMBA1000129. HEMBA1000185, HEMBA1000491, HEMBA1000531. HEMBA1001019, 

HEMBA1001174, HEMBA1001387. HEMBA1001595, HEMBA1001723. HEMBA1001913. HEMBA100216l! 

HEMBA1002212. HEMBA1002876, HEMBA1002997, HEMBA1003250, HEMBA1003291 , HEMBA1 003369.' 

HEMBA1003555, HEMBA1003560, HEMBA1004131, HEMBA1004199, HEMBA1004202. HEMBA1 004354,' 

HEMBA1 004697. HEMBA1 005047, HEMBA1 005595, HEMBA1007018, HEMBA1007151, HEMBBIOOOO83! 

HEMBB1 000226. HEMBB1 000264, HEMBB1 000632. HEMBB1 000725, HEMBB1001294. HEMBB1002193i 

MAMMA1000085. MAMMA1000612, MAMMA1 000731 . MAMMA1 000738, MAMMA1001038. MAMMA1001735i 

MAMMA1001768, MAMMA1003127. NT2RM1000187. NT2RM1000388. NT2RM1000702. NT2RM 1000772.' 

NT2RM1000924. NT2RM2000469. NT2RM2000577, NT2RM2000740, NT2RM2001100, NT2RM2001201. 

NT2RM2001345, NT2RM2001823, NT2RM2002128, NT2RM4000155. NT2RM4000191. NT2RM4000356! 

NT2RM4000496, NT2RM4000611, NT2RM4000733. NT2RM4000820. NT2RM4001084. NT2RM4001178. 

NT2RM4001344. NT2RM4001444, NT2RM4001592. NT2RM4001714, NT2RM4001758, NT2RM400188o! 

NT2RM4002062. NT2RM4002174. NT2RM4002205, NT2RM4002527, NT2RM4002594. NT2RM4002623! 

NT2RP1000470. NT2RP1000478. NT2RP1000915, NT2RP1000958. ^JT2RP1001080. NT2RP100141oi 

NT2RP1001569. NT2RP2000126, NT2RP2000258. NT2RP2000329, NT2RP2000660. NT2RP2000668! 

NT2RP2000710. NT2RP2000812. NT2RP2000880, NT2RP2001245. NT2RP2001392, NT2RP2002606, 
NT2RP2003277. NT2RP2003912. NT2RP2004538. NT2RP2004568, 

NT2RP2004689. NT2RP2004768, NT2RP2004791, NT2RP2004920, NT2RP2005344, NT2RP2005393. 

NT2RP2005763. NT2RP2006534. NT2RP3000046. NT2RP3000252. NT2RP3000350. NT2RP3000359! 

NT2RP3000366. NT2RP3000397. NT2RP3000759. NT2RP3000845. NT2RP3000875. NT2RP3001150,' 

NT2RP3001427. NT2RP3001453. NT2RP3001529. NT2RP3001730, NT2RP3001799. NT2RP3001857! 

NT2RP3001938. NT2RP3002007. NT2RP3002151. NT2RP3002330. NT2RP3002399, NT2RP3002671 ! 

NT2RP3003301, NT2RP3003353, NT2RP3003589, NT2RP3003809. NT2RP3003876, NT2RP3004189i 

NT2RP3004428, NT2RP3004578, NT2RP4000290, NT2RP4000481, NT2RP4000518. NT2RP4000781 i 

NT2RP4000839, NT2RP4000929. NT2RP4001041, NT2RP4001079. NT2RP4001 375. NT2RP4001414! 

NT2RP4001592. NT2RP4001634. NT2RP4001644, NT2RP4001656. NT2RP4001 896, NT2RP4002047! 

NT2RP4002058, NT2RP4002408. NT2RP5003477. OVARC1000013. OVARC1000304. OVARC1000556. 

OVARC1000771, OVARC1000800. OVARC1001068, OVARC1002138, PLACE1000040, PLACE1000588! 

PLACE1001104. PLACE1001739. PLACE1002433. PLACE1002437. PLACE1002714. PLACE1003394! 

PLACE1003521, PLACE1003915, PLACE1004902, PLACE1005243. PLACE1005305; PLACE1005549! 

PLACE1005739, PLACE1005921. PLACE1006119, PLACE1006196. PLACE1006552. PLACE1006956. 

PLACE1007409. PLACE1007697. PLACE1007946. PLACE1008244. PLACE1009404, PLACE1009476! 



PLACE1 009596. PLACE1 009908. PLACE 1 01 01 34 
PUVCE1011114, PLACE1011310, PLACE1011922 
PLACE2000404, PLACE2000427, 



PLACE1 01 0720. PLACE1 01 0896, PLACE1 01 1 1 09, 
PLACE2000014. PLACE2000039, PLACE2000274. 
PLACE3000350, PU\CE4000009. PLACE4000014. PLACE4000326, 



SKNIVIC1000013, THYRO1000072, THYRO1001458, Y79AA1 000833, Y79AA1000962. Y79AA1001394, 
Y79AA1 001 875. Y79AA1 001 963, Y79AA1 002209. 
[0283] The following 320 clones presumably belong to nuclear proteins. 

HEMBA1000005. HEMBA1000158, HEMBA1000216, HEMBA1000561. HEMBA1000591. HEMBA1001088. 

HEMBA1001137. HEMBA1001405, HEMBA1001510, HEMBA1001579, HEMBA1001809. HEMBAIOOI8I9! 

HEMBA1001824, HEMBA1001847, HEMBA1001869, HEMBA1002177. HEMBA1002241. HEMBA1002495! 
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Y79AA1001 874(60031 5). Y79AA1 002204(605033), Y79AA1 00221 0(1 91161 ), Y79AA1 002472(603971). 
Y79AA1002482(603971), 

[0281] The following 425 clones presumably belong to enzymes and/or metabolism-associated proteins. 

HEMBA1000012. HEMBA1000129. HEMBA1000141, HEMBA1000150. HEMBA1000542. HEMBA1000852. 

5 HEMBA1001019. HEMBA1001257. HEMBA1001526, HEMBA1001620, HEMBA1001866, HEMBA1001896. 

HEMBA1002212, HEMBA1002513. HEMBA1002746. HEMBA1002973, HEMBA1003046, HEMBA1 003136, 

HEMBA1003179, HEMBA1 003250. HEMBA1 003291, HEMBA1 003408, HEMBA1 003538, HEMBA1 003679, 

HEMBA1 003680. HEMBA1004199, HEMBA1 004227, HEMBA1 004408, HEMBA1 004509. HEMBA1 004734. 

HEMBA1004768, HEMBA1005394. HEMBA1005513. HEMBA1005737. HEMBA1005815. HEMBA1006031. 

10 HEMBA1006272. HEMBA1006278, HEMBA1006291, HEMBA1006309, HEMBA1006347, HEMBA1 006485, 

HEMBA1006521. HEMBA1006624, HEMBA1006885, HEMBA1006976, HEMBA1007121, HEMBA1 007224, 

HEMBA1007243, HEMBA1007300, HEMBB1000083, HEMBB1000217, HEMBB1000915, HEMBB1000947, 

HEMBB1001137, HEMBB1001346, HEMBB1001429, HEMBB1001443. HEMBB1001915, HEMBB100195o! 

HEMBB1002042. MAMMA1000020. MAMMA1000085. MAMMA1000672, MAMMA1000713, MAMMA1000841. 

15 MAMMA1000897, MAMMA1001008. MAMMA1001038. MAMMA1001059. MAMMA1001476, MAMMA1001501, 

MAMMA1002268. MAMMA1002470, MAMMA1002530, MAMMA1002573. MAMMA1002619. MAMMA1 002655, 

MAMMA1002671, MAMMA1003013, MAMMA1003035, NT2RM1000039, NT2RM1000132. NT2RM1000153. 

NT2RM 1000256. NT2RM 1000280. NT2RM 1000377. NT2RM 1000553. NT2RM 1000648. NT2RM 1000702. 

NT2RM1000894, NT2RM1001072, NT2RM1001115, NT2RM2000013. NT2RM2000092. NT2RM2000322. 

20 NT2RM2000368. NT2RM2000371, NT2RM2000469, NT2RM2000504, NT2RM2000577, hfr2RM2000594, 

NT2RM2000951, NT2RM2001 238. NT2RM2001547, NT2RM2001632, NT2RM2001664, NT2RM2001698, 

NT2RM2001700, NT2RM2001730. NT2RM2001782, NT2RM2001803. NT2RM2001886. NT2RM2001935, 

NT2RM2001997, NT2RM2002030. NT2RM20021 28, NT2RM4000024, NT2RM4000155. NT2RM4000344, 

NT2RM4000471, NT2RM4000616, NT2RM4000657, NT2RM4000712, NT2RM4000820, NT2RM4001313. 

25 NT2RM4001316. NT2RM4001444, NT2RM4001592, NT2RM4001758, NT2RM4001819, NT2RM4001 880. 

NT2RM4002062, NT2RM4002063, NT2RM4002189. NT2RM4002213, NT2RM4002251. NT2RM4002409, 

NT2RM4002532. NT2RM4002623, NT2RP1 000376. NT2RP1 000443, NT2RP1 000522, NT2RP1 000834. 

NT2RP1000947. NT2RP1001079, NT2RP1001185, NT2RP1001253. NT2RP1001361, NT2RP1001543, 

NT2RP2000056, NT2RP2000114. NT2RP2000183. NT2RP2000248, NT2RP2000329, NT2RP2000422. 

30 NT2RP2000448. r4T2RP2000668, NT2RP2000710, NT2RP2000816, NT2RP2001070, NT2RP2001392. 

NT2RP2001601, NT2RP2001 663, NT2RP2001740, NT2RP2001748, NT2RP2001898. NT2RP2002124. 

NT2RP2002256, NT2RP2002609, NT2RP2002618. NT2RP2002959, NT2RP2002993. NT2RP2003230, 

NT2RP2003286, NT2RP2003401, NT2RP2003506, NT2RP2003543. NT2RP2003643, NT2RP2003702, 

NT2RP2003704. NT2RP2003713. NT2RP2003737. NT2RP2003840, NT2RP2003912, NT2RP2003952, 

35 NT2RP2004098. NT2RP2004239, NT2RP2004245, NT2RP2004768, NT2RP2004791 , NT2RP2004799, 

NT2RP2004933, NT2RP2005038, NT2RP2005139, NT2RP2005162. NT2RP2005204. NT2RP2005239. 

NT2RP2005276, NT2RP2005344, NT2RP2005360. NT2RP2005457. NT2RP2005498. NT2RP2005549. 

NT2RP2005557, NT2RP2005605, NT2RP2005635, NT2RP2005723, NT2RP2005773, NT2RP2005775, 

NT2RP2005776. NT2RP2005784. NT2RP2005835. NT2RP2005942, NT2RP2006534, NT2RP2006571 , 

NT2RP2006573. NT2RP3000031. NT2RP3000085. NT2RP3000207. NT2RP3000359. ISIT2RP3000578, 

NT2RP3000742. NT2RP3000845, NT2RP3000875, NT2RP3000917, hfr2RP3001055. NT2RP3001221. 

NT2RP3001495, NT2RP3001 898, NT2RP3001938. NT2RP3002303, NT2RP3002351, NT2RP3002501, 

NT2RP3002602. NT2RP3002628. NT2RP3002663, NT2RP3003301, NT2RP3003385, NT2RP3003490, 

NT2RP3003659. NT2RP3003825. NT2RP3003831, NT2RP3003846. NT2RP3003914. NT2RP3004148, 

« NT2RP3004209, NT2RP3004378. NT2RP3004669. NT2RP3004670, NT2RP4000259, NT2RP4000312. 

NT2RP4000367, NT2RP400041 7. NT2RP4000457, NT2RP4000657. NT2RP4000817. NT2RP4000855, 

NT2RP4000879, NT2RP4000927. NT2RP4000973. NT2RP4000997. NT2RP4001041. NT2RP4001079, 

NT2RP4001095, NT2RP4001143, NT2RP4001219, NT2RP4001375, NT2RP4001389, NT2RP4001483. 

NT2RP4001555. NT2RP4001 592, NT2RP4001644. NT2RP4001730. NT2RP4001946. NT2RP4002408. 

50 NT2RP5003500. NT2RP5003522. OVARC1000013. OVARC1000060. OVARC1000139. OVARC1000288, 

OVARC1000309, OVARC1000473, OVARC1000556. OVARC1000682, OVARC1000722. OVARC1000751. 

OVARC1000885, OVARC1000915. OVARC1001107, OVARC1001713, OVARC1001762, OVARC1001809. 

OVARC1001942, OVARC1002156. OVARC1002165. PLACE1000007, PLACE1000142. PLACE1000185, 

PLACE1000213. PLACE1000383, PLACE1000420. PLACE1000547. PLACE1000653, PLACE1000755. 

55 PLACE1001054, PLACE1001062. PLACE1001672. PLACE1001692, PLACE1001748, PLACE1001781. 

PLACE1001817, PLACE1001869, PLACE1001989, PLACE1002073. PLACE1002598, PLACE1002908, 

PLACE1002991, PLACE1003174, PLACE1003176. PLACE1003709. PLACE1003885, PLACE1003888. 

PLACE1003903. PLACE1003915, PLACE1004270. PLACE1004428, PLACE1004437. PLACE1004751. 
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NT2RP2000248(603367), 
NT2RP2000420(600834), 
NT2RP200 1 233(60397 1 ) , 
NT2RP2001 397(602755), 
NT2RP200 1 876(601 833) . 
NT2RP20021 24(603486), 
NT2RP2003000(191161), 
NT2RP2003295(603494), 
NT2RP2003714(603971), 
NT2RP20041 70(3001 96), 
NT2RP2005003( 1 09092), 
NT2RP2005288(603524), 
NT2RP2005358(603573), 
NT2RP2005525(602655), 
NT2RP20062 1 9(60 1 279) . 
NT2RP3000068(182530). 
NT2RP3000596( 1 90370). 
NT2RP3001 081 (603524), 
NT2RP3001428(189940), 
NT2RP3001 969(1 90370), 
NT2RP3002351 (604887), 
NT2RP3003251(109092), 
NT2RP3003672(31 3470), 
NT2RP3004209(125255). 
NT2RP3004569(1 06410), 
NT2RP4000376(603873), 
NT2RP4000925(600245), 
NT2RP4001213(602277), 
NT2RP4001483(203740), 
NT2RP4002078(603971). 
0VARC1 000520(6041 26), 
OVARC1001113(602121), 
OVARC1001 496(60261 9). 
0VARC1 001 766(60391 0), 
PLACE1 000420(60031 2), 
PLACE 1 001 387(600206). 
PLACE1 002437(600046). 
PLACE1002834(194558), 
PLACE1 003353(604704). 
PLACE 1 003704(60 1 940) , 
PLACE1 0041 97(601 610), 
PLACE1004471(194558), 
PLACE1004777(118423), 
PLACE1 0061 70(601 026), 
PLACE1 007239(604784), 
PLACE1 0081 77(1 90370), 
PLACE 1009027(3001 21). 
Plj^CEl 009524(602488), 
PLACE1 01 1635(604058). 
PLACE2000072(603430), 
PUVCE2000458(600976) , 
PLACE4000156(603971), 
THYR01 000034(1 90370) . 
THYR01 000501 (1 09092). 
THYR01 000934(1 79035), 
THYR01 001 458(1 60776). 
Y79AA1 000469(602434), 
Y79AA1001391(142959). 



NT2RP2000297(602277), NT2RP20003 10(239500). NT2RP20004 14(60 1037). 

NT2RP2000523(6001 30), NT2RP2000809(603885). NT2RP20008 1 2(1 60777). 

NT2RP2001 327(1 91 1 61 ), NT2RP2001 378(1 58370), NT2RP2001 394(300208). 

NT2RP2001 460(1 90370). NT2RP2001 520(603667), NT2RP2001 536(600675). 
NT2RP2001898(147264), NT2RP2002025(601581), NT2RP2002058(604737), 

NT2RP2002325(603866), NT2RP2002503(601 781 ). NT2RP2002959(602962), 

NT2RP2003157(601940). r4T2RP2003 164(604746). NT2RP2003228{602638), 

NT2RP2003564{1 09092), NT2RP2003604(604785), 



NT2RP2003952(602675), NT2RP20040 13(602542), 
NT2RP2004732(1 62250), NT2RP2004933(603289), 



NT2RP3001 723(604569). 
NT2RP3002056(180201), 
NT2RP3002399(602638), 



NT2RP2003517(190040) 
NT2RP2003737(602962) 
NT2RP2004587(1 62250) 

NT2RP2005144(604730), NT2RP2005239(603485), NT2RP2005276(602371), 

NT2RP200531 5(604039). NT2RP2005325(603759). NT2RP2005336( 190370), 

NT2RP2005407(167040), NT2RP2005436(601 940). NT2RP2005476(602680), 

NT2RP200571 9(601 1 78), NT2RP2006043(601 940). NT2RP2006071 (604299), 

NT2RP200631 2(6031 1 1 ), NT2RP2006456(60461 9). NT2RP3000050(603971 ), 

NT2RP3000085(300032). NT2RP3000299(602941 ). NT2RP3000403(604981 ), 

NT2RP3000739(1 25370). NT2RP3000753(1 62230). NT2RP3001 057(603971 ). 

NT2RP3001216(603121), NT2RP300 1307(1 80069), NT2RP3001 338(31 4998). 

NT2RP3001 855(6021 00), NT2RP3001 898(604561 ), 

NT2 RP3002062(603885) , NT2 RP3002 1 5 1 ( 1 39259) , 

NT2RP3002953(604967). NT2RP3002988(603258), 

NT2RP3003282(602378), NT2RP300331 3(60381 0), NT2RP3003409(604533). 

NT2RP3003831 (604051). NT2RP300401 6(601 742), NT2RP3004078( 142765), 

NT2RP3004258(604347). NT2RP3004490(603328). NT2RP3004534(600586), 

NT2RP3004572(60491 2), NT2RP4000 109(603745), NT2RP4000367(603722)! 

NT2RP4000449(604479), NT2RP4000855(602675), NT2RP4000879(3 14370).' 

NT2RP4001 086(1 62230). NT2RP4001 126(1 90370), NT2RP4001 150(601581), 

NT2RP4001276(190370). NT2RP4001407(1 90370), NT2RP400 1433(602277), 

NT2RP4001 575(603443), NT2RP4001 760(305400), NT2RP4001 861 (190370), 
NT2RP4002791 (189940). OVARC 1000014(603371). OVARC 1000 139(603486), 

0VARC1 000722(604014), 0VARC1 000771(1 79509), OVARC1 001 051 (600061 ), 

0VARC1 001 244(601 540). 0VARC1 001 372(603145). OVARC1 00141 7(3001 82). 

OVARC1001 506(601 31 3). OVARC1 001 577(603269). OVARC1 001 726(3001 03). 

OVARC1001809(603730). PLACE1 0001 33(602542), PLACE1 000383(3001 71), 

PLACE1 000583(1 94558), PLACE1 000588(60041 1 ), PLACE1 0011 71 (31 0400), 

PLACE1 001 602(60491 3), PLACE1 002046( 1 51 625). PLACE 1 0021 40(603748). 

PLACE1 002474(602108), PLACE1 002685(60451 5). PLACE1 002782(602095), 

PLACE1 002908(604327), PLACE1 003045(1 7391 0). PLACE1 003302(1 94558). 

PLACE1 003366(603681). PLACE1 003493(601 456). PLACE 1003669(1 90370). 

PLACE1 003903(123860), PLACE 1003968(602742), PLACE1 0041 83(604701), 

PLACE1 004277(603493), PLACE1 00431 6(604261 ), PLACE1 004358(603272). 

PLACE1 004506(603450), PLACE1 00451 0(604912). PLACE 1004674(60 1057), 

PLACE1 00481 4(601 940). PLACE1 005494(603652). PLACE 1006040(603061). 

PLACE1 006438(600834). PLACE1 00661 5(603910). PLACE 1007 140(190370). 

PLACE1 007257(3001 08), PLACE1 00751 1 (1 48020), PLACE 1 007598(602277), 

PLACE1 008356(604039), PLACE1 008402(603344), PLACE 1 008696(6021 41 ), 

PLACE1 0091 1 3(600675), PLACE1 009158(604140). PLACE 1 009444(600286), 

PLACE1 01 0529(604834), PLACE1 01 0870(603971 ). PLACE1 01 0896(1 60776), 

PLACE1 011858(603882). PLACE1 01 1 922(1 60776), PLACE200001 5(600051 ), 

PLACE2000216(182790), PLACE2000399(3 13470), PLACE2000438(602273), 

PLACE3000242(300132), PLACE4000009( 160776). PLACE400001 4(300032). 

PLACE4000369(603808), SKNMC1 000046(603144). SKNMC1 000050(1 14230). 

THYR01 000327(603243). THYR01 000343(1 25370). THYR0 1000358(6041 88). 

THYR01 000662(278750). THYR0 1000684(603885). THYR0 1000748(300023). 
THYR01 001 120(602582), THYR01 001 189(603971). THYRO 1001204(603169). 

THYR01 001 6 1 7(602744), THYR01 001 671 (60328 1 ), Y79AA1 000346(604355). 

Y79AA1 000560(601 026). Y79AA1 000734(603867), Y79AA1 000782(60041 7), 

Y79AA1 001548(600286). Y79AA1001 594(600936). Y79AA1001 71 1 (600063), 
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NT2RP2005288, NT2RP2005315. NT2RP2005325, NT2RP2005336. NT2RP2005358, NT2RP2005407. 

NT2RP2005436, NT2RP2005476. NT2RP2005525, NT2RP2005694. NT2RP2005719, NT2RP2006043. 

NT2RP2006071, NT2RP2006219. NT2RP2006312, NT2RP2006456, NT2RP3000050, NT2RP3000068. 

NT2RP3000085. NT2RP3000299. NT2RP3000403, NT2RP3000596. NT2RP3000739. NT2RP3000753, 

5 NT2RP3000875, NT2RP3001 057, r4T2RP3001081, NT2RP3001216. NT2RP3001307. NT2RP3001338, 

NT2RP3001427. NT2RP3001428, NT2RP3001679. NT2RP3001723. NT2RP3001855, NT2RP3001898. 

NT2RP3001969. NT2RP3002056, NT2RP3002062, NT2RP3002151. NT2RP3002351 , NT2RP3002399. 

NT2RP3002953, NT2RP3002988, NT2RP3003078. NT2RP3003251, NT2RP3003282. NT2RP3003313, 

NT2RP3003327. NT2RP3003409, NT2RP3003672, NT2RP3003831, NT2RP3004016. NT2RP3004078. 

10 NT2RP3004209, NT2RP3004258, NT2RP3004490. NT2RP3004534, NT2RP3004569, NT2RP3004572. 

NT2RP4000109, NT2RP4000367, NT2RP4000376, NT2RP4000449, NT2RP4000855, NT2RP4000879, 

NT2RP4000925, NT2RP4001086, NT2RP4001126, NT2RP4001150, NT2RP4001213, NT2RP4001276, 

NT2RP4001407, NT2RP4001433. NT2RP4001483, NT2RP4001575, NT2RP4001760, NT2RP4001861 . 

NT2RP4002078. NT2RP4002791 , OVARC1000014, OVARC1000139, OVARC1000520. OVARC1000722. 

15 OVARC1000771. OVARC1000834. OVARC1001051. OVARC1001113, OVARC1001244, OVARC1001372. 

OVARC1001417. OVARC1001496, OVARC1001506, OVARC1001577. OVARC1001726, OVARC1001766, 

OVARC1001809, OVARC1002165, PLACE1000133, PU\CE1000383. PLACE1000420, PLACE1000583. 

PLACE1000588, PLACE1001171, PLACE1001387, PLACE1001602. PLACE1002046, PLACE1002140. 

PLACE1002437, PLACE1002474, PLACE1002685, PUVCE1002782. PLACE1002834, PLACE1002908. 

20 PLACE1003045, PLACE1003302, PLACE1003353, PLACE1003366, PLACE1003493. PLACE1003669, 

PLACE1003704, PLACE1003903, PLACE1003968, PLACE1004183, PLACE1004197, PU\CE1004277, 

PLACE1004316, PLACE1004358. PLACE1004471, PLACE1004506. PLACE1004510. PLACE1004674. 

PLACE1004777, PLACE1004814, PLACE1005494, PLACE1006040, PLACE1006170. PLACE1006438, 

PLACE1006615, PLACE1007140, PLACE1007239, PLACE1007257. PLACE1007511, PLACE1007598. 

25 PLACE1008177. PLACE1008356. PLACE1008402, PLACE1008696. PLACE1009027, PLACE1009113. 

PLACE1009158, PLACE1009444, PLACE1009524, PLACE1010529, PLACE1010870, PLACE1010896. 

PLACE1011635. PLACE1011858, PLACE1011922. PLACE2000015. PLACE2000072. PLACE2000216, 

PLACE2000399, PLACE2000438, PLACE2000458, PLACE3000242, PLACE4000009, PLACE4000014. 

PLACE4000156, PLACE4000369, SKNMC1000046, SKNMC1000050. THYRO1000034. THYRO1000327. 

30 THYRO1000343, THYRO1000358. THYRO1000501, THYRO1000662, THYRO1000684, THYRO1000748. 

THYRO1000934, THYRO1001120, THYRO1001189, THYRO1001204, THYRO1001458. THYRO1001617, 

THYRO1001671, Y79AA1000346. Y79AA1000469. Y79AA1000560, Y79AA1000734. Y79AA1000782. 

Y79AA1001391, Y79AA1001548, Y79AA1001594. Y79AA1001711. Y79AA1001874. Y79AA1002204. 

Y79AA1 002210, Y79AA1 002258, Y79AA1 002472, Y79AA1 002482, 
35 [0280] Among them, Swiss-Prot database search and GenBank or UniGene database search revealed that the fol- 
lowing 380 clones matched the data of genes or proteins which had been registered in the database of Online Mendelian 

Inheritance in Man (OMIM) (http://www.ncbi.nlm.nih.gov/Omini/), which is a database of human genes and diseases. 

(The corresponding OMIM numbers are parenthetically indicated following the clone names.) 

HEMBB1000985(147485), HEMBB 1001 068(603142). HEMBB1 001 282(182900). HEMBB 100 1339(300080), 

40 HEMBB1001482(603971). HEMBB 100 1564(603931). HEMBB1 001 802(125660), HEMBB1 001 905(1 90370), 

HEMBB1001908(601408), HEMBB 100221 7(603971). HEMBB 1002477(604439). MAMMA1 000388(604865). 

MAMMA1000731(602118). MAMMA1 001 305(602732), MAM MAI 00 1633(600834). MAMMA1 001 868(1 90370). 

MAMMA1002170(603624), MAMMA1 0021 98(600538), MAM MA1 002268(603730). MAMMA1002485(603665), 

MAMMA1 002530(603602), MAMMA1 002858(601 064), MAMMA1 002869(602567). MAMMA 1 002881 (602692). 

45 MAMMA1 003047(603566), MAMMA1 0031 46(603094). MAMMA1 0031 66(604061 ), NT2RM 1 000001 (601 1 69). 

NT2RM1000153(600417). NT2RM 1000252(604 108), NT2RM 1000555(1 91 5 10). NT2RM 1000770(300061). 

NT2RM1000826(191510). NT2RM 1000850(1 82900), NT2RM 1001 003(604785). NT2RM 1001 092(603971). 

NT2RM 1 00 1 1 02(604533). NT2RM2000 1 9 1 (602973). NT2RM2000363( 1 51410). NT2RM2000594(602900) , 

NT2RM2000624(601940). NT2RM20007 14(1 79555), NT2RM200082 1(600959), NT2RM200 1035(6049 13), 

SO NT2RM2001575(109092). NT2RM2001 652(604141), NT2RM200 1664(603722), NT2RM200 1668(602952), 

NT2RM2001 698(604327). NT2RM2001 803(603722). NT2RM2001 839(603420). NT2RM40001 55(1 87790). 

NT2RM4000471 (603485). NT2RM4000486( 168730), NT2RM4000657(602142). NT2RM4000751 (602277). 

NT2RM4000996(603971). NT2RM4001 629(601 114). NT2RM4001 81 0(1 55760). NT2RM4001 81 9(1 76873). 

NT2RM4001876(179555), NT2RM4001 940(603887), NT2RM4002066(300188), NT2RM4002093(600693). 

55 fslT2RM4002146(602603). NT2RM40021 61 (254780). NT2RM4002558(604 1 94), NT2RM4002571 (602274). 

NT2RP1 000086(60221 9). NT2RP1 000574(601 740). NT2RP1 000825(602732). NT2RP1 000833(602973), 

NT2RP1000959(180510), NT2RP 1000966(1 64035), NT2RP1 001 01 3(1 94558), l^2RP 100 11 85(243500). 

NT2RP1001482(600586). NT2RP1001 665(114180), NT2RP2000070(600976), NT2RP20001 47(603535), 
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NT2RP3000320. NT2RP30005 1 2. NT2RP3000527. NT2RP3000590, NT2RP3000603, 

NT2RP3000632, NT2RP3001057. NT2RP3001107. NT2RP3001111. NT2RP3001120.' 

NT2RP3001268, NT2RP3001338, NT2RP3001398. NT2RP3001527, NT2RP3001 BSs! 

NT2RP3002165. NT2RP3002399. NT2RP3002876, NT2RP3003133, NT2RP3003193! 

NT2RP3003313, NT2RP3003327, NT2RP3003555. NT2RP3004016. NT2RP3004125! 

NT2RP3004428. NT2RP3004498. NT2RP3004566. NT2RP3004617, NT2RP4000210,' 

NT2RP4000455, NT2RP4000648, NT2RP4000837. NT2RP4000865. NT2RP4000997' 

NT2RP4001080, NT2RP4001213. NT2RP4001433. NT2RP4001529. NT2RP4001551.' 

NT2RP4001638, NT2RP4001753. NT2RP4001760, NT2RP4001790, NT2RP4001838! 

NT2RP4002078, NT2RP4002081, NT2RP5003461. OVARC1000151, OVARC 1000241.' 

OVARC1001271, OVARC1001417, OVARC1001436, PLACE1000133, PLACE1000583. 

PLACE1000786, PLACE1000979. PLACE1001118. PLACE1001238, PLACE1001294' 

PLACE1001383, PLACE1001602, PLACE1001632, PLACE1002171. PLACE1002438! 

PLACE1002532. PLACE1002775, PLACE1002834, PLACE1003302, PLACE 1003605," 

PLACE1 003885, PLACE1 004471, PLACE1 005584, PLACE1 005803, PLACE1 005966! 

PLACE1006318, PLACE1006438, PLACE1006482, PLACE1007239. PUCE1007346 

PLACE1007547. PLACE1007598. PLACE1007955, PLACE1008132. PLACE100820l! 

PLACE1009246. PLACE1009308. PLACE1009398, PLACE1009798, PLACEIOIOI34! 

PLACE1010771, PLACE1010870. PLACE1011160, PLACE1011433. PLACE1011576. 

PLACE3000169, PLACE3000254, PLACE4000128, PLACE4000156, PLACE4000192', 

PUCE4000261. PLACE4000450, PLACE4000489, THYRO1000085. THYRO1000121 ' 

THYRO1000488, THYRO1000501. THYRO1000569. THYRO 1001100, THYRO1001189 

Y79AA1 00001 3, Y79AA1 000033, Y79AA1 000037. Y79AA1 000342. Y79AA1 000627 ' 

Y79AA1001299, Y79AA1001312, Y79AA1001391, Y79AA1001533, Y79AA1001613i 
Y79AA1002103, Y79AA1 002229, Y79AA1 002433, Y79AA1 002472, Y79AA1 002482, 

[0279] The following 392 clones are categorized into disease-associated proteins. 

HEMBA1000020. HEMBA1000216. HEMBA1000304, HEIVIBA1000561, HEMBA1000569, 

HEMBA1001043. HEMBA1001059. HEMBA1001071, HEMBA1001088, HEMBA1001569' 

HEMBA1001672. HEMBA1001819, HEMBA1001921, HEMBA1002267, HEMBA1002419! 

HEMBA1 002547, HEMBA1 002555, HEMBA1 00281 0, HEMBA1 002939. HEMBA1 002997* 

HEMBA1 003369. HEMBA1003417, HEMBA1003418, HEMBA1 003433, HEMBA1 003538' 

HEMBA1003568, HEMBA1003569, HEMBA1003581. HEMBA1004168, HEMBA1004202* 

HEMBA1004275. HEMBA1004321, HEMBA1004353. HEMBA1004356, HEMBA1004479! 

HEMBA1004669, HEMBA1 005009, HEMBA1005338, HEMBA1005367, HEMBA1 005423.' 

HEMBA1 005581, HEMBA1 005621, HEMBA1 005699. HEMBA1 006507, HEM8A1 006650* 

HEMBA1006737, HEMBA1006807. HEMBA1006877, HEMBA1007121, HEMBA1007243' 

HEMBB1000693, HEMBB1 000927. HEMBB1000985. HEMBB1001068, HEMBB1001282' 

HEMBB1001482. HEMBB1001564. HEMBB1001802, HEMBB1001905, HEMBB1001908! 

HEMBB1002477, MAMMA1000388, MAMMAI 000731, MAMMA1001305. MAMMAIOOI633! 

MAMMA1002170, MAMMAI 0021 98, MAMMAI 002268, MAMMA1002485. MAMMAI 00253o', 

MAMMAI 002869, MAMMAI 002881, MAMMAI 003047, MAMMAI 003146. MAMMAI 0031 66, 

NT2RM1000153, NT2RM1000252, NT2RM1000555. NT2RM1000770, NT2RM 1000826.' 
NT2RM1001003, NT2RM1001092, NT2RM1001102. NT2RM2000191, 

NT2RM2000363, NT2RM2000594, NT2RM2000624, ?^2RM2000714. NT2RM2000821, 

NT2RM2001575, NT2RM2001652, NT2RM2001664, NT2RM2001668, NT2RM2001698! 

NT2RM2001839, NT2RM4000155, NT2RM4000471, NT2RM4000486, NT2RM4000657. 

NT2RM4000996. NT2RM4001 629, NT2RM400 1810, NT2RM4001 81 9, NT2RM4001 865, 

NT2RM4001940, NT2RM4002066, NT2RM4002093, NT2RM4002146, NT2RM4002161,' 

NT2RM4002558, NT2RM4002571 , NT2RP1000086, NT2RP1000574. NT2RP1000738' 

NT2RP1 000833. NT2RP1 000959, NT2RP1 000966. NT2RP1 001 01 3, NT2RP1 001 1 85.' 

NT2RP1 001665, NT2RP2000070, NT2RP2000147, NT2RP2000224, NT2RP2000248! 

NT2RP2000310. NT2RP2000414. NT2RP2000420, NT2RP2000523, NT2RP2000809' 

NT2RP2001233. NT2RP2001 327. NT2RP2001378, NT2RP2001394, NT2RP2001 397* 

NT2RP2001520, NT2RP2001536, NT2RP2001876. NT2RP2001898, NT2RP2002025! 

NT2RP20021 24. NT2RP2002325, NT2RP2002503, NT2RP2002959, NT2RP200300o' 

NT2RP20031 64, NT2RP2003228, NT2RP2003295. NT2RP2003517. NT2RP2003564. 

NT2RP2003714, NT2RP2003737, NT2RP2003952, NT2RP2004013. NT2RP200417o' 

NT2RP2004732. NT2RP2004933. NT2RP2005003. NT2RP2005144, lsrr2RP2005239! 



NT2RP3000605. 
NT2RP3001150. 
NT2RP3001855, 
NT2RP3003251, 
NT2RP3004242, 
NT2RP4000398. 
NT2RP4001029, 
NT2RP4001568, 
NT2RP4001938, 
0VARC1 000479, 
PLACE1 000706, 
PLACE1001304, 
PLACE1 002450, 
PLACE1 003738, 
PLACE1006167, 
PLACE1 007488. 
PLACE1 009099, 
PLACE1010702, 
PLACE3000009, 
PLACE4000211, 
THYR01 000242. 
THYRO1001809, 
Y79AA1 000705, 
Y79AA1001866, 



HEMBA1 000910, 
HEMBA1001661, 
HEMBA1 002469, 
HEMBA1003148, 
HEMBA1 003555. 
HEMBA1004248, 
HEMBA1 004509. 
HEMBA1 005528. 
HEMBA1 006652, 
HEMBB1000119. 
HEMBB1001339, 
HEMBB1002217, 
MAMMAI 001 868, 
MAMMAI 002858. 
NT2RM1000001, 
NT2RM1000850, 

NT2RM2001035, 
NT2RM2001803, 
NT2RM4000751, 
NT2RM4001876, 
NT2RM4002323, 
NT2RP1 000825, 
NT2RP1 001482, 
NT2RP2000297, 
NT2RP2000812, 
NT2RP2001460, 
NT2RP2002058. 
NT2RP2003157, 
NT2RP2003604. 
NT2RP2004587. 
NT2RP2005276. 
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PLACE1002722. PLACE1003045. PLACE1003238, PLACE1003258. PLACE1003493. PLACE1004197. 

PLACE1004793. PLACE1005953. PLACE1005955. PLACE1006157, PLACE1006239, PLACE1006368, 

PLACE1006534, PLACE1006754, PLACE1006956, PLACE1007416. PLACE1007632, PLACE 1007649. 

PLACE1008643. PLACE1009094, PLACE1009992, PLACE1010231. PLACE1010662, PLACE1011371. 

5 PLACE2000034, PU\CE2000373, PLACE2000398, PLACE2000399, PLACE2000438. PLACE2000458. 

PLACE3000339. PLACE4000063. PLACE4000230. PLACE4000522. PLACE4000548. PLACE4000581 . 

THYRO1000327, THYRO1000756. THYRO1001287. Y79AA1001603, Y79AA1001874 

[0277] The following 129 clones are categorized into signal transduction-associated proteins. 

HEMBA1 000303, HEMBA1000369, HEMBA1000608, HEMBA1000657, HEMBA1000919. HEMBA1001019, 

10 HEMBA1001174, HEMBA1001822. HEMBA1001921, HEMBA1002139. HEMBA1002212, HEMBA1002341. 

HEMBA1002417. HEMBA1 002768. HEMBA1003250. HEMBA1003291, HEMBA1003845. HEMBA1004286. 

HEMBA1005737. HEMBA1006130. HEMBA1006708, HEMBB1000083, HEMBB1000266, HEMBB 1000632, 

HEMBB1000781, HEMBB1000831, HEMBB1002193, MAMMA1000173, MAMMA1001038, MAMMA1001198! 

MAMMA1002842, MAMMA1003057. NT2RM1000702. NT2RM1000772, NT2RM1001072, NT2RM2000030. 

15 NT2RM2000469. NT2RM2000612, IMT2RM2001221, NT2RM2001345. NT2RM2002128, NT2RM4000229. 

NT2RM4000354, NT2RM4000611, NT2RM4000798, NT2RM4001411. NT2RM4001412, NT2RM4001629. 

NT2RM4001758. NT2RM4002013. NT2RM4002527, NT2RP1000018, NT2RP1000701, NT2RP1001294. 

NT2RP1001302, NT2RP2000668, NT2RP2001440. NT2RP2001560. NT2RP2002058. NT2RP2002193, 

NT2RP2002408, NT2RP2002710. NT2RP2002929, NT2RP2003164, NT2RP2003912, NT2RP2004232, 

20 NT2RP2004768, r4T2RP2006071 . NT2RP2006534, NT2RP3000759. NT2RP3000845, NT2RP3001646, 

NT2RP3001857, NT2RP3001938. NT2RP3002004, NT2RP3002785, NT2RP3002909, NT2RP3002988, 

NT2RP3003800, NT2RP3004189, NT2RP3004544, NT2RP4000147. NT2RP4000839. NT2RP4001122. 

NT2RP4001148, NT2RP4001336, NT2RP4001375. NT2RP4001644. NT2RP4001725, NT2RP4001849. 

NT2RP4001896. NT2RP4001927, NT2RP4002408. NT2RP5003477. OVARC1000013. OVARC1000437. 

25 OVARC1000556, OVARC1000649, OVARC 1000945. OVARC1001200, OVARC1002182, PLACE1000977. 

PLACE1001387, PLACE1002493. PLACE1002591, PLACE1003190, PLACE1003353, PLACE1004128. 

PLACE1 004302, PLACE1 004937. PLACE1 005243, PLACE1 008000, PLACE1 008244, PLACE1 008650, 

PLACE1009468. PLACE1009596. PLACE1009708, PLACE1009845, PLACE1010926. PLACE1011041. 

PLACE2000164, PLACE2000371, PLACE3000145, PLACE3000350, THYRO1000072. THYRO1000748, 
30 THYRO1001120, Y79AA1000328, Y79AA1002431 

[0278] The following 309 clones are categorized into transcription -associated proteins. 

HEMBA1000158, HEMBA1000201, HEMBA1000216. HEMBA1000555, HEMBA1000561, HEMBA1000851, 

HEMBA1001077. HEMBA1001137, HEMBA1001405, HEMBA1001510, HEMBA1001635, HEMBA1001804, 

HEMBA1001809. HEMBA1001819. HEMBA1001847, HEMBA1001869. HEMBA1002035. HEMBA1002092, 

35 HEMBA1002177. HEMBA1002770. HEMBA1002935, HEMBA1003408, HEMBA1 003545, HEMBA1003568. 

HEMBA1003662. HEMBA1 003684, HEMBA1003760, HEMBA1003953. HEMBA1004097, HEMBA1004321. 

HEMBA1004353. HEMBA1004389, HEMBA1004479. HEMBA1004758, HEMBA1004973, HEMBA1005219. 

HEMBA1005359, HEMBA1005513, HEMBA1005528, HEMBA1005548. HEMBA1005558. HEMBA1005931, 

HEMBA1006158. HEMBA1 006248. HEMBA1006278, HEMBA1006283. HEMBA1006347. HEMBA1 006359. 

^ HEMBA1006559. HEIVIBA1 006941. HEMBB1000789. HEMBB1001011. HEMBB1001314. HEMBB1001482. 

HEMBB1001673. HEIVIBB1001749, HEMBB1001839. HEMBB1001908. HEMBBi002134, HEMBB1002217, 

HEMBB1002342. HEMBB1002607, MAMMA1000183, MAMMA1000388, MAMMA1001105, MAMMA1001222, 

MAMMA1001260. MAMMA1001627. MAIVIMA1001633, MAMMA1001743, MAMMA1001820, MAMMA1001837, 

MAMMA1002617. MAMMA1002650, MAM MA 1 002937, NT2RM1000055, NT2RM1000086, NT2RM1000746, 

<5 NT2RM1000885. NT2RM1000894. NT2RM1001092, NT2RM2000013. NT2RM2000452. NT2RM2000735, 

NT2RM2000740. NT2RM2001035, NT2RM2001105. NT2RM2001575, NT2RM2001670, NT2RM2001716. 

NT2RM2001771. NT2RM2002091 , rvrr2RM4000024. NT2RM4000046, NT2RM4000104, NT2RM4000202, 
NT2RM4000531, NT2RM4000595, NT2RM4000733, NT2RM4000734. 

NT2RM4000741, NT2RM4000751. NT2RM4000996. NT2RM4001092. NT2RM4001140. NT2RM4001200, 

50 NT2RM4001483, NT2RM4001 592. NT2RM4001783, NT2RM4001823. NT2RM4001828. NT2RM4001858. 

NT2RM4001979. r4T2RM4002066, NT2RP1000086, NT2RP1000111, NT2RP1000574, NT2RP1000902. 

NT2RP1001013, NT2RP2000008, NT2RP2000126, NT2RP2000297, NT2RP2000420, NT2RP2001174. 

NT2RP2001233. NT2RP2001756. NT2RP2001869, NT2RP2002046. NT2RP2002252. NT2RP2002270. 

NT2RP2002464. fMT2RP2002503. NT2RP2002520. NT2RP2002591. NT2RP2002880, NT2RP2002939. 

55 NT2RP2002993. f^2RP2003243. NT2RP2003329, NT2RP2003347. fsrr2RP2003480, NT2RP2003522, 

NT2RP2003564. NT2RP2003714. NT2RP2004013. NT2RP2004066, NT2RP2004187, NT2RP2004920. 

NT2RP2004961, NT2RP2005003. NT2RP20051 39. NT2RP2005325. NT2RP2005496. NT2RP2005701 . 

NT2RP2005722, NT2RP2005776, NT2RP2005942, NT2RP2006238. NT2RP2006436, NT2RP3000050. 
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OVARC1002158, OVARC1002165, PLACE1000014, PLACE1000213. PLACE1000401. PLACE1000562 

PLACE1000611, PLACE1000656, PLACE1000712. PLACE1 000793. PLACE1000909. PLACE1000948' 

PLACE1000977. PLACE1001241. PLACE1001257. PLACE1001377. PLACE1001517, PLACE100161o' 

PLACE1001761. PLACE1001771. PLACE1001817. PLACE1Q01983, PLACE1002046, PLACE100214o' 

PLACE1002213. PLACE1002395, PLACE1002437. PLACE10025aO, PLACE1002583. PLACE1002714' 

PLACE1 002722, PLACE1 002782. PLACE1 002794, PLACE1 002851 , PLACE1 002908, PLACE1 003030* 

PUCE1003044. PLACE1003045. PLACE1003238, PLACE1003296, PLACE1003369, PLACE100342o' 

PLACE1 003493. PLACE1 003537, PLACE1 003553, PLACE1 003596. PLACE 1 003760. PLACE1 003768' 

PUCE1003771, PLACE1003903, PLACE1004149. PLACE1004197, PLACE1004203, PLACE1004258' 

PLACE1004270. PLACE1004277. PLACE1004289, PLACE1004473, PLACE1004629. PLACE1004646' 

PLACE1 004743, PLACE1 004751 , PLACE 1 004793. PLACE1 004840, PLACE1 004969. PLACE1 005086* 

PLACE1005162. PLACE1005206. PLACE1005313, PLACE1005467, PLACE1005530. PLACE1005595' 

PLACE1005611, PLACE1005623. PLACE1005763. PLACE1005884, PLACE1005890. PLACE1005898' 

PLACE1005934. PLACE1005953, PLACE1006157, PLACE1006225. PLACE1006239. PLACE1006288' 

PLACE1006492. PLACE1006534, PLACE1006678, PLACE1006754, PLACE1006901, PLACE1006935' 

PLACE1006956. PLACE1007111, PLACE1007243. PLACE1007274. PLACE1007282. PLACE1007317' 

PLACE1007375, PLACE1007386. PLACE1007409, PLACE1007416. PLACE1007484. PLACE1007583' 

PLACE1007632, PLACE1007645. PLACE 1007649. PLACE1007852, PLACE1007877. PLACE1007954' 

PLACE1 008273, PLACE1 008309, PLACE1 008331, PLACE1 008402, PLACE1 008424. PU^CE1008429' 

PLACE1008531. PLACE1008532. PLACE1008533, PLACE1008568, PLACE1008643, PLACE1008693' 

PLACE1008715, PLACE1009045. PLACE1009094, PLACE1 009298, PLACE1009319, PLACE1009338' 

PLACE1009368. PLACE1009493. PLACE1009639. PLACE1009659, PLACE1009708, PLACE100973l' 

PLACE1009845, PLACE1009861, PLACE1009935, PLACE1009992, PLACE1010089, PLACE101023l' 

PLACE1010321, PLACE1010362, PLACE1010599, PLACE1010622, PLACE1010662, PLACEIOIO8I1' 

PLACE1010917. PLACE1010942, PLACE1010954. PLACE1011090. PLACE1011214, PLACE101122l' 

PLACE1011371, PLACE1011399, PLACE1011492. PLACE1011646. PLACE1011749,' PLACE1011896 

PLACE2000034. PLACE2000062. PLACE200011 1 . PLACE2000132. PLACE2000176, PLACE20001 87* 

PLACE2000216. PLACE2000335. PLACE2000341 . PLACE2000373. PLACE2000379, PLACE2000398' 

PLACE2000399, PLACE2000425, PLACE2000438, PLACE2000458, PLACE2000477. PLACE3000020 

PLACE300021 8. PLACE3000226. PLACE3000242, PLACE3000244, PLACE3000339. PLACE3000373' 

PLACE3000399. PLACE3000406. PLACE3000413, PLACE3000455. PLACE4000052, PLACE4000063' 

PLACE4000129, PLACE4000247, PLACE4000250, PLACE4000259, PLACE4000300. PLACE4000387' 

PLACE4000431, PLACE4000487, PLACE4000494, PLACE4000522, PLACE4000548. PLACE4000581 ' 

PLACE4000593, PLACE4000650, THYR01 000156. THYR01 000327, THYR01 000394, THYR01 000395' 

THYRO1000570, THYRO1000748, THYRO1000756, THYRO1000783, THYRO1001134. THYRO100127l' 

THYRO1001287. THYRO1001320, THYRO1001401, THYRO1001534, THYRO1001537. THYRO100154l' 

THYRO1001828. Y79AA1000258, Y79AA1 000420, Y79AA1000469, Y79AA1000734. Y79AA100080o' 

Y79AA1000976. Y79AA1001023, Y79AA1001177. Y79AA1001384, Y79AA1001394. Y79AA1001603' 

Y79AA1001647, Y79AA1001846. Y79AA1001874. Y79AA1002139. Y79AA1002246, Y79AA100235l' 
Y79AA1 002399, Y79AA1 00241 6. 

[0276] The following 141 clones are categorized Into glycoproteins-associated proteins. 

HEMBA1000156, HEMBA1000518, HEMBA1000852, HEMBA1001071, HEMBA1001286, HEMBA1001661, 

HEMBA1001734. HEMBA1001866, HEMBA1003071. HEMBA1003077, HEMBA1003281, HEMBA1003538* 

HEMBA1003679, HEMBA1003866, HEMBA1005576, HEMBA1005581, HEMBA1005699. HEMBA1006038* 

HEMBA1006976, HEMBA1007301. HEMBB1000317, HEMBB1000915, HEMBB1001871. HEMBB1001872i 

HEMBB1002193, MAMMA1000672, MAMMA1000897, MAMMA1001030, MAMMA1001388, MAMMA1002329! 

MAMMA1002428, MAMMA1002573, MAMMA1003150, NT2RM1000648, NT2RM1001115. NT2RM200026o' 

NT2RM2000407. NT2RM2000422, NT2RM2000490. NT2RM2001499. NT2RM2001659, NT2RM2001930.' 

NT2RM4000820, NT2RM4000857, NT2RM4001810, NT2RM4001813, NT2RM4001987,' NT2RM4002145! 

NT2RM4002189. NT2RM4002251. NT2RM4002460. NT2RM4002558, NT2RP 1000677'. NT2RP1 000782* 

NT2RP1 000856, NT2RP1001546, NT2RP2000056. NT2RP2000070, NT2RP2001295.' NT2RP2001378' 

NT2RP2001597. NT2RP2001991. NT2RP2002025, NT2RP2002078, NT2RP2002385. NT2RP2004587' 

NT2RP2004732, NT2RP2005531. NT2RP3000207, NT2RP3000531, NT2RP3000825. NT2RP300114o' 

NT2RP3002810. NT2RP3003672, NT2RP3003701 , NT2RP3003716, NT2RP3003914, NT2RP3004148' 

NT2RP4000212, NT2RP400041 7, NT2RP4000724. NT2RP4000817. NT2RP4000925'. NT2RP400115o' 

NT2RP4001372, NT2RP4001730, NT2RP4001822, NT2RP4001823. NT2RP5003522,' OVARC100009l! 

OVARC1000288, OVARC1000682, OVARC1001055, OVARC1001506. OVARC1001713, OVARC1002127' 
PLACE1000213, PLACE1000401, PLACE1002437, PLACE1002583. 
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NT2RM2000581, NT2RM2000609. NT2RM2000821, NT2RM2001370, NT2RM2001393, NT2RM2001499. 

NT2RM2001547, NT2RM2001613, NT2RM2001648. NT2RM2001659, NT2RM2001671, NT2RM2001688, 

NT2RM2001698. NT2RM2001718, NT2RM2001753. NT2RM2001760, NT2RM2001785, NT2RM2001930. 

NT2RM2001950. NT2RM2001 997. NT2RM2001998, NT2RM2002049, NT2RM2002145. NT2RM4000233. 

5 ISIT2RM4000433, NT2RM4000457. NT2RM4000486. NT2RM4000496, r4T2RM4000520. NT2RM4000634, 

NT2RM4000674, NT2RM4000700, NT2RM4000764. NT2RM4000778, NT2RM4000795. NT2RM4000820. 

ISIT2RM4000857. NT2RM4001032, NT2RM4001054, NT2RM4001116. NT2RM4001455. NT2RM4001666, 

NT2RM4001810. NT2RM4001813. NT2RM4001930. NT2RM4001987, NT2RM4002054, NT2RM4002073, 

NT2RM4002145. NT2RM4002146. NT2RM4002189, NT2RM4002194, NT2RM4002251. NT2RM4002339. 

10 IMT2RM4002438. NT2RM4002446. NT2RM4002452, NT2RM4002460. NT2RM4002493. NT2RM4002558. 

NT2RM4002565, NT2RM4002571 , NT2RM4002594. NT2RP1000130, NT2RP1000191, NT2RP1 000326. 

NT2RP1000358, hfr2RP 10004 13, NT2RP1000418. NT2RP1000547. NT2RP1000609. NT2RP1000677. 

NT2RP1 000767. ^4T2RP 1000782, NT2RP1 000856, NT2RP1001113, NT2RP1001247, NT2RP1001286. 

NT2RP1001310. NT2RP1001311, NT2RP1001313. NT2RP1001385, NT2RP1001449, NT2RP1001546, 

15 NT2RP1001569. NT2RP2000032, NT2RP2000040, NT2RP2000056, NT2RP2000070, NT2RP2000091 . 

NT2RP2000114. NT2RP2000120, NT2RP2000173, NT2RP2000175, NT2RP2000195. NT2RP2000257. 

NT2RP2000270, r4T2RP2000283, NT2RP2000288, NT2RP2000289. NT2RP2000459, NT2RP2000516, 

NT2RP2000660, NT2RP2000842, NT2RP2000892, NT2RP2001081, NT2RP2001268. NT2RP2001295. 

NT2RP2001366. NT2RP2001378, NT2RP2001576, NT2RP2001581, NT2RP2001 597. NT2RP2001613, 

20 NT2RP2001947, NT2RP2001991, NT2RP2002025, NT2RP2002066, NT2RP2002078, NT2RP2002105, 

NT2RP2002312, NT2RP2002325. NT2RP2002385. NT2RP2002479, NT2RP2002537. NT2RP2002643. 

NT2RP2002701, NT2RP2002740. NT2RP2002857, NT2RP2003125. NT2RP2003297, NT2RP2003433, 

NT2RP2003446, NT2RP2003466, NT2RP2003506, NT2RP2003513, NT2RP2003629. NT2RP2003668. 

NT2RP2003760, NT2RP2003777. NT2RP2003781, NT2RP2004041. NT2RP2004142. NT2RP20041 94, 

25 NT2RP2004270. NT2RP2004300, NT2RP2004392, NT2RP2004655, NT2RP2004681 , NT2RP2004775, 

NT2RP2004799, NT2RP2004936. NT2RP2004959, NT2RP2005012, NT2RP2005159. NT2RP2005227, 

NT2RP2005270, NT2RP2005344. NT2RP2005465, NT2RP2005509, NT2RP2005752, NT2RP2005781 . 

NT2RP2005784, NT2RP200581 2, NT2RP2006069, NT2RP2006100, NT2RP2006141, NT2RP2006184. 

NT2RP2006261. NT2RP2006565, NT2RP2006571, NT2RP2006573, NT2RP3000092. NT2RP3000109. 

30 NT2RP3000134, NT2RP3000207, NT2RP3000333, NT2RP3000341. NT2RP3000393, NT2RP3000439, 

NT2RP3000441. IMT2RP3000531. NT2RP3000685, NT2RP3000825, NT2RP3000826. NT2RP3000852. 

NT2RP3000919, NT2RP3001084, NT2RP3001096. NT2RP3001126, NT2RP3001140, NT2RP3001176. 

NT2RP3001260, NT2RP3001282. NT2RP3001355, NT2RP3001383, NT2RP3001426, NT2RP3001453, 

NT2RP3001497. NT2RP3001538, NT2RP3001589, NT2RP3001642. NT2RP3001708. NT2RP3001716, 

35 NT2RP3001727. NT2RP3001739. NT2RP3001799, NT2RP3001943. NT2RP3001944. NT2RP3002002. 

NT2RP3002007, NT2RP3002014. NT2RP3002054. NT2RP3002108, NT2RP3002163, NT2RP3002351, 

NT2RP3002455. NT2RP3002549. NT2RP3002602, NT2RP3002628, NT2RP3002650, NT2RP3002687, 

NT2RP3002701. NT2RP3002810, NT2RP3002869, NT2RP3002969, NT2RP3002985. NT2RP3003008, 

NT2RP3003059. NT2RP3003071. NT2RP3003101, NT2RP3003145. NT2RP3003197, NT2RP3003203, 

^ NT2RP3003242. NT2RP3003302. NT2RP3003353, NT2RP3003409. NT2RP3003576. NT2RP3003621. 

NT2RP3003665. NT2RP3003672, NT2RP3003701 , NT2RP300371 6, NT2RP3003799, NT2RP3003828, 

r4T2RP3003914, NT2RP3003918, NT2RP3003992, NT2RP3004051, NT2RP3004148. NT2RP3004155, 

NT2RP3004207. NT2RP3004282, NT2RP3004454, NT2RP3004480. NT2RP3004503, NT2RP4000008. 

NT2RP4000051. h4T2RP4000151, NT2RP4000212, NT2RP4000243. NT2RP4000259. NT2RP4000323. 

45 NT2RP4000417. NT2RP4000500, NT2RP4000524, NT2RP4000556, NT2RP4000560. NT2RP4000588. 

NT2RP4000713, NT2RP4000724, NT2RP4000817, NT2RP4000833. NT2RP4000878, NT2RP4000907, 

NT2RP4000925, NT2RP4000928. NT2RP4000973. NT2RP4000989. NT2RP4001057, NT2RP4001064, 

NT2RP4001079. NT2RP4001117, NT2RP4001138, NT2RP4001149, NT2RP4001150. NT2RP4001174, 

NT2RP4001219. NT2RP4001274, NT2RP4001313. NT2RP4001345. NT2RP4001372, NT2RP4001373. 

50 NT2RP4001379. NT2RP4001498, NT2RP4001547. NT2RP4001571. NT2RP4001574. NT2RP4001644. 

NT2RP4001656, NT2RP4001677, NT2RP4001730, NT2RP4001739. NT2RP4001803. NT2RP4001822, 

NT2RP4001823, lsrr2RP4001950. NT2RP4001975, NT2RP4002052. NT2RP4002075, NT2RP5003500, 
NT2RP5003506, NT2RP5003522, NT2RP5003534, OVARC1000060, OVARC1000335, OVARC1000682, OVARC 

1000689, OVARC 1000700. OVARC 1000722. OVARC1000751. OVARC 1000850, OVARC1000890, 

55 OVARC1000924, OVARC1000936. OVARC1000959, OVARC1000984. OVARC1000999, OVARC1001034. 

OVARC1001055, OVARC1001117, OVARC1001129. OVARC1001154, OVARC1001329. OVARC1001381, 

OVARC1001391, OVARC1001453, OVARC1001476, OVARC1001506. OVARC1001610. OVARC1001702. 

OVARC1001703. OVARC1001713. OVARC1001745. OVARC1001767. OVARC1002127. OVARC1002138. 
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[0267] The clones that presumably encode proteins belonging to the category of DNA- and/or RNA-binding proteins 
are those which matched the data with the temis "DNA-binding" or "RNA-binding". 

[0268] The clones that presumably encode proteins belonging to the category of RNA synthesis-associated proteins 
are those which matched the data with the terms "RNA splicing", "RNA processing", "RNA helicase", or "polyadenyla- 
tion". 

[0269] The clones that presumably encode proteins belonging to the category of protein synthesis- and/or protein 
transport-associated proteins are those which matched the data with the temis "translation regulation", "protein bio- 
synthesis", "amino-acid biosynthesis", "ribosomal protein", "protein transport", or "signal recognition particle". 
[0270] The clones that presumably encode proteins belonging to the category of cytoskeleton-associated proteins 
are those which matched the data with the terms "structural protein", "cytoskeleton", "actln-binding", or "microtubules". 
[0271] The clones that presumably encode proteins belonging to the category of cell division- and/or cell proliferation- 
associated proteins are those which matched the data with the terms "cell division", "cell cycle", "mitosis", "chromosomal 
protein", "cell growth", or "apoptosis" . 

[0272] The clones that presumably encode proteins belonging to the category of embryogenesis- and/or develop- 
ment-associated proteins are those which matched the data with the tenms "developmental protein". 
[0273] The clones that presumably encode proteins belonging to the category of cellular defense-associated proteins 
are those which matched the data with the terms "heat shock", "DNA repair", or "DNA damage". 
[0274] When a clone belonged to the above-mentioned multiple functional categories, the clone was classified into 
the multiple categories. However, the functions of the protein encoded by the clone are not limited to the functions of 
the categories into which the clone was classified, and therefore, additional functions can be found for the protein by 
further analyses. 

[027^ The following 796 clones are categorized into secretory or membrane proteins. 

HEMBA1000356, HEMBA1000518, HEMBA1000531. HEMBA1000637, HEMBA1000719, HEMBA1000817. 
HEMBA1000822. HEMBA1000852, HEMBA1000870, HEMBA1000991, HEMBA1001052, HEMBA1001071.* 
HEMBA1001085, HEMBA1001286, HEMBA1001351, HEMBA1001407, HEMBA1001446! HEMBA1001515 
HEMBA1001557. HEMBA1001569, HEMBA1001661. HEMBA1001734. HEMBA1001746. HEMBA1001866 
HEMBA1002125, HEMBA1002150, HEMBA1002166, HEMBA1002417, HEMBA1 002462. HEMBA1002475' 
HEMBA1002477, HEMBA1002486. HEMBA1002609. HEMBA1002659, HEMBA1002661, HEMBA100278o' 
HEMBA1002818, HEMBA1002876, HEMBA1002921, HEMBA1003071. HEMBA1003077. H EM BA1 003079.' 
HEMBA1003086, HEMBA1003096, HEMBA1003281, HEMBA1003286, HEMBA1003538, HEMBA1003711.' 
HEMBA1003742, HEMBA1003803, HEMBA1004055, HEMBA1004143, HEMBA1004146, HEMBA1004207 
HEMBA1004341. HEMBA1004461. HEM BA1 004577. HEMBA1004637. HEMBA1004752. HEMBA1004756' 
HEMBA1 004850, HEMBA1 004889. HEMBA1004923, HEMBA1 004930, HEMBA1 005029. HEMBAIOOSOSs' 
HEMBA1005050, HEMBA1005552. HEMBA1005576, HEMBA1005581, HEMBA1005588, HEMBA1005616! 
HEMBA1 005699, HEMBA1 005991, HEMBA1 006036, HEMBA1 006038, HEMBA1 006067, HEMBAIOO6I73' 
HEMBA1006198. HEMBA1006293. HEMBA1006310, HEMBA1006492. HEMBA1 006502.' HEMBA1006583' 
HEMBA1006659, HEMBA1006758, HEMBA1006789, HEMBA1006921. HEMBA1006926, HEMBA1006976 
HEMBA1007203, HEMBA1007301. HEMBB1000037. HEMBB1000050. HEMBB1000054, HEMBBIOOOI75' 
HEMBB1000317. HEMBB1000556. HEMBB1000593. HEMBB1000631, HEMBB1000763. HEMBB1000827' 
HEMBB1000915. HEMBB1000975, HEMBB1001112, HEMBB1001151, HEMBB1001177, HEMBBIOOI302' 
HEMBB1001348, HEMBB1001564, HEMBB1001630, HEMBB1001871, HEMBB 1001 872', HEMBB1001925' 
HEMBB1001962. HEMBB1002042, HEMBB 1002044. HEMBB1002142, HEMBB1002190. HEMBB1002193' 
HEMBB1002247, HEMBB1002383. HEMBB1002387, HEMBB1002550, HEMBB1002600. HEMBB1002692! 
MAMMA1000045. MAMMA1000129, MAMMA1000133. MAMMA1000277. MAMMA1000278, MAMMA100041o! 
MAMMA1000416, MAMMA1000472, MAMMA1000672, MAMMA1000684, MAMMA1000714, MAMMA1000734i 
MAMMA1 000778, MAMMA1 000798, MAMMA1 000842, MAMMA1 000859, MAMMA1 000897! MAMMA1 000956,' 
MAMMA1001008. MAMMA1001030, MAMMA1001041, MAMMA1001073. MAMMA1001080. MAMMAIOOII39' 
MAMMA1001154. MAMMA1001322. MAMMA1001388. MAMMA1001411, MAMMA1001487, MAMMA100175l! 
MAMMA1001754. MAMMA1001771, MAMMA1002009, MAMMA1002427, MAMMA1002428, MAMMA100246l! 
MAMMA1 002524, MAMMA1 002573, MAMMA1 002598, MAMMA1 002655, MAMMA1 002684, MAMMA1 002769.' 
MAMMA1002844, MAMMA1002881. MAMMA1002890, MAMMA1002938. MAMMA1002947, MAMMA1003035' 
MAMMA1003089, MAMMA1003146, MAMMA1003150, NT2RM1000035. NT2RM1000037, NT2RM1000062' 
NT2RM1000080, NT2RM1000092, NT2RM1000131. NT2RM1000199. NT2RM 1000257,' NT2RM100026o' 
NT2RM1000355. NT2RM1000430, NT2RM1000563, NT2RM1000648, NT2RM1000742. NT2RM1000770 
NT2RM1000800. NT2RM1000811. NT2RM1000833. NT2RM1000857. NT2RM1000867. NT2RM1000882' 
NT2RM1000905. NT2RM1001008, 

NT2RM1001115, NT2RM1001139, NT2RM2000259. NT2RM2000260, NT2RM2000287, NT2RM2000395 
NT2RM2000402. NT2RM2000407. NT2RM2000422. NT2RM2000490. NT2RM2000522. NT2RM2000566.' 
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Y79AA1 000752. 
Y79AA1 000802, 
Y79AA1 000962. 
Y79AA1001023. 
Y79AA1001078, 
Y79AA1001216, 
Y79AA1001312, 
Y79AA1001493, 
Y79AA1001581, 
Y79AA1001665. 
Y79AA1001781, 
Y79AA1001875, 
Y79AA1002103, 
Y79AA1 002209. 
Y79AA1 002246. 
Y79AA1 002361. 



Y79AA1 000774, 
Y79AA1 000805. 
Y79AA1 000966, 
Y79AA1001041. 
Y79AA1001145, 
Y79AA1 001228, 
Y79AA1001323. 
Y79AA1001511, 
Y79AA1001585, 
Y79AA1001679, 
Y79AA1001805, 
Y79AA1001923, 
Y79AA1002115, 
Y79AA1 002210. 
Y79AA1 002258. 
Y79AA1 002399, 



Y79AA1 000782. 
Y79AA1 000824. 
Y79AA1 000968. 
Y79AA1001048. 
Y79AA1001167. 
Y79AA1001233, 
Y79AA1001384, 
Y79AA1001533. 
Y79AA1001594. 
Y79AA1001692. 
Y79AA1001827. 
Y79AA1001963, 
Y79AA1002125, 
Y79AA1002211, 
Y79AA1002298, 
Y79AA1 002407. 



Y79AA1 000784, 
Y79AA1 000827, 
Y79AA1 000969. 
Y79AA1001061. 
Y79AA1001177, 
Y79AA1001236. 
Y79AA1001391. 
Y79AA1001541, 
Y79AA1001603. 
Y79AA1001696, 
Y79AA1001846. 
Y79AA1 002027, 
Y79AA1002139, 
Y79AA1 002220. 
Y79AA1 002307, 
Y79AA1002416, 



Y79AA1 000794, 
Y79AA1 000833, 
Y79AA1 000976, 
Y79AA1001068. 
Y79AA1001185. 
Y79AA1001281, 
Y79AA1001394. 
Y79AA1001548, 
Y79AA1001613. 
Y79AA1001705, 
Y79AA1001866, 
Y79AA1 002083, 
Y79AA1 002204, 
Y79AA1 002229. 
Y79AA1002311. 
Y79AA1 002431. 



Y79AA1 000800, 
Y79AA1 000850, 
Y79AA1 000985, 
Y79AA1001077, 
Y79AA1001211, 
Y79AA1001299. 
Y79AA1 001402, 
Y79AA1001555, 
Y79AA1001647, 
Y79AA1001711. 
Y79AA1001874, 
Y79AA1 002089, 
Y79AA1 002208. 
Y79AA1 002234, 
Y79AA1 002351. 
Y79AA1 002433. 



Y79AA1 002472. Y79AA1 002482, Y79AA1 002487. 

[0258] Among the 4997 dones. there are 2189 clones that presumably encode proteins belonging to any of the 
categories of secretory or membrane proteins, glycoprotein-associated proteins, signal transduction-associated pro- 
teins, transcription-associated proteins, disease-associated proteins, enzymes and/or metabolism-associated pro- 
teins. ATP- and/or GTP-binding proteins, nuclear proteins, DNA- and/or RNA-binding proteins, RNA synthesis-asso- 
ciated proteins, protein synthesis- and/or protein transport-associated proteins, cytoskeleton-associated proteins, cell 
division- and/or cell proliferation-associated proteins, embryogenesis- and/or development-associated proteins, or cel- 
lular defense-associated proteins. 

[0259] The clones that presumably encode proteins belonging to the category of secretory or membrane proteins 
are those which matched the full-length sequences of Swiss-Prot database with the keywords "growth factor*, "cy- 
tokine", "hormone", "signal", "transmembrane", "membrane", "extracellular matrix", "receptor". "G-protein coupled re- 
ceptor", "ionic channel", "voltage-gated channel", "calcium channel" , "cell adhesion" , "collagen", or "connective tis- 
sue"; those which matched the data, suggesting that the proteins are secretory or membrane proteins; or those which 
matched the full-length sequences of GenBank or UniGene database with similar description; and, further, those pre- 
dicted to have an N-terminal signal sequence or a transmembrane region as a result of domain search for the amino 
acid sequences deduced from the full-length nucleotide sequences. 

[0260] The clones that presumably encode proteins belonging to the category of glycoprotein-associated proteins 
are those which matched the full-length sequences of Swiss-Prot database with the keywords "glycoprotein"; those 
which matched the data, suggesting that the proteins are glycoprotein; or those which matched the full-length sequenc- 
es of GenBank or UniGene database with similar description, 

[0261] The clones that presumably encode proteins belonging to the category of signal transduction-associated pro- 
teins are those which matched the full-length sequences of Swiss-Prot database with the keywords "serine/threonine- 
protein kinase", "tyrosine-protein kinase", or "SH3 domain"; those which matched the data, suggesting that the proteins 
are signal transduction-associated proteins (for example, "ADP-ribosylation factor*); or those which matched the full- 
length sequences of GenBank or UniGene database with similar description. 

[0262] The clones that presumably encode proteins belonging to the category of transcription-associated proteins 
are those which matched the full-length sequences of Swiss-Prot database with the keywords "transcription regulation", 
"zinc finger", or "homeobox"; those which matched the data, suggesting that the proteins are transcription-associated 
proteins; or those which matched the full-length sequences of GenBank or UniGene database with similar description. 
[0263] The clones that presumably encode proteins belonging to the category of disease-associated proteins are 
those which matched the full-length sequences of Swiss-Prot database with the keywords "disease mutation" or "syn- 
drome"; those which matched the data, suggesting that the proteins are disease-associated proteins; or those which 
matched the full-length sequences of Swiss-Prot database and GenBank or UniGene database where the matched 
sequences of genes or proteins which had been registered in the database of Online Mendelian Inheritance in Man 
(OMIM) (http-7/www.ncbi.nlm.nih.gov/Omim/). which is a database of human genes and diseases. 
[0264] The dones that presumably encode proteins belonging to the category of enzymes and/or metabolism-asso- 
ciated proteins are those which showed the terms " metabolism", "oxidoreductase". or "E.G. No. (Enzyme commission 
number)" in the matching data. 

[0265] The clones that presumably encode proteins belonging to the category of ATP- and/or GTP-binding proteins 
are those which matched the data with the terms "ATP-binding" or "GTP-binding". 

[0266] The clones that presumably encode proteins belonging to the category of nudear proteins are those which 
matched the data with the terms 'nudear protein". 
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PLACE1011982, PLACE1012031, PLACE2000003. PLACE2000006, PLACE2000007, PLACE2000014, 

PLACE2000015, PLACE2000017, PLACE2000021 , PLACE2000034, PLACE2000039. PLACE2000047, 

PLACE2000050, PLACE2000061. PLACE2000062, PLACE2000072, PLACE2000097, PLACE2000100, 

PLACE2000103, PLACE2000111, PLACE2000115. PLACE2000124, PLACE2000132, PLACE2000140. 

5 PLACE2000164, PLACE2000170, PLACE2000172, PLACE2000176. PLACE2000187, PLACE2000216. 

PLACE2000223, PLACE2000235, PLACE2000246. PLACE2000274, PLACE2000302, PLACE2000317. 

PLACE2000335, PLACE2000341 , PLACE2000347, PLACE2000359. PLACE2000366. PLACE2000371 , 

PUCE2000373, PLACE2000379, PLACE2000394. PLACE2000398, PLACE2000399, PLACE2000404. 

PLACE2000411. PLACE2000425, PLACE2000427. PUVCE2000433. PLACE2000438, PLACE2000450, 

10 PLACE2000455. PLACE2000458, PLACE2000477. PLACE3000009, PLACE3000020, PLACE3000059, 

PLACE3000070, PLACE3000103, PLACE3000119. PLACE3000121. PLACE3000124. PLACE30001 36. 

PUCE3000142, PLACE3000145, PLACE3000147, PLACE3000148, PLACE3000155, PLACE30001 56, 

PUCE3000157, PLACE3000158, PLACE3000160, PLACE3000169. PLACE3000194, PLACE30001 97, 

PLACE3000199. PLACE3000207, PLACE3000208, PLACE300021 8, PLACE3000221, PLACE3000226! 

15 PLACE3000230, PLACE3000242. PLACE3000244, PLACE3000254, PLACE3000271, PLACE3000276! 

PUCE3000304, PLACE3000310. PLACE3000320, PLACE3000322, PLACE3000331 . PLACE3000339! 

PLACE3000341. PLACE3000350, PLACE3000352. PLACE3000353, PLACE3000362. PLACE3000363! 

PLACE3000365. PLACE3000373, PLACE3000388. PLACE3000399. PLACE3000401 , PLACE3000402! 

PLACE3000405. PLACE3000406, PLACE3000413, PLACE3000416, PLACE3000425, PLACE3000455! 

20 PLACE3000475, PLACE3000477, PLACE4000009, PLACE4000014, PLACE4000052, PLACE4000063! 

PLACE4000089, PLACE4000093, PLACE4000100, PLACE4000106, PLACE4000128, PLACE4000129. 

PLACE4000131, PLACE4000147, PLACE4000156, PLACE4000192, PLACE4000211, PLACE4000222. 

PLACE4000230, PUVCE4000247, PLACE4000250, PLACE4000252, PLACE4000259, PLACE4000261 , 

PLACE4000269, PLACE4000270, PLACE4000300, PLACE4000320, PLACE4000323, PLACE4000326! 

25 PLACE4000344, PLACE4000367. PLACE4000369. PLACE4000387, PLACE4000392, PLACE4000401 ! 

PLACE4000411. PLACE4000431. PLACE4000445, PLACE4000450, PLACE4000465, PLACE4000487, 

PLACE4000489. PLACE4000494, PLACE4000521 , PLACE4000522. PLACE4000548. PLACE4000558, 

PLACE4000681, PLACE4000590, PLACE4000593, PLACE4000612, PLACE4000638, PLACE4000650, 

PLACE4000654, PLACE4000670, SKNMC1000011, SKNMC1000013, SKNMC1000046. SKNMC100005o! 

30 SKNMC1 000091, THYR01 000026, THYR01 000034, THYR01 000070, THYR01 000072, THYR01 000085. 

THYRO1000092, THYRO1000107, THYRO1000111, THYRO1000121. THYRO1000124. THYROIOOOI32! 

THYRO1000156, THYRO1000173, THYRO1000186, THYRO1000187, THYRO1000197, THYRO1000199, 

THYRO1000206, THYRO1000241, THYRO1000242. THYRO1000253. THYRO1000270, THYR01 000279, 

THYRO1000288. THYRO1000320, THYRO1000327, THYRO1000343, THYRO1000358, THYRO1000368, 

35 THYR01 000381. THYR01 000387, THYR01 000394. THYR01 000395, THYR01 000401, THYR01 000452, 

THYRO1000471, THYRO1000484, THYRO1000488, THYRO1000501. THYRO1000502, THYRO1000505. 

THYRO1000558. THYRO1000569, THYRO1000570. THYRO1000585. THYRO1000596, THYR01 000605. 

THYRO1000625. THYRO1000637, THYRO1000662. THYRO1000666. THYRO1000676. THYRO1000684, 

THYRO1000712, THYRO1000715. THYR01 000734, THYR01 000748, THYR01 000756. THYR01 000777, 

40 THYRO1000783. THYRO1000787. THYRO1000793. THYRO1000796, THYRO1000805, THYRO1000815. 

THYRO1000843, THYRO1000852, THYRO1000855, THYRO1000865. THYRO1000895, THYRO1000916! 

THYRO1000926, THYRO1000934, THYRO1000951, THYRO1000952. THYRO1000983, THYRO1000988! 

THYRO1001003, THYRO1001031. THYRO1001033. THYRO1001062. THYRO1001100. THYRO1001120, 

THYRO1001133, THYRO1001134, THYRO1001142. THYRO1001173. THYRO1001189, THYRO1001204, 

45 THYRO1001213, THYRO1001262, THYRO1001271, THYRO1001287. THYRO1001313, THYRO1001320, 

THYRO1001321. THYRO1001322, THYRO1001347, THYRO1001363, THYRO1001365, THYRO1001374. 

THYRO1001401, THYRO1001403, THYRO1001405, THYRO1001406, THYRO1001411. THYRO1001426. 

THYRO1001434. THYRO1001458, THYRO1001480, THYRO1001487. THYRO1001534, THYRO1001537, 

THYRO1001541, THYRO1001559, THYRO1001570, THYRO1001584, THYRO1001595, THYRO1001602, 

so THYRO1001605, THYRO1001617. THYRO1001637, THYRO1001656, THYRO1001661. THYRO1001671, 

THYRO1001673, THYRO1001703, THYRO1001706, THYRO1001721, THYRO1001738. THYRO1001745! 

THYRO1001746, THYRO1001772, THYRO1001793. THYRO1001809, THYRO1001828. THYRO1001854i 

THYRO1001895, THYRO1001907. VESEN1000122, Y79AA1000013, Y79AA1000033, Y79AA1 000037! 

Y79AA1000059, Y79AA1000065. Y79AA1000131, Y79AA1000181. Y79AA1000202, Y79AA1000214, 

55 Y79AA1000230, Y79AA1000231, Y79AA1000258, Y79AA1000268, Y79AA1000313, Y79AA1000328! 

Y79AA1000342. Y79AA1000346. Y79AA1000349, Y79AA1000355. Y79AA1000368, Y79AA100041o! 

Y79AA1000420, Y79AA1000469. Y79AA1000480, Y79AA1000539, Y79AA1000540, Y79AA100056oi 

Y79AA1 000574, Y79AA1 000589, Y79AA1 000627, Y79AA1 000705, Y79AA1 000734. Y79AA1 000748. 
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PLACE1007178. 

PLACE1 007243, 

PLACE1 007342, 

PLACE1 007409, 
5 PLACE1 007478. 

PLACE1 007537. 

PLACE1007618, 

PLACE1 007688, 

PLACE1 007729. 
10 PLACE1 007807, 

PLACE1 007866. 

PLACE1 007958. 

PLACE1 008045. 

PLACE1008132. 
15 PLACE1 008244. 

PLACE1 008330. 

PLACE1 008398, 

PLACE1 008429. 

PLACE1 008531, 
20 PLACE1 008621, 

PLACE1 008643, 

PLACE1 008757. 

PLACE1 008854. 

PLACE1 008947. 
25 PLACE1 009050. 

PLACE1 009110. 

PLACE1009166, 

PLACE1 009246. 

PLACE1 009338. 
30 PLACE1 009410, 

PLACE1 009476. 

PLACE1 009571, 

PLACE1 009622, 

PLACE1 009708. 
35 PLACE1 009845. 

PLACE1 009925. 

PLACE1 009997, 

PLACE1010076. 

PLACE1010134. 
40 PLACE1010270, 

PLACE1010329. 

PLACE1010491, 

PLACE1010579. 

PLACE1010629, 
45 PLACE1010720, 

PLACE1010802, 

PLACE1010877. 

PLACE1010926, 

PLACE1010965, 
50 PLACE1011056, 

PLACE1011143, 

PLACE1011221. 

PLACE1011325. 

PLACE1011452. 
55 PLACE1011520, 

PLACE1011643. 

PLACE1011682. 

PLACE1011874. 



PLACE1007218. 

PLACE1007257, 

PLACE1 007346, 

PLACE1007416. 

PLACE 1007484, 

PLACE1007544. 

PLACE1007621, 

PLACE1 007690. 

PLACEI 007730, 

PLACE1007810, 

PLACE1 007877. 

PLACEI 007969. 

PLACE1 008080. 

PLACE1008177, 

PLACE1008273. 

PLACE1008331. 

PLACE1008401. 

PLACE1 008455. 

PLACE1008532. 

PLACE1 008625. 

PLACE1 008650, 

PLACEI 008790. 

PLACEI 008867. 

PLACE1 009020, 

PUCE1009060. 

PLACE1009111. 

PLACE1009174. 

PLACEI 009298. 

PLACE1 009368. 

PLACE1009434, 

PLACE1009477. 

PLACE1009581. 

PLACEI 009637. 

PLACE1 009721. 

PLACEI 009861. 

PLACE1009935. 

PLACE1010023. 

PLACEI 01 0089, 

PLACE1010148. 

PLACE1010274. 

PLACE1010362. 

PLACE1010492, 

PLACEI 01 0599. 

PLACEI 01 0630. 

PLACEI 01 0743, 

PLACE1010811. 

PLACE1010896. 

PLACEI 01 0942. 

PLACE1011026. 

PLACE1011057. 

PLACE1011160. 

PLACE1011229, 

PLACE1011332, 

PLACE1011465. 

PLACE1011563. 

PLACE1011646. 

PLACE1011719. 

PLACE1011875, 



PLACEI 007226. 
PLACE1 007274. 
PLACEI 007367. 
PLACE1007450, 
PLACE 1007488. 
PLACE1007547, 
PLACEI 007632. 
PLACE1007697, 
PLACEI 007737. 
PLACEI 007843, 
PLACEI 007897, 
PLACE1 007990, 
PLACE 1008095, 
PLACE1008181. 
PLACE1008275, 
PLACE1008356. 
PLACEI 008402. 
PLACEI 008457, 
PLACEI 008533. 
PLACE1 008626, 
PLACE1008693, 
PLACE1008798. 
PLACE1 008887. 
PLACE1009027. 
PLACE1009090. 
PUVCE1009113. 
PLACEI 0091 86. 
PLACE1 009308, 
PLACE1 009375. 
PLACEI 009443. 
PLACEI 009493. 
PLACEI 009595. 
PLACE1 009639, 
PLACE1009731, 
PLACE1009886. 
PLACEI 009947, 
PLACEI 01 0031, 
PLACE1010096, 
PLACE1010194, 
PLACE1010293, 
PLACE1010364. 
PLACEI 01 0522. 
PLACE1010616. 
PLACE1010661. 
PLACEI 01 0761, 
PLACEI 01 0833. 
PLACE1010900. 
PLACE1010944. 
PLACE1011032. 
PLACE 1011 090, 
PLACE1011165. 
PLACE1011263. 
PLACE 101 1340. 
PLACEI 01 1472. 
PLACEI 01 1567. 
PLACE1011649. 
PLACE1011725, 
PLACE1011891. 



PLACE1 007238. 
PLACEI 007282. 
PLACEI 007375, 
PLACEI 007452, 
PLACEI 007507, 
PLACEI 007557, 
PLACE1 007645. 
PLACEI 007705. 
PLACE1 007743, 
PLACEI 007846. 
PLACEI 007946. 
PLACEI 008000, 
PLACEI 008111, 
PLACE1008201. 
PLACEI 008280, 
PLACEI 008368. 
PLACE1 008405. 
PLACEI 008465. 
PLACEI 008568, 
PLACEI 008627. 
PLACEI 008696. 
PLACE1 008808, 
PLACEI 008902, 
PLACEI 009039, 
PLACEI 009091, 
PLACE1009130. 
PLACEI 0091 90. 
PLACEI 00931 9. 
PLACEI 009388, 
PLACE1009444, 
PLACEI 009524, 
PLACEI 009596. 
PLACEI 009659. 
PLACEI 009763. 
PLACEI 009388. 
PLACEI 009971. 
PLACEI 01 0053, 
PLACE1010102, 
PLACE1010202, 
PLACEI 01 0310. 
PLACE1010383. 
PLACEI 01 0529, 
PLACE 101 0622, 
PLACE 101 0662, 
PLACEI 01 0771. 
PLACE1010856, 
PLACE1010916, 
PLACE1010947, 
PLACE1011041, 
PLACE 101 11 09, 
PLACEI 01 11 85, 
PLACEI 01 1273, 
PLACE1011371. 
PLACE1011477. 
PLACE1011576. 
PLACEI 01 1650. 
PLACEI 01 1729, 
PLACEI 01 1896. 



PLACE1007239. 
PLACE1007301. 
PLACEI 007386. 
PLACEI 007454. 
PLACEI 007511. 
PLACE1007583, 
PLACEI 007649, 
PLACE1007706, 
PLACE 1007746, 
PLACEI 007852, 
PLACEI 007954, 
PLACEI 008002. 
PLACEI 0081 22. 
PLACE1008209. 
PLACEI 008309, 
PLACE1008369, 
PLACE1 008424, 
PLACEI 008488, 
PLACEI 008584. 
PLACEI 008629, 
PLACE1008715, 
PLACE1008813. 
PLACE 1008925, 
PLACEI 009045. 
PLACEI 009094. 
PLACE1009150. 
PLACE1009200, 
PLACE1009328, 
PLACE1009398, 
PLACEI 009459, 
PLACEI 009539. 
PLACE1009607. 
PLACE 1009665. 
PLACE1009794. 
PLACE1009908. 
PLACE1009992, 
PLACE1010069. 
PLACE1010105. 
PLACE1010231. 
PLACE1010321, 
PLACE1010401, 
PLACE1010547, 
PLACEI 01 0624. 
PLACE1010702. 
PLACE1010786. 
PLACEI 01 0857, 
PLACE1010917, 
PLACEI 010954, 
PLACE1011046. 
PLACE1011114. 
PLACE1011214. 
PLACE1011291. 
PLACE1011399, 
PLACE1011492. 
PLACE1011586. 
PLACE1011664. 
PLACE1011749, 
PLACE1011922, 



PLACEI 007242. 
PLACEI 00731 7, 
PLACEI 007402. 
PLACEI 007460, 
PLACEI 007524, 
PLACEI 007598. 
PLACEI 007677. 
PLACEI 007725. 
PLACEI 007791, 
PLACEI 007858. 
PLACEI 007955. 
PLACE 1008044. 
PLACEI 0081 29, 
PLACEI 008231, 
PLACEI 008329, 
PLACEI 008392. 
PLACE1 008426. 
PLACEI 008524. 
PLACEI 008603, 
PLACEI 008630, 
PLACEI 008748. 
PLACE1008851, 
PLACEI 008941, 
PLACE1 009048, 
PLACE1009099. 
PLACEI 0091 58, 
PLACE 1009230. 
PLACEI 009335, 
PLACE1 009404, 
PLACEI 009468, 
PLACE1009542. 
PLACEI 009621. 
PLACEI 009670. 
PLACEI 009798. 
PLACEI 009921. 
PLACE1 009995, 
PLACEI 01 0074, 
PLACE1010106, 
PLACE1010261, 
PLACEI 01 0324, 
PLACEI 01 0481. 
PLACEI 01 0562, 
PLACE1010628, 
PLACEI 01 0714. 
PLACEI 01 0800, 
PLACEI 01 0870. 
PLACEI 01 0925, 
PLACEI 01 0960. 
PLACEI 01 1054. 
PLACE1011133. 
PLACEI 01 121 9. 
PLACE1011310. 
PLACE1011433, 
PLACEI 01 1503. 
PLACEI 01 1635. 
PLACE1011675. 
PLACE1011858. 
PLACE1011923, 
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PLACE1 002625, 
PLACE1 002768. 
PLACE1002816, 
PLACE1 002941. 

5 PLACE1 003025, 
PLACE1003100, 
PLACE1 003200. 
PLACE1 003296. 
PU\CE1 003361. 

10 PLACE1 003394, 
PLACE1003519, 
PLACE1 003584. 
PLACE1003611, 
PLACE1 003709, 

15 PLACE1 003768, 
PLACE1 003885, 
PLACE1003915, 
PLACE1004118, 
PLACE1004197, 

20 PLACE1 004277. 
PLACE1 004358. 
PLACE1 004428, 
PLACE1 004491, 
PLACE1 004550. 

25 PLACE1 004672, 
PLACE1004716, 
PLACE1 004777, 
PLACE1 004836, 
PLACE1 004902. 

30 PLACE1 004969, 
PLACE1 005046, 
PLACE1005101, 
PLACE1005162. 
PLACE1 005243, 

35 PLACE1 005308, 
PLACE1 005374. 
PLACE1 005481. 
PU\CE1 005557. 
PLACE1 005623. 

40 PLACE1 005739, 
PLACE1 005804. 
PLACE1 005884. 
PLACE1 005932. 
PLACE1 005966. 

45 PLACE1006017, 
PLACE1006139, 
PLACE1006195. 
PLACE1 006248, 
PLACE1 006360. 

50 PLACE1 006414, 
PLACE1 006488. 
PLACE1 006552, 
PLACE1 006673, 
PLACE1 006779. 

55 PLACE1006819, 
PLACE1006917. 
PLACE1 006962, 
PLACE1 007068. 



PLACE1 002655, 
PUCE1 002772. 
PLACE1 002834. 
PLACE1 002962, 
PUCE1 003027, 
PLACE1003108. 
PLACE1 003205. 
PLACE1 003302. 
PLACE1 003366. 
PLACE1 003420. 
PLACE1 003521. 
PLACE1003592. 
PLACE1003618, 
PLACE1 003711, 
PLACE1 003771, 
PUCE1 003886. 
PLACE1 003923. 
PLACE1004128. 
PLACE1 004203, 
PLACE1 004284, 
Plj^CEl 004376, 
PLACE1 004437. 
PLACE1004506, 
PLACE1004564, 
PLACE1004674, 
PLACE1004722. 
PLACE1 004793. 
PLACE1 004838, 
PLACE1004913. 
PLACE1 004979. 
PLACE1 005052, 
PLACE1005102. 
PLACE1005176. 
PLACE1 005261, 
PLACE1005313, 
PLACE1 005409, 
PLACE1005494, 
PLACE1 005574. 
PLACE1 005639. 
PLACE1 005755, 
PLACE1005813, 
PLACE1 005890, 
PLflLCEl 005934, 
PLACE1 005968, 
PLACE1 006037, 
PLACE1006143, 
PLACE1006196, 
PLACE1006288. 
PLACE1 006368. 
PLACE1 006438, 
PLACE1 006492. 
PLACE1 006598, 
PLACE1 006678, 
PLACE1 006782. 
PUVCE1 006829, 
PLACE1 006932. 
PLACE1 006966. 
PLACE1 007097. 



PLACE1 002665. 
PLACE1 002775, 
PLACE1 002839. 
PLACEI 002968, 
PLACE1 003030, 
PLACEI 003145, 
PLACEI 003238, 
PLACE1 003334. 
PLACEI 003369, 
PLACE1 003454, 
PLACEI 003528, 
PLACEI 003593, 
PLACEI 003625. 
PLACEI 003723. 
PLACEI 003784. 
PLACE1 003888, 
PLACE1 003936, 
PLACE1 004149, 
PLACE1 004256, 
PLACEI 004289. 
PLACE1 004384. 
PLACE1004451, 
PLACE1004510, 
PLACE1004629, 
PLACEI 004681, 
PLACE1 004736, 
PLACEI 004804, 
PLACEI 004840, 
PLACEI 00491 8. 
PLACEI 004982. 
PLACE1 005055, 
PLACEI 0051 08, 
PLACEI 0051 81, 
PLACE1 005266. 
PLACEI 005327, 
PLACEI 005453. 
PLACEI 005530. 
PLACE1 005584. 
PLACEI 005646, 
PLACEI 005763, 
PLACEI 005828, 
PLACEI 005898. 
PLACE1 005936, 
PLACE1 005990, 
PLACEI 006040, 
PLACEI 0061 57, 
PLACEI 006225, 
PLACE1006318, 
PLACE1 006371, 
PLACEI 006445, 
PLACEI 006506, 
PLACEI 00661 5. 
PLACE1 006704. 
PLACE1 006792, 
PLACEI 006867, 
PLACE1006935, 
PLACE1007014, 
PLACEI 0071 05. 



PLACE1 002685. 
PLACE1 002782, 
PLACEI 002851. 
PLACEI 002991. 
PLACEI 003044. 
PLACE1003174, 
PLACE1 003249, 
PLACEI 003342. 
PLACEI 003373. 
PLACEI 003478. 
PLACEI 003537, 
PLACE1 003596, 
PLACEI 003638. 
PLACEI 003738, 
PLACEI 003795, 
PLACE1 003892, 
PLACEI 003968. 
PLACEI 0041 56, 
PLACE1 004258, 
PLACEI 004302. 
PLACEI 004388, 
PLACEI 004460, 
PLACEI 00451 6, 
PLACE1 004645. 
PLACE1 004686, 
PLACE1 004740, 
PLACE1 004814. 
PLACE1 004868. 
PLACEI 004930, 
PLACEI 004985. 
PLACE1 005077. 
PLACE1005111, 
PLACE1005187. 
PLACE1 005277. 
PLACEI 005331, 
PLACEI 005467, 
PLACE1 005549. 
PLACE1 005595, 
PLACE1 005656, 
PLACE1 005799, 
PLACE1 005850, 
PLACE1 005921. 
PLACEI 005951, 
PLACE1 006002, 
PLACEI 006076, 
PLACE1006159. 
PLACE1 006236, 
PLACE1 006325. 
PLACE1 006382, 
PLACEI 006469, 
PLACEI 006521. 
PLACE 100661 7, 
PLACE1 006731. 
PLACE1 006795, 
PLACEI 006878, 
PLACEI 006956, 
PLACEI 007021, 
PLACEI 0071 11, 



PLACE1002714, 
PLACE1002794. 
PLACE1002853, 
PLACE1002993, 
PLACE 1003045, 
PUCE1003176. 
PLACE1003256, 
PLACEI 003343, 
PLACE1003375, 
PLACE1003493, 
PLACE1 003553. 
PLACE1 003602, 
PLACEI 003669, 
PLACE 1003760, 
PLACEI 003864, 
PLACE1 003900. 
PLACE1004104. 
PLACEI 0041 61, 
PLACE 1004270, 
PLACEI 00431 6, 
PLACE1004405, 
PLACE1004471, 
PLACE1004518. 
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MAMMA1000171. MAMMA1000173, MAMMA1000175, 
MAMMA1 000241. MAMMA1 000251, MAMMA1 000254, 
MAMMA1 000270, MAMMA1 000277. MAMMA1 000278, 
MAMMA1000307, MAMMA1000309. MAMMA1000312. 
MAMMA1 000340, MAMMA1000348. MAMMA1 000356, 
MAMMA1 000388. MAMMA1 000395, MAMMA1 000402, 
MAMMA1 000421. MAMMA1 000422, MAMMA1 000431, 
MAMMA1 000472, MAMMA1 000490, MAMMA1 000500, 
MAMMA1 000567. MAMMA1 000576, MAMMA1 000583, 
MAMMA1000616, MAMMA1 000623. MAMMA1 000625. 
MAMMA1 000672. MAMMA1 000684. MAMMA1 000696, 
MAMMA1 000720, MAMMA1 000731, MAMMA1 000734, 
MAMMA1000752, MAMMA1000760, MAMMA1000761, 
MAMMA1 000798, MAMMA1 000802. MAMMA1 000824, 
MAMMA1 000842, MAMMA1 000843. MAMMA1 000851. 
MAMMA1 000863. MAMMA1 000865. MAMMA1 000867, 
MAMMA1 000883, MAMMA1 000897, MAMMA1 000906, 
MAMMA1 000931, MAMMA1 000940, MAMMA1 000941, 
MAMMA1 000968, MAMMA1 000975, MAMMA1 000979, 
MAMMA1001021, MAMMA1001030. MAMMA1001038. 
MAMMA1001075, MAMMA1001078, MAMMA1001080, 
MAMMA1001110, MAMMA1001126. MAMMA1001139, 
MAMMA1001181. MAMMA1001186, MAMMA1001191, 
MAMMA1001215, MAMMA1001220, MAMMA1001222. 
MAMMA1001252, MAMMA1001256, MAMMA1001259. 
MAMMA1 001274, MAMMA1001292, MAMMA1001296. 
MAMMA1001341, MAMMA1001343, MAMMA1001388, 
MAMMA1001419, MAMMA1 001420, MAMMA1 001442, 
MAMMA1001487, MAMMA1001501, MAMMA1001502, 
MAMMA1001551, MAMMA1001575, MAMMA1001576. 
MAMMA1001606, MAMMA1001620. MAMMA1001627. 
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HEMBA1005891, HEMBA1005894, HEMBA1005909. HEMBA1005911, HE1VIBA1005921. HEMBA1 005931 . 

HEMBA1005963. HEMBAi005990. HEMBA1005991. HEMBA1006005. HEMBA1006031. HEMBA1006035. 

HEMBA1 006036, HEMBA1 006038, HEMBA1 006067, HEMBA1 006081, HEMBA1 006090, HEMBA1 006091, 

HEMBA1006092, HEMBA1006100, HEMBA1006108, HEMBA1006121, HEMBA1006124, HEMBA1006130. 

5 HEMBA1006138, HEMBA1006155, HEMBA1006158, HEMBA1006173, HEMBA1006182, HEMBA1006198. 

HEMBA1006235. HEMBA1006248, HEMBA1006252. HEMBA1006253. HEMBA1006259. HEMBA1008268. 

HEMBA1006272. HEMBA1006278, HEMBA1006283, HEMBA1006284. HEMBA1006291. HEMBA1006293. 

HEMBA1 006309, HEMBA1 006310. HEMBA1 006344. HEMBA1 006347. HEMBA1 006349. HEMBA1 006359, 

HEMBA1006364, HEMBA1006377, HEMBA1006380, HEMBA1006381, HEMBA1006398. HEMBA1006406. 

10 HEMBA1006416, HEMBA1006421, HEMBA1006424. HEMBA1006426. HEMBA1006445, HEMBA1006446, 

HEMBA1006461. HEMBA1006467. HEMBA1006474. HEMBA1006483. HEMBA1006485. HEMBA1 006486, 

HEMBA1 006492. HEMBA1 006494. HEMBA1 006497. HEMBA1 006502. HEMBA1 006507. HEMBA1 006521. 

HEMBA1006530, HEMBA1006535, HEMBA1006546, HEMBA1006559, HEMBA1006562, HEMBA1006566. 

HEMBA1 006579, HEMBA1 006583. HEMBA1 006595, HEMBA1 006597. HEMBA1006612, HEMBA1006617. 

15 HEMBA1006624. HEMBA1006631. HEMBA1006639. HEM BA1 006643, HEMBA1006650. HEMBA1006652. 

HEMBA1006659, HEMBA1006665, HEMBA1006674. HEMBA1006676. HEMBA1006682, HEMBA1006695, 

HEMBA1006708, HEMBA1006709, HEMBA1006717, HEMBA1006737, HEMBA1006744, HEMBA1006754. 

HEMBA1006758, HEMBA1006767. HEMBA1006779, HEMBA1006780. HEMBA1006789. HEMBA1006795, 

HEMBA1006796. HEMBA1006807, HEMBA1006812, HEMBA1006824, HEMBA1 006832, HEMBA1 006865, 

20 HEMBA1006877. HEMBA1006885. HEMBA1006900. HEMBA1006914. HEMBA1006921, HEMBA1 006926, 

HEMBA1006936, HEMBA1006941, HEMBA1006949, HEMBA1006973. HEMBA1006976, HEMBA1006993, 

HEMBA1007002. HEMBA1007018. HEMBA1007051. HEMBA1007052. HEMBA1007062. HEMBA1007066, 

HEMBA1007073. HEMBA1007078. HEMBA1007080. HEMBA1007085, HEMBA1007087, HEMBA1007112, 

HEMBA1007113, HEMBA1007121, HEMBA1007129, HEMBA1007147. HEMBA1007151, HEMBA1007174. 

25 HEMBA1007178. HEMBA1007194, HEMBA1007203. HEMBA1007206. HEMBA1007224. HEMBA1 007243, 

HEMBA1007251. HEMBA1007256, HEMBA1007267. HEMBA1007281. HEMBA1 007288. HEMBA1 007300, 

HEMBA1007301. HEMBA1007319, HEMBA1007320, HEMBA1007322, HEMBA1 007327, HEMBA1007341. 

HEMBA1 007342, HEMBA1 007347, HEMBB1 000005, HEMBB1 000008, HEMBB1000018, HEMBB1 000024, 

HEMBB1000025, HEMBB1000030, HEMBB1000036, HEMBB1000037, HEMBB1000048. HEMBB1000050, 

30 HEMBB1000054. HEMBB1000059, HEMBB1000083, HEMBB1000089. HEMBB1000099, HEMBB1000103, 

HEMBB1000113. HEMBB1000119, HEMBB1000136, HEMBB1000141, HEMBB1000144. HEMBB1000173. 

HEMBB1000175. HEMBB1000198, HEMBB1000215. HEMBB1000217. HEMBB1000218, HEMBB1000226, 

HEMBB1000240, HEMBB1000244, HEMBB1000264, HEMBB1000266. HEMBB1000272, HEMBB1000274, 

HEMBB1000312, HEMBB1000317, HEMBB1000318, HEMBB1000335, HEMBB1000336. HEMBB1000337, 

35 HEMBB1000338, HEMBB1000339, HEMBB1000341, HEMBB1000343. HEMBB1000354, HEMBB1000374. 

HEMBB1000391, HEMBB1000402, HEMBB1000420, HEMBB1000434. HEMBB1000438, HEMBB1000441, 

HEMBB1000449. HEMBB1000480, HEMBB1000491, HEMBB1000493, HEMBB1000510, HEMBB1000530, 

HEMBB1000550, HEMBB1000554, HEMBB1000556. HEMBB1000573. HEMBB1000586, HEMBB1000589, 

HEMBB1000591, HEMBB1000592. HEMBB1000593. HEMBB1000623. HEMBB1000630, HEMBB1000631, 

40 HEMBB1 000632. HEMBB1 000637, HEMBB1 000649, HEMBB1 000652. HEMBB1 000671. HEMBB1 000672, 

HEMBB1000673. HEMBB1000684, HEMBB1000693. HEMBB1000705, HEMBB1000706, HEMBB1000709. 

HEMBB1000725. HEMBB1000726. HEMBB1000749. HEMBB1000763, HEMBB1000770. HEMBB1000774, 

HEMBB1000781, HEMBB1000789, HEMBB 1000790, HEMBB1000807, HEMBB1000810. HEMBB1000822. 

HEMBB1000826, HEMBB1000827, HEMBB1000831, HEMBB1000835, HEMBB1000848. HEMBB1000852. 

45 HEMBB1000870, HEMBB1000883, HEMBB1000887. HEMBB1000888, HEMBB1000890, HEMBB1000893, 

HEMBB1000908. HEMBB1000913, HEMBB1000915. HEMBB1000917. HEMBB1000927, HEMBB1000947, 

HEMBB1000973. HEMBB1000975. HEMBB1000985. HEMBB1000991. HEMBB1000996, HEMBB1001004, 

HEMBB1001008, HEMBB1001011, HEMBB1001014, HEMBB1001020, HEMBB1001024, HEMBB1001047, 

HEMBB1001051, HEMBB1001056, HEMBB1001058, HEMBB1001060, HEMBB1001068. HEMBB1001096, 

SO HEMBB1001105. HEMBB1001112. HEMBB1001114, HEMBB1001117, HEMBB1001119. HEMBB1001126, 

HEMBB1001133. HEMBB1001137, HEMBB1001142. HEMBB1001151. HEMBB1001153, HEMBB1001169, 

HEMBB1001175. HEMBB1001177. HEMBB1001182. HEMBB1001197, HEMBB1001199, HEMBB1001208, 

HEMBB1001209, HEMBB1001210, HEMBB1001221, HEMBB1001234, HEMBB1001242, HEMBB1001249, 

HEMBB1001253. HEMBB1001254, HEMBB1001271, HEMBB1001282. HEMBB1001288, HEMBB1001289. 

55 HEMBB1001294. HEMBB1001302, HEMBB1001304, HEMBB1001314. HEMBB1001315. HEMBB1001317, 

HEMBB1001331. HEMBB1001335, HEMBB1001337. HEMBB1001339. HEMBB1001346, HEMBB1001348. 

HEMBB1001356. HEMBB1001364, HEMBB1001366. HEMBB1001367, HEMBB1001369. HEMBB1001384. 

MEMBB1001387. HEMBB1001394, HEMBB1001410, HEMBB1001424, HEMBB1001426. HEMBB1001429. 
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HEMBA1003077. HEMBA1003078, HEMBA1003079, 
HEMBA1 003098, HEMBA1003117, HEMBA1003129. 
HEMBA1003148, HEMBA1003166, HEMBA1003175. 
HEMBA1 003202, HEMBA1 003220. HEMBA1 003222, 
HEMBA1 003257, HEMBA1 003273, HEMBA1 003276, 
HEMBA1003291. HEMBA1003304, HEMBA1003309. 
HEMBA1 003369, HEMBA1 003370, HEMBA1 003373, 
HEMBA1 003395, HEMBA1 003402, HEMBA1 003408, 
HEMBA1003447, HEMBA1003481, HEMBA1003463, 
HEMBA1 003538, HEMBA1 003545, HEMBA1 003548, 
HEMBA1 003568. HEMBA1 003569, HEMBA1003571 , 
HEMBA1 003597, HEMBA1 003598, HEMBA1003615, 
HEMBA1 003646, HEMBA1 003656. HEMBA1 003662. 
HEMBA1 003684, HEMBA1 003690. HEMBA1 003692. 
HEMBA1 003729, HEMBA1 003733, HEMBA1 003742, 
HEMBA1 003783, HEMBA1 003799, HEMBA1 003803, 
HEMBA1 003827. HEMBA1003836. HEMBA1003838, 
HEMBA1 003866, HEMBA1 003879. HEMBA1 003880, 
HEMBA1 003937, HEMBA1 003939, HEMBA1 003942, 
HEMBA1 003976, HEMBA1 003978, HEMBA1 003985, 
HEMBA1004012, HEMBA1004015, HEMBA1004024, 
HEMBA1 004055, HEMBA1 004056. HEMBA1004074. 
HEMBA1004131, HEMBA1004138. HEMBA1 004143. 
HEMBA1004193, HEMBA1004199, HEMBA1004200, 
HEMBA1 004225. HEMBA1 004227. HEMBA1 004238, 
HEMBA1 004267, HEMBA1 004272, HEMBA1 004274, 
HEMBA1004289, HEMBA1004295, HEMBA1004312. 
HEMBA1 004330, HEMBA1004335, HEMBA1004341. 
HEMBA1 004366, HEMBA1 004372. HEMBA1 004389, 
HEMBA1 004408, HEMBA1 004429. HEMBA1 004433. 
HEMBA1 004499, HEMBA1 004502, HEMBA1 004507, 
HEMBA1 004542, HEMBA1 004554, HEMBA1 004560, 
HEMBA1 004604, HEMBA1 004610. HEMBA1004617. 
HEMBA1 004637. HEMBA1 004638, HEMBA1 004669, 
HEMBA1 004697, HEMBA1 004705, HEMBA1 004709, 
HEMBA1 004733, HEMBA1 004734, HEMBA1 004736. 
HEMBA1 004753, HEMBA1 004756, HEMBA1 004758, 
HEMBA1 004776, HEMBA1 004778. HEMBA1 004795, 
HEMBA1 004820. HEMBA1 004847. HEMBA1 004850. 
HEMBA1 004880, HEMBA1 004889, HEMBA1 004900. 
HEMBA1 004930, HEMBA1 004933, HEMBA1 004934, 
HEMBA1 004972, HEMBA1 004973, HEMBA1 004977. 
HEMBA1 004995. HEMBA1 005009. HEMBA1005019, 
HEMBA1 005047. HEMBA1 005050. HEMBA1 005062, 
HEMBA1 005083, HEMBA1 0051 01 , HEMBA1 00511 3. 
HEMBA1 0051 52, HEMBA1 0051 85, HEMBA1 005201 . 
HEMBA1 005223, HEMBA1 005232. HEMBA1 005241 , 
HEMBA1 005296. HEMBA1 005311, HEMBA1005314, 
HEMBA1 005367. HEMBA1 005374, HEMBA1 005382. 
HEMBA1 005423, HEMBA1 005426, HEMBA1 005443, 
HEMBA1 005472, HEMBA1 005474, HEMBA1 005475, 
HEMBA1 005508, HEMBA1 00551 3, HEMBA1 00551 7, 
HEMBA1 005530. HEMBA1 005548, HEMBA1 005552. 
HEMBA1005576. HEMBA1005581, HEMBA1005582, 
HEMBA1 005595, HEMBA1 005606, HEMBA1 005609, 
HEMBA1 005666, HEMBA1 005670, HEMBA1 005679, 
HEMBA1 005705, HEMBA1 005732, HEMBA1 005737, 
HEMBA1005813, HEMBA1005815, HEMBA1 005822, 



HEMBA1 003083, HEMBA1 003086. HEMBA1 003096, 

HEMBA1003133. HEMBA1003136. HEMBA1003142. 

HEMBA1003179, HEMBA1003197, HEMBA1003199, 

HEMBA1 003229, HEMBA1 003235. HEMBA1 003250, 

HEMBA1 003278, HEMBA1 003281 , HEMBA1 003286. 

HEMBA1 003322, HEMBA1 003327, HEMBA1 003328. 

HEMBA1 003376. HEMBA1 003380. HEMBA1 003384, 

HEMBA1 00341 7, HEMBA1 00341 8, HEMBA1 003433, 

HEMBA1 003480, HEMBA1 003528, HEMBA1 003531 , 

HEMBA1 003555, HEMBA1 003556. HEMBA1 003560. 

HEMBA1003579, HEMBA1003581, HEMBA1003591. 

HEMBA1003617, HEMBA1003621, HEMBA1003645, 

HEMBA1 003667, HEMBA1 003679, HEMBA1 003680, 

HEMBA1 003711, HEMBA1 003720, HEMBA1 003725. 

HEMBA1 003758, HEMBA1 003760. HEMBA1 003773. 

HEMBA1 003804, HEMBA1 003805, HEMBA1 003807. 

HEMBA1 003854, HEMBA1 003856. HEMBA1 003864, 

HEMBA1 003893, HEMBA1 003908, HEMBA1 003926, 

HEMBA1 003953, HEMBA1 003958. HEMBA1 003959. 

HEMBA1 003987, HEMBA1 003989, HEMBA1 00401 1 , 

HEMBA1 004038, HEMBA1 004045, HEMBA1 004048. 

HEMBA1004086. HEMBA1004097, HEMBA1004111, 

HEMBA1 0041 46, HEMBA1 0041 50, HEMBA1 0041 68, 

HEMBA1 004202, HEMBA1 004203, HEMBA1 004207. 

HEMBA1 004241 , HEMBA1 004246, HEMBA1 004248, 

HEMBA1 004275. HEMBA1 004276. HEMBA1 004286. 

HEMBA1 004321, HEMBA1 004323, HEMBA1 004327. 

HEMBA1 004353. HEMBA1 004354. HEMBA1 004356. 

HEMBA1 004394. HEMBA1 004396. HEMBA1 004405. 

HEMBA1 004460, HEMBA1 004461 , HEMBA1 004479, 

HEMBA1 004509, HEMBA1 004534. HEMBA1 004538. 

HEMBA1004573. HEMBA1004577. HEMBA1004596, 

HEMBA1 004629. HEMBA1 004631. HEMBA1 004632, 

HEMBA1 004670. HEMBA1 004672. HEMBA1 004693, 

HEMBA1 00471 1 . HEMBA1 004725, HEMBA1 004730, 

HEMBA1 004748, HEMBA1004751 . HEMBA1 004752, 

HEMBA1004763. HEMBA1004768. HEMBA1004771. 

HEMBA1 004803. HEMBA1 004806. MEMBA1 004807. 

HEMBA1 004860. HEMBA1 004863, HEMBA1 004865, 

HEMBA1 004909, HEMBA1 004923, HEMBA1 004929, 

HEMBA1004944. HEMBA1004954, HEMBA1004960, 

HEMBA1004978, HEMBA1004980, HEMBA1004983, 

HEMBA1 005029, HEMBA1 005035, HEMBA1 005039. 

HEMBA1 005066, HEMBA1 005075, HEMBA1 005079. 

HEMBA1005123, HEMBA1005133, HEMBA1005149, 

HEMBA1 005202, HEMBA1 005206, HEMBA1 00521 9, 

HEMBA1 005252, HEMBA1 005275, HEMBA1 005293. 

HEMBA1 005331 . HEMBA1 005338, HEMBA1 005359, 

HEMBA1005394, HEMBA1005403. HEMBA1005411. 

HEMBA1 005447, HEMBA1 005468, HEMBA1 005469, 

HEMBA1 005497. HEMBA1 005500, HEMBA1 005506, 

HEMBA1005518, HEMBA1 005526, HEMBA1005528, 

HEMBA1 005558. HEMBA1 005568. HEMBA1 005572. 

HEMBA1 005583. HEMBA1 005588. HEMBA1 005593. 

HEMBA1 00561 6, HEMBA1 005621 , HEMBA1 005627, 

HEMBA1 005680, HEMBA1 005685, HEMBA1 005699, 

HEMBA1 005746, HEMBA1 005755, HEMBA1 005780, 

HEMBA1 005834, HEMBA1 005852. HEMBA1 005884. 
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HEMBA1 000303. 
HEMBA1 000351, 
HEMBA1 000392, 
HEMBA1 000459. 
HEMBA1 000501. 
HEMBA1 000520, 
HEMBA1 000555, 
HEMBA1 000588, 
HEMBA1 000622. 
HEMBA1 000682. 
HEMBA1 000727, 
HEMBA1000817, 
HEMBA1 000869, 
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HEMBA1001022, 
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HEMBA1 001208, 
HEMBA1001281. 
HEMBA1001319. 
HEMBA1001361. 
HEMBA1001391. 
HEMBA1001415, 
HEMBA1001450, 
HEMBA1001522, 
HEMBA1001570. 
HEMBA1001620. 
HEMBA1001655. 
HEMBA1001711, 
HEMBA1001744, 
HEMBA1001791. 
HEMBA1001820. 
HEMBA1001866, 
HEMBA1001913. 
HEMBA1001942, 
HEMBA1 002022. 
HEMBA1002100. 
HEMBA1002150. 
HEMBA1002177, 
HEMBA1002212, 
HEMBA1 002267. 
HEMBA1 002363. 
HEMBA1 002458. 
HEMBA1 002486, 
HEMBA1002515, 
HEMBA1 002558. 
HEMBA1 002629. 
HEMBA1 002679. 
HEMBA1 002742. 
HEMBA1 002777. 
HEMBA1002816. 
HEMBA1 002876. 
HEMBA1 002944, 
HEMBA1 002973. 
HEMBA1 003035. 



HEMBA1 000304. 
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HEMBA1 000396, 
HEMBA1 000460. 
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HEMBAI 000523, 
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HEMBAI 000636, 
HEMBA1 000886, 
HEMBAI 000749. 
HEMBAI 000822, 
HEMBAI 000870, 
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HEMBA1 000968, 
HEMBAI 000991, 
HEMBAI 001 024, 
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HEMBAI 001 094, 
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HEMBAI 001 286, 
HEMBAI 001 323, 
HEMBAI 001 375, 
HEMBA1001398. 
HEMBAI 001432, 
HEMBAI 001 455. 
HEMBA1001526, 
HEMBAI 001 579. 
HEMBA1001635. 
HEMBAI 001 658, 
HEMBA1001712, 
HEMBAI 001 745, 
HEMBAI 001 803. 
HEMBA1001822. 
HEMBAI 001 869. 
HEMBAI 001 91 5, 
HEMBAI 001 950, 
HEMBAI 002035. 
HEMBAI 0021 02. 
HEMBAI 002151, 
HEMBAI 0021 85, 
HEMBAI 00221 5. 
HEMBAI 002328. 
HEMBA1 002381. 
HEMBAI 002460. 
HEMBAI 002495, 
HEMBAI 002538, 
HEMBAI 002569. 
HEMBA1 002645. 
HEMBA1 002688. 
HEMBAI 002746. 
HEMBAI 002779. 
HEMBA1002818. 
HEMBA1002921, 
HEMBA1002951, 
HEMBAI 002997. 
HEMBA1 003037, 



HEMBA1000307. 
HEMBA1 000357. 
HEMBAI 000411. 
HEMBAI 000469. 
HEMBA1 000505, 
HEMBAI 000531, 
HEMBAI 000561, 
HEMBA1000592, 
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HEMBAI 000752, 
HEMBAI 000843, 
HEMBAI 000872, 
HEMBAI 000934, 
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HEMBAI 001 008, 
HEMBAI 001 026, 
HEMBA1001071, 
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HEMBA1001326. 
HEMBA1001377, 
HEMBA1001405. 
HEMBAI 001 433, 
HEMBAI 001 463, 
HEMBAI 001 533, 
HEMBAI 001 581. 
HEMBA1001636. 
HEMBA1001661, 
HEMBAI 001 714, 
HEMBA1001746. 
HEMBA1001804, 
HEMBA1001824. 
HEMBAI 001 888. 
HEMBAI 001 91 8, 
HEMBAI 001 964, 
HEMBAI 002039. 
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HEMBAI 000942, 
HEMBA1 000972, 
HEMBAI 001 009. 
HEMBAI 001 043, 
HEMBAI 001 077, 
HEMBAI 001 109, 
HEMBAI 001 140. 
HEMBAI 001 235, 
HEMBA1001302, 
HEMBA1001327, 
HEMBA1001383. 
HEMBAI 001 407. 
HEMBA1001435, 
HEMBA1001497, 
HEMBAI 001 557, 
HEMBAI 001 589. 
HEMBA1001640. 
HEMBA1001672, 
HEMBAI 001 723, 
HEMBA1001750, 
HEMBA1001809, 
HEMBA1001835. 
HEMBAI 001 896. 
HEMBA1001921, 
HEMBA1001967, 
HEMBAI 002049. 
HEMBA1002119, 
HEMBA1002161, 
HEMBA1002191. 
HEMBAI 002237, 
HEMBAI 002341. 
HEMBA1002419. 
HEMBA1002469, 
HEMBA1002503, 
HEMBAI 002547. 
HEMBA1002609. 
HEMBA1002661. 
HEMBAI 002703, 
HEMBAI 002750, 
HEMBAI 002794. 
HEMBAI 002833. 
HEMBA1002935. 
HEMBA1002968, 
HEMBA1 003021. 
HEMBA1003046. 



HEMBA1 000333, 
HEMBAI 000376, 
HEMBAI 000442. 
HEMBAI 000491, 
HEMBAI 00051 8, 
HEMBAI 000542. 
HEMBAI 000569, 
HEMBAI 000604, 
HEMBAI 000657, 
HEMBAI 000722, 
HEMBAI 000773. 
HEMBAI 000852, 
HEMBAI 000908. 
HEMBAI 000943, 
HEMBAI 000975. 
HEMBA1001019. 
HEMBA1001051. 
HEMBA1001080, 
HEMBA1001121, 
HEMBA1001174. 
HEMBA1001247, 
HEMBAI 001 303, 
HEMBAI 001 330, 
HEMBAI 001 387, 
HEMBA1001411. 
HEMBAI 001 442. 
HEMBA1001510. 
HEMBAI 001 566. 
HEMBA1001595. 
HEMBA1001647, 
HEMBA1001675, 
HEMBAI 001 731, 
HEMBAI 001 781, 
HEMBAI 001 81 5. 
HEMBAI 001 847. 
HEMBAI 001 910, 
HEMBAI 001 939, 
HEMBAI 001 987, 
HEMBAI 002084, 
HEMBAI 0021 25. 
HEMBAI 0021 62, 
HEMBA1002199. 
HEMBAI 002241, 
HEMBAI 002348. 
HEMBA1 002430. 
HEMBAI 002475. 
HEMBA1 002508, 
HEMBAI 002552, 
HEMBAI 002621. 
HEMBAI 002666. 
HEMBA1002712. 
HEMBAI 002768, 
HEMBAI 002801, 
HEMBA1 002850. 
HEMBA1 002937. 
HEMBAI 002970, 
HEMBA1003033, 
HEMBA1003067. 



HEMBAI 000338. 
HEMBAI 000387. 
HEMBAI 000456, 
HEMBAI 000497. 
HEMBAI 00051 9. 
HEMBAI 000545, 
HEMBAI 000575, 
HEMBAI 000608, 
HEMBAI 000673. 
HEMBAI 000726. 
HEMBAI 000774, 
HEMBA1 000867, 
HEMBAI 000910, 
HEMBAI 000946. 
HEMBAI 000985. 
HEMBA1001020, 
HEMBA1 001052, 
HEMBA1001085, 
HEMBA1001122, 
HEMBA1001197, 
HEMBA1001257. 
HEMBAI 001 310. 
HEMBA1001351. 
HEMBAI 001 388, 
HEMBAI 00141 3. 
HEMBA1001446, 
HEMBA1001515, 
HEMBAI 001 569, 
HEMBAI 001 608. 
HEMBA1001651. 
HEMBA1001702. 
HEMBA1001734. 
HEMBA1001784. 
HEMBAI 001 81 9. 
HEMBA1001864. 
HEMBA1001912, 
HEMBAI 001 940, 
HEMBAI 00201 8, 
HEMBAI 002092. 
HEMBAI 0021 39. 
HEMBAI 0021 66, 
HEMBA1 002204, 
HEMBAI 002265, 
HEMBAI 002349. 
HEMBAI 002439. 
HEMBA1 002477. 
HEMBA1002513. 
HEMBA1 002555. 
HEMBAI 002624. 
HEMBA1002678. 
HEMBA1002716, 
HEMBAI 002770. 
HEMBA1002810, 
HEMBAI 002863. 
HEMBAI 002939. 
HEMBA1002971. 
HEMBA1 003034. 
HEMBA1003071. 
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Y79AA1000342//2inc finger, C2H2 type 
Y79AA1000349//Double-stranded RNA binding motif 
Y79AA1000627//2lnc finger, C2H2 type 
Y79AA1000705//Helicases conserved C-tenminal domain 
Y79AA1000752//KH domain family of RNA binding proteins 
Y79AA1000833//Tubulin 
Y79AA1 001 048//Acyl-CoA dehydrogenases 
Y79AA1001391//Homeobox domain 

Y79AA1001394//ATPases associated with various cellular activities (AAA) 
Y79AA1 001 493//Ubiquitin-conjugating enzymes 
Y79AA1 001 61 3//Zinc finger. C2H2 type 
Y79AA1001874OTNFR/NGFR cysteine-rich region 
Y79AA1 002027//Ubiquitin-conjugatlng enzymes 
Y79AA1002139//DnaJ, prokaryotic heat shocl< protein 
Y79AA1002208//Ank repeat 
Y79AA1002246//C2 domain 
Y79AA1002307//Fibronectin type III domain 
Y79AA1002472//Zinc finger. C2H2 type 

HEMBA1003538//CUB domain HEMBA1003645//WD domain, G-beta repeats //Src homology domain 3 
HEMBA1 005206//Glutathione S-transferases. 
HEMBA1006521//Alcohol/other dehydrogenases, short chain type 

HEMBB1001482//2inc finger. C2H2 type HEMBB1001915//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiq- 
uitin cariDoxyl-terminal hydrolases family 2 HEMBB1002044//Cadherin MAIVIMA1000183//Zinc finger, C2H2 type 
MAMMA1000897//von WHIebrand factor type A domain MAMMA1001080//IG superfamily MAMMA1002498//IG 
superfamilyMAMMA1002573//KH domain family of RNA binding proteins MAMMA1 00261 7//Zinc finger. C2H2 type 
NT2RM1000833//eubacterial secY protein NT2RM2001797/yZinc finger, C2H2 type 
NT2RP1001013//2inc finger. C2H2 type NT2RP2001233/y2inc finger, C2H2 type 

NT2RP2001440//14-3-3 proteins NT2RP2002105//7 transmembrane receptor (rhodopsin family) 
NT2RP3001723//Laminin G domain NT2RP3001938//Eukaryotic protein kinase domain NT2RP3002330//Elonga- 
tion factor Tu family (contains ATP/GTP binding P-loop) NT2RP3003133//Zinc finger, C2H2 type 
NT2RP3003500//Eukaryotic protein kinase domain NT2RP3003799//C2 domain 

NT2RP3003800//Eukaryotic protein kinase domain NT2RP3004013//Double-stranded RNA binding motif 
NT2RP3004125/yZinc finger, C2H2 type 

OVARC1001244//Bromodomain OVARC1001496//D-isomer specific 2-hydroxyacid dehydrogenases 
PLACE1000007//Ubiquitln carboxyl-terminal hydrolases family 2 /AJbiqultIn carboxyl-terminal hydrolases family 2 
PLACE1001118//Zinc finger, C2H2 type PLACE1010310//2inc finger, C2H2 type PLACE1011896//wnt family of 
developmental signaling proteins PLACE3000124//Src homology domain 2 
PLACE40001 00//D-isomer specific 2-hydroxyacid dehydrogenases 

PLACE4000259//Helicases conserved C-temninal domain PLACE4000261//Bromodomain SKNMC1 00001 3//ABC 
transporters SKNMC 1000091 //Basic region plus leucine zipper transcription factors THYRO1000343//Src homol- 
ogy domain 3 THYR01 000569//2inc finger. C2H2 type THYRO1001189//Zinc finger, C2H2 type Y79AA1002103// 
Zinc finger, C2H2 type PLACE3000350//Eukaryotic protein kinase domain 
PLACE4000156//Zinc finger, C2H2 type 



EXAMPLE 18 



Classification of cDNA clones Into functional categories based on the full-length nucleotide sequences 

[0257] Prediction of functions of proteins encoded by the clones and the categorization thereof were performed based 
on the results of homology search (see Homology search results 6, 1 2, 1 3 and 14) of the databases, GenBank. Swiss- 
Prot and UniGene, for the full-length nucleotide sequences of 4997 clones and based on the results of domain search 
(see Example 17) of the deduced amino acid sequences encoded by the full-length nucleotide sequences. The target 
4997 clones are listed below: 

HEMBA1 000005. HEMBA1000012, HEMBA1 000020, HEMBA1 000030, HEMBA1 000042, HEMBA1 000046 
HEMBA1000050, HEMBA1000076. HEMBA1000129, HEMBA1000141, HEMBA1000150. HEMBAIOOOISe' 
HEMBA1000158, HEMBA1000168, HEMBA1000185. HEMBA1000193. HEMBA1000201, HEMBA1000213' 
HEMBA1000216, HEMBA1000227. HEMBA1000231. HEMBA1000243, HEMBA1000244, HEMBA100025l' 
HEMBA1 000264. HEMBA1 000280. HEMBA1 000282, HEMBA1 000288, HEMBA1 000290, HEMBA1000302' 
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PLACE1009099//Zmc finger, C2H2 type 
PLACE1009246//LIM domain containing proteins 
PLACE 1009468//WD domain, G-beta repeats 

PLACE 1009476//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
5 PLACE 1009524//PH (pleckstrin homology) domain 

Pi^CE1009596/WD domain, G-beta repeats 

PLACE1009622//Double-stranded RNA binding motif 

PLACE1009861//Cysteine proteases 

PLACE1009925//IHelicases conserved C-tenminal domain 
10 PLACE1 009992//CUB domain //EGF-li)(e domain //Sushi domain /H'rypsin 

PI^CE1010053//Double-stranded RNA binding motif 

PLACE1010089//Ubiquitin carboxyl-terminal hydrolases family 2 

PU^CEI 01 0702//2inc finger. C2H2 type 

PLACE1010833//EF hand 
15 PLACE1 01 0926//Src homology domain 3 

PLACE1010960//Actins 

PLACE1011041//Src homology domain 3 

PLACE 1 01 1 046//C2 domain //Phosphatidylinositol-specific phospholipase C, X domain //Phosphatidylinositol-spe- 

cific phospholipase C, Y domain 
20 PLACE1011114//Helicases conserved C-terminal domain 

PLACE1 01 11 60//Zinc finger. C3HC4 type (RING finger) 

PLACE1011263//Ank repeat 

PLACE 1 01 1433//Zlnc finger, C2H2 type 

PLACE1011576/yZinc finger, C2H2 type 
25 PLACE1 01 1 923//Eukaryotic protein kinase domain 

PLACE2000034//Fibronectin type III domain //IG superfamily 

PLACE2000072//2lnc finger. C2H2 type 

PLACE2000111//IG superfamily 

PLACE2000164//WD domain, G-beta repeats 
30 PLACE2000216//PH (pleckstrin homology) domain 

PLACE2000341//Sodium:solute symporter family 

PLACE2000371//Src homology domain 2 

PLACE2000373//Thrombospondin type 1 domain 

PLACE2000398//iG superfamily 
35 PLACE2000427//Helicases conserved C-temninal domain 

PLACE2000458//Cadherin 

PLACE3000020//Guanylate cyclases 

PLACE3000169//2inc finger, C2H2 type 

PLACE4000014//Helicases conserved C-terminal domain 
^ PLACE4000052//ABC transporters 

PLACE4000192//Zinc finger. C2H2 type 

PLACE400021 1//Bromodomain 

PLACE4000431 //Helicases conserved C-terminal domain 

PLACE4000522//Ank repeat 
« PLACE4000581//EGF-like domain //Sushi domain 

PLACE4000654//Ubiquitin-conjugating enzymes 

THYRO1000072//IG superfamily 

THYRO1000242//Zinc finger, C2H2 type 

THYR01 000288//Zinc-binding metalloprotease domain 
so THYRO1000488//Zinc finger. C3HC4 type (RING finger) 

THYRO1000501//Zinc finger. C3HC4 type (RING finger) 

THYRO1000666//Kinesin motor domain 

THYRO1000748//Src homology domain 3 

THYRO1000926//3* S'-cyclic nucleotide phosphodiesterases 
55 THYRO1001661//RNA recognition motif, (aka RRM. RBD, or RNP domain) 

THYRO1001671//Ubiquitin family 

Y79AA1000037//Zinc finger, C3HC4 type (RING finger) 

Y79AA1000214//Core htetones H2A. H2B, H3 and H4 
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PLACE1002571//Actins 

PLACE 1002685//Src homology domain 2 

PLACE1002722//7 transmembrane receptor (rhodopsin family) 

PLACE1 002775//Bromodomain 

PLACE 1002834//2inc finger, C2H2 type 

PLACE1003100//Alcohol/other dehydrogenases, short chain type 

PLACE1003174//Ubiquitin-conjugating enzymes 

PLACE1003238//7 transmembrane receptor (rhodopsin family) 

PLACE1003302//Zinc finger, C2H2 type 

PLACE1003334//RNA recognition motif, (aka RRM. RBD, or RNP domain) 
PUVCE1003366//C2 domain 

PLACE1003394//Ras family (contains ATP/GTP binding P-loop) 
PLACE1003420//Mltochondrial carrier proteins 
PUCE1003493//C1q domain 

PLACE 1 0035 19//KH domain family of RNA binding-proteins 
PLACE1003723//Src homology domain 2 
PLACE1003738//Zinc finger. C2H2 type 

PLACE1003888//C2 domain //Phosphatidylinositol-specific phospholipase C, X domain //Phosphatidyllnositol- 

specific phospholipase C, Y domain 

PLACE1004128//WD domain, G-beta repeats 

PLACE1004358//PH (pleckstrin homology) domain 

PLACE1004428//Acyl-CoA dehydrogenases 

PI-ACE1004437//lsocitrate and isopropylmalate dehydrogenases 

PLACE1004506//LIM domain containing proteins 

PLACE1004674//EF hand 

PLACE1 00491 8//L-lactate dehydrogenases 

PLACE1005243//Eul(aryotlc protein kinase domain 

PUCE1005305//Adenylate kinases 

PLACE1005327//Src homology domain 3 

PLACE1005530//Zinc finger, C3HC4 type (RING finger) 

PLACE1005646//Helicases conserved C-terminal domain 

PLACE1 005656//Ribonucleotide reductases 

PLACE1005966//WD domain. G-beta repeats 

PLACE1008157//Sushi domain 

PLACE1006196//DEAH and DEAR box helicases //Helicases conserved C-temiinal domain 
PLACE1006438//Zinc finger, C2H2 type 
PLACE1006626//Double-stranded RNA binding motif 
PLACE1006754//IG superfamily 

PLACE1006829//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-tenminal hydrolases family 2 

PLACE1 00691 7//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE1006956//ABC transporters 

PLACE1006958//Heat shock hsp70 proteins 

PLACE1007375//C2 domain 

PLACE1007488//PH (pleckstrin homology) domain 

PLACE1007511//lntermediate filament proteins 

PLACE 1007537//Ank repeat 

PLACE1007544//Zinc finger. C2H2 type 

PLACE1007547//2inc finger. C3HC4 type (RING finger) 

PLACE1007598//2inc finger, C2H2 type 

PLACE1007697//ABC transporters 

PLACE 1007958//3'5'-cycllc nucleotide phosphodiesterases 

PLACE1007969//RNA recognition motif, (aka RRM. RBD. or RNP domain) 

PLACE1008201//Zinc finger. C2H2 type 

PLACE1008429//Ank repeat 

PLACE 1008465//Zinc finger, C2H2 type 

PLACE 1008650//WD domain, G-beta repeats 

PLACE1 009020//Aminotransferases class-V 

PLACE1009094//von Willebrand factor type C domain 
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NT2RP4001822//4 transmembrane segments integral membrane proteins 
NT2RP4001823//Fibrinogen beta and gamma chains. C-terminal globular domain 
NT2RP4001893//Ank repeat 
NT2RP4001896//WD domain. G-beta repeats 
5 NT2RP4001 927//WD domain. G-beta repeats 

NT2RP4001938//Zinc finger, C2H2 type 

NT2RP4002047//Elongation factor Tu family (contains ATP/GTP binding P-loop) 
NT2RP4002078//Zinc finger. C2H2 type 
NT2RP4002408//Eukaryotic protein kinase domain 
10 NT2RP4002905//Cyclins 

NT2RP5003477//WD domain. G-beta repeats 
OVARC1000006//Core histones H2A, H2B, H3 and H4 
OVARC1000085//Proteasome A-type and B-type 

OVARC1000148//RNA recognition motif, (aka RRM. RBD. or RNP domain) 
15 0VARC1 000556//Eukaryotic protein kinase domain 

OVARC1000649//PH (pleckstrin homology) domain //Src homology domain 2 

OVARC1000746//Double-stranded RNA binding motif 

OVARC1000885//Alcohol/other dehydrogenases, short chain type 

OVARC1000937//Cyclins 
20 0VARC1 000999//Ank repeat 

0VARC1 001 1 54//Granulins 

OVARC1001180//Ubiquitin family 

OVARC1001306//Helix-loop-hellx DNA-binding domain 

OVARC1001577//RNA recognition motif, (aka RRM. RBD, or RNP domain) 
25 0VARC1 001 731 /n"ropomyosins 

OVARC1001943//2inc finger, C2H2 type 

OVARC1002050//Spectrin alpha chain, repeated domain 

OVARC1002112//Core histones H2A, H2B, H3 and H4 

OVARC1002138//ATPases associated with various cellular activities (AAA) 
30 OVARC1002182//WD domain. G-beta repeats 

PLACE1000014//Zinc finger. C3HC4 type (RING finger) 

PLACE 1000040//Ras family (contains ATP/GTP binding P-loop) 

PLACE1000050//Zinc finger, C2H2 type 

PLACE1000081//PH (pleckstrin homology) domain 
35 PLACE1 000142//Enoyl-CoA hydratase/isomerase 

PLACE1000401//IG superfamily 

PU\CE1000406//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

PLACE 1000420//Bacterial mutT protein 

PLACE1 000706//Bromodomain 
40 PLACE1 000769//KH domain family of RNA binding proteins 

PLACE 1000786//PH (pleckstrin homology) domain 

PLACE1000863//Rlbosomal protein S4 

PLACE1000909//Ank repeat 

PLACE1000972//Src homology domain 3 
45 PLACE1000979//Zinc finger. C2H2 type 

PLACE1001304//Zinc finger, C2H2 type 

PLACE 1 00 1387//Src homology domain 3 

PLACE 1 00 1632//Zinc finger. C2H2 type 

PLACE1001672//Aminotransferases class-Ill pyridoxat-phosphate 
so PLACE1001716//Zinc finger. CCHC class 

PLACE1001739//DEAD and DEAH box hellcases //Helicases conserved C-terminal domain 

PLACE 1001 78 1//Phosphoglucomutase and phosphomannomutase phosphoserine 

PLACE 1 00 1869//FGGY family of carbohydrate kinases 

PLACE1002438//Zinc finger. C2H2 type 
55 PLACE1 002450//Zinc finger. C2H2 type 

PLACE1002474//EGF-like domain //von Willebrand factor type A domain 

PLACE1002499//Zinc finger. C3HC4 type (RING finger) 

PLACE1002532//Homeobox domain 
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NT2RP3002628//DnaJ, prokaryotic heat shock protein //Thioredoxins 
NT2RP3002663//PH (pleckstrin homology) domain 
NT2RP3002909//Ank repeat 
NT2RP3002953//Cadherin 
NT2RP3002969//AMP-binding enzymes 
NT2RP3003061//Ank repeat 
NT2RP3003145//Zinc carboxypeptidases 
NT2RP3003230//WD domain. G-beta repeats 
NT2RP3003251//Zlnc finger, C3HC4 type (RING finger) 
NT2RP3003278//Ank repeat //Zinc finger, C2H2 type 
NT2RP3003282//PH (pleckstrin homology) domain 
NT2RP3003311//PH (pleckstrin homology) domain 
NT2RP3003385//Ank repeat //Chaperonins cIpA/B 
NT2RP3003589//Ras family (contains ATP/GTP binding P-loop) 
NT2RP3003621//CUB domain //Kringle domain 
NT2RP3003701//Thrombospondin type 1 domain 
NT2RP3003716//Fibronectin type III domain 

NT2RP3003809//ATPases associated with various cellular activities {AAA) 
NT2RP3004016//Zinc finger, C3HC4 type (RING finger) 
NT2RP3004207//CUB domain //Sushi domain 

NT2RP3004209//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 
NT2RP3004242//PH (pleckstrin homology) domain ^ 
NT2RP3004262//DnaJ, prokaryotic heat shock protein 
NT2RP3004566//2inc finger, C2H2 type 
NT2RP3004569//Ank repeat 
NT2RP3004594//HMG (high mobility group) box 
NT2RP300461 7//Zinc finger, C3HC4 type (RING finger) 
NT2RP4000259//Glutathione peroxidases 

NT2RP4000370//Prokaryotic-type class I peptide chain release factors 
NT2RP4000376//WD domain, G-beta repeats 
NT2RP4000398//Zinc finger, C2H2 type 

NT2RP4000455//Fortchead-associated (FHA) domain //Zinc finger. C3HC4 type (RING finger) 
NT2RP4000457//Ubiquitin cariboxyl-terminal hydrolases family 2 

NT2RP4000518//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
NT2RP4000588//Actlnin-type actin-binding domain containing proteins 
NT2RP4000614//RNA recognition motif, (aka RRM, RBD. or RNP domain) 
NT2RP4000648//Forkhead-associated (FHA) domain //Zinc finger. C3HC4 type (RING finper) 
NT2RP4000837//Zinc finger, C2H2 type 
NT2RP4000839//WD domain, G-beta repeats 
NT2RP4000865//Zinc finger, C2H2 type 
NT2RP4000907//Fibronectin type III domain //IG superfamily 
NT2RP4000925//Fibronectin type III domain 

NT2RP4000927//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin cariboxyl-terminal hydrolases family 2 
NT2RP4000973//DnaJ, prokaryotic heat shock protein //Thioredoxins 
NT2RP4001079//E1-E2 ATPases 

NT2RP4001080//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP4001117//eubacterial secY protein 

NT2RP4001150//Fibronectrn type III domain 

NT2RP4001213//Zinc finger, C2H2 type 

NT2RP4001219/n-hioredoxins 

NT2RP4001235//Zinc finger, CCHC class 

NT2RP4001433//Zinc finger, C2H2 type 

NT2RP4001498//Ank repeat 

NT2RP4001568//Ank repeat 

NT2RP4001644//Eukaryotic protein kinase domain 

NT2RP4001725//WD domain, G-beta repeats 

NT2RP4001753//Zinc finger, C2H2 type 

NT2RP4001790//Zinc finger, C2H2 type 
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NT2RP2005557//Bacterial mutT protein 
NT2RP2005654//DnaJ, prokaryotic heat shock protein 
NT2RP2005701//Zinc finger. C3HC4 type (RING finger) 
NT2RP2005722//Zinc finger, C2H2 type 
NT2RP2005752/mJFR/NGFR cysteine-rich region 

NT2RP2005763//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RP2005767//HMG (high mobility group) box 

NT2RP2006312//HMG (high mobility group) box 

NT2RP2006464//Hiy/!G (high mobility group) box 

NT2RP2006571//Cytochrome P450 

NT2RP3000050/yZinc finger, C2H2 type 

NT2RP3000068//PH (pleckstrin homology) domain 

NT2RP3000085//Biotin-requiring enzymes //Carbarn oyl-phosphate synthase (CPSase) 
NT2RP3000299//Src homology domain 3 
NT2RP3000359//Adenytate kinases 

NT2RP3000366//Ras family (contains ATP/GTP binding P-loop) 
NT2RP3000403//WW/rsp5/WWP domain containing proteins 
NT2RP3000487//WW/rsp5/WWP domain containing proteins 
NT2RP3000512//l-lomeobox domain 
NT2RP3000527//2inc finger, C2H2 type 
NT2RP3000531//IG superfamily 
NT2RP3000590//Zinc finger, C3HC4 type (RING finger) 
NT2RP3000603//HeIix-loop-helix DMA-binding domain 
NT2RP3000605//Zinc finger. C2H2 type 
NT2RP3000632/yZlnc finger. C2H2 type 

NT2RP3000742//Phosphatidyilnosltol-specific phospholipase C. X domain //Phosphatidyllnositol-specific phos- 
pholipase C, Y domain 

NT2RP3000759//ADP-ribosylation factors (Arf family) (contains ATP/GTP binding P-loop) 
NT2RP3000825//EGF-like domain 

NT2RP3000869//ATPases associated with various cellular activities (AAA) 
NT2RP3000994//Double-stranded RNA binding motif 
NT2RP3001057//Zinc finger. C2H2 type 
NT2RP3001084//PH (pleckstrin homology) domain 
NT2RP3001120//Zinc finger, C2H2 type 
NT2RP3001140//Thrombospondin type 1 domain 
NT2RP3001150//Forkhead-associated (FHA) domain 
NT2RP3001155//HMG (high mobility group) box 
NT2RP3001214//Zinc finger. C2H2 type 
NT2RP3001268//Zinc finger. C2H2 type 
NT2RP3001338//Zinc finger, C2H2 type 
NT2RP3001355//Mitochondrial carrier proteins 
NT2RP3001398//Zinc finger. C2H2 type 
NT2RP3001426//DnaJ, prokaryotic heat shock protein 
NT2RP3001453//ABC transporters 
NT2RP3001457//PH (pleckstrin homology) domain 
NT2RP3001472//HMG (high mobility group) box 

NT2RP3001495//Alcohol/other dehydrogenases, short chain type /A/VW/rsp5/WWP domain containing proteins 

NT2RP3001497//Zinc finger, C3HC4 type (RING finger) 

NT2RP3001724//Helicases conserved C-terminal domain 

NT2RP3001792//RNA recognition motif, (aka RRM, RBD. or RNP domain) 

NT2RP3001943//Zlnc finger, C3HC4 type (RING finger) 

NT2RP3001944//2inc finger, C3HC4 type (RING finger) 

NT2RP3002007//ATPases associated with various cellular activities (AAA) 

NT2RP3002054//Low-<jensity lipoprotein receptor domain dass A 

NT2RP3002151//EIongation factor Tu family (contains ATP/GTP binding P-loop) 

NT2RP3002399//MCM2/3/5 family 

NT2RP3002501//Serine/threonine dehydratases 

NT2RP3002602//Thioredoxlns 
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NT2RP2001748//Polyprenyl synthetases 
NT2RP2001756//Zinc finger. C2H2 type 
NT2RP2001839//Eukaryotic protein kinase domain 
NT2RP2001900//Actins 

NT2RP2001 991//Sodium:neurotransmitter symporter family 
NT2RP2002058//WD domain, G-beta repeats 

NT2RP2002124/AJbiquitln carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-temilnal hydrolases family 2 

NT2RP2002185//Ubiquitin family 

NT2RP2002208//Zinc finger. C3HC4 type (RING finger) 

NT2RP2002256//Cytochrome P450 

NT2RP2002479//ABC transporters 

NT2RP2002503//Zinc finger, C2H2 type 

NT2RP2002520//Ank repeat 

NT2RP2002591//Zinc finger, C2H2 type 

NT2RP2002741//Src homology domain 3 

NT2RP2002929//WO domain. G-beta repeats 

NT2RP2002939//2inc finger, C2H2 type 

NT2RP2002959/AJbiquitin-conjugating enzymes 

NT2RP2002980//Ribosomal protein S10 

NT2RP2003137//Ubiquitin family 

NT2RP2003164//Eukaryotic protein kinase domain 

NT2RP2003228//MCM2/3/5 family 

NT2RP2003243//Rbronectin type III domain 

NT2RP2003272//Ubiquitin family 

NT2RP2003307//Kinesin light chain repeat 

NT2RP2003401//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases, family 2 

NT2RP2003433//eubacterial secY protein 

NT2RP2003480//Zinc finger, C2H2 type 

NT2RP2003713//Ubiqultin carboxyl-temiinal hydrolases family 2 

NT2RP2003737//Ubiquitin-conjugating enzymes 

NT2RP2003777//Zlnc finger. C3HC4 type (RING finger) 

NT2RP2003840//Ubiquitin-conjugating enzymes 

NT2RP2003857//Ank repeat 

NT2RP2003981//Zinc finger, C3HC4 type (RING finger) 
NT2RP2004170//WD domain, G-beta repeats 
NT2RP2004187//Zinc finger, C2H2 type 

NT2RP2004232//Phorbol esters / diacylglycerol binding domain //PH (pleckstrin homology) domain //Eukaryotic 
protein kinase domain 
NT2RP2004389//Ribosomal protein S9 
NT2RP2004538//PH (pleckstrin homology) domain 

NT2RP2004568//DEAD and DEAH box helicases //Helicases conserved C-temiinal domain 

NT2RP2004710//WW/rsp5/WWP domain containing proteins 

NT2RP2004768//Eukaryotic protein kinase domain 

NT2RP2004933//Eukaryotic protein kinase domain 

NT2RP2004961//Zinc finger, C2H2 type 

NT2RP2005003//Zinc finger, C3HC4 type (RING finger) 

NT2RP2005012//DnaJ, prokaryotic heat shock protein 

NT2RP2005126//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 

NT2RP20051 39//Ank repeat 

NT2RP2005140//PH (pleckstrin homology) domain 

NT2RP2005239//Aminotransferases class-V 

NT2RP2005288//Regulator of chromosome condensation (RCC1) 

NT2RP2005293//PH (pleckstrin homology) domain 

NT2RP2005325//Homeobox domain //LIM domain containing proteins 

NT2RP2005344//E1-E2 ATPases 

NT2RP2005465//Mitochondrial earner proteins 

NT2RP2005525//Forkhead-associated (FHA) domain 

NT2RP2005531//Band 4.1 family 
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NT2RM4002073//AMP-binding enzymes 

IS1T2RM4002093//RNA recognition motif, (alca RRM, RBO. or RNP domain) 

NT2RM4002145//IG superfamily 

NT2RM4002287//Fibronectin type ill domain 

NT2RM4002527//WD domain, G-beta repeats 

NT2RM4002623//tRNA synthetases class W 

NT2RP1000101//Zinc finger, C2H2 type 

IMT2RP1000202//Ank repeat 

NT2RP1000272//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RP1000363//PH (pleckstrin homology) domain 
NT2RP1000376//Ank repeat 
NT2RP1000470//DEAD and DEAH box helicases 
NT2RP1000478/rrubulin 

NT2RP1000522/AJbrquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 
NT2RP1000677//Kazal-type serine protease inhibitor domain 
NT2RP1000701//WD domain. G-beta repeats 

NT2RP1000733//Elongation factor Tu family (contains ATP/GTP binding P-loop) 
NT2RP1000782//4 transmembrane segments integral membrane proteins 
NT2RP1000833//3'5'-cyclic nucleotide phosphodiesterases 
NT2RP1000856//4 transmembrane segments integral membrane proteins 
NT2RP1 000947//Ubiquitin-conjugating enzymes 
NT2RP1000959//60S Acidic ribosomal protein 

NT2RP1000966//RNA recognition motif, (aka RRM, RBD. or RNP domain) 
NT2RP1001033//Tubulin 

NT2RP1001080//DEAD and DEAH box helicases //Helicases conserved C-terminal domain 
NT2RP1001177//Core histones H2A, H2B, H3 and H4 
NT2RP1 001 247//Transforming growth factor beta like domain 
NT2RP1 001294//WD domain, G-beta repeats 
NT2RP1001302//WD domain. G-beta repeats 

NT2RP1001313//Heme-binding domain in cytochrome b5 and oxidoreductases 
NT2RP1001457//WD domain. G-beta repeats 

NT2RP1001546//4 transmembrane segments integral membrane proteins 
NT2RP2000008//Zinc finger, C2H2 type 
NT2RP2000040//C2 domain 

NT2RP2000045//DnaJ, prokaryotic heat shock protein 
NT2RP2000054//2inc finger. C3HC4 type (RING finger) 
NT2RP2000070//Cadherin 

NT2RP2000126//Helicases conserved C-terminal domain //SNF2 and others N-temninal domain 
NT2RP2000153//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RP2000224//PH (pleckstrin. homology) domain 
NT2RP2000257//Mitochondrial earner proteins 
NT2RP2000329//Adenytate kinases 

NT2RP2000414//RNA recognition motif, (aka RRM, RBD. or RNP domain) 
NT2RP2000448//PH (pleckstrin homology) domain 
NT2RP2000660//ATPases associated with various cellular activities (AAA) 
NT2RP2000668//Eukaryotic protein kinase domain 
NT2RP2000710/ARNA synthetases class II 
NT2RP2000764//Aminotransferases class-V 
NT2RP2000842//7 transmembrane receptor (rhodopsin family) 
NT2RP2000880//Elongation factor Tu family (contains ATP/GTP binding P-loop) 
NT2RP2000931//RNA recognition motif, (aka RRM. RBD. or RNP domain) 
NT2RP2000932//Ank repeat 
NT2RP2001081//C2 domain 
NT2RP2001174//Zinc finger. C2H2 type 
NT2RP2001397//Cydins 
NT2RP2001520//Mitochondrial earner proteins 
NT2RP2001597//Zinc finger. C3HC4 type (RING finger) 
NT2RP2CK)1740//Ubiquitin carboxyl-terminal hydrolases family 2 



1534 



EP1 074 617 A2 

NT2RM2000577//tRNA synthetases class I 
NT2RM2000594//C-5 cytosine-specific DNA methylases 
NT2RM2000691 //Actios 
NT2RM2000735//Zinc finger, C2H2 type 
NT2RM2000740//Helicases conserved C-temriinal domain 
NT2RM2000951//FGGY family of carbohydrate kinases 
NT2RM2001324//LIM domain containing proteins 
NT2RM2001499//Amino acid permeases 

NT2RM2001547//DnaJ, prokaryotic heat shock protein //Thioredoxins 
NT2RM2001613//eubacterial secY protein 
NT2RM2001670//2inc finger, C2H2 type 
NT2RM2001700//Acyl-CoA dehydrogenases 
NT2RM2001730//Ubiquitin carboxyl-terminal hydrolases family 2 
NT2RM2001813//WD domain, G-beta repeats 

NT2RIVI2001823//Helicases conserved C-termina! domain //SNF2 and others N-tenninal domain 
NT2RM2001896//Cytochrome C oxidase subunit 11 
NT2RM2001989//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RM2001 997//Thioredoxins 

NT2RM2002088//KH domain family of RNA binding proteins 

NT2RM2002100//DEAD and DEAH box hellcases //Helicases conserved C-terminal domain 
NT2RM2002109//IG superfamily 
NT2RM4000046//Zinc finger, C3HC4 type (RING finger) 
NT2RM4000104/yZinc finger, C2H2 type 
NT2RM4000167//Kinesin motor domain 

NT2RM4000191//DEAD and DEAH box helicases //Helicases conserved C-tenninal domain 
NT2RM4000202//2inc finger, C2H2 type 
NT2RM4000229//PH (pleckstrin homology) domain 
NT2RM4000344//ATPases associated with various cellular activities (AAA) 
NT2RM4000358//Ras family (contains ATP/GTP binding P-loop) 
NT2RM4000471 //Aminotransferases class-V 

NT2RM4000496//ATPases associated with various cellular activities (AAA) 
NT2RM4000611//WD domain, G-beta repeats 

NT2RM4000657//C2 domain //Phosphatidylinositol-speclfic phospholipase C, Y domain 

NT2RM4000712//Ubiquitin carboxyl-terminal hydrolases family 2 //Ubiquitin carboxyl-terminal hydrolases family 2 

NT2RM4000733//Forkhead-associated (FHA) domain 

NT2RM4000734//Zinc finger, C2H2 type 

NT2RM4000751//Zinc finger, C2H2 type 

NT2RM4000795//Carboxylesterases 

NT2RM4000996//Zlnc finger. C2H2 type 

NT2RM4001054//eubacterial secY protein 

NT2RM4001140//Homeobox domain 

NT2RM4001178//DEAD and DEAH box helicases 

NT2RM4001200//Zinc finger, C2H2 type 

NT2RM4001 3 1 3//Phosphatldyllnosltol 3- and 4-klnases 

NT2RM4001 3 1 6//Acyl-CoA dehydrogenases 

NT2RM4001320//Src homology domain 3 

NT2RM4001411//PH (pleckstrin homology) domain //Src homology domain 2 
NT2RM4001454//PH (pleckstrin homology) domain 
NT2RM4001483//2inc finger, C2H2 type 
NT2RM4001629//Src homology domain 3 
NT2RM4001758//Eukaryotic protein kinase domain 
NT2RM4001810//Zinc finger, C2H2 type 
NT2RM4001813//Lectin C-type domain short and long forms 
NT2RM4001 823//Zinc finger, C2H2 type 
NT2RM4001828//Zinc finger, C2H2 type 
NT2RM4001979//Zinc finger, C2H2 type 
NT2RM4001987//IG superfamily 
NT2RM4002013//WD domain, G-beta repeats 
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HEMBB1001282//Ank repeat 

HEMBB1001294//Ras famify (contains ATP/GTP binding P-loop) 
HEMBB1001339//Forkhead-associated (FHA) domain 

HEMBB1001673//Forkhead-associated (FHA) domain //Zinc finger, C3HC4 type (RING finger) 
5 HEMBB1 001 802//lntermediate filament proteins 

HEMBB1001839//Zinc finger. C2H2 type 
HEMBB1 00221 7//Zinc finger. C2H2 type 
HEIVIBB1 002342//Thioredoxins 

HEMBB1002600//4 transmembrane segments integral membrane proteins 
10 MAMMA1 0001 73//Src homology domain 3 

MAMMA1000388//Zlnc finger. C2H2 type 

MAMMA1000402//Reverse transcriptase (RNA-dependent DNA polymerase) 

MAMI\4A1000612//WD domain, G-beta repeats 

MAMMA1000672//Serine carboxypeptidases 
15 MAMMA1 000731//SNF2 and others N-temiinal domain 

MAMMA1001008//Eukaryotic aspartyl proteases 

MAMMA1001041//Actinin-type actin-binding domain containing proteins 

MAMMA1001059//DEAD and DEAH box helicases //Heticases conserved C-terminal domain 

MAMMA1001105//Zinc finger. C2H2 type 
20 MAMMA1001260//Zlnc finger, C3HC4 type (RING finger) 

MAMMA1 001 576/n'ubulin 

MAMMA1 001 735//rubulin 

MAMMA1001768//ATPases associated with various cellular activities (AAA) 

MAMMA1001837//Zinc finger. C2H2 type 
25 MAMMA1002170//Rlbosomal protein S5 

MAMMA1002385//RNA recognition motif, (aka RRM, RBD. or RNP domain) 

MAMMA1 00261 9//Ubiquitin carboxyi-terminal hydrolases family 2 

l\^AIVII\4A1002637//Kinesin light chain repeat 

MAMMA1002650//Zinc finger. C2H2 type 
30 MAMMA1002671//AMP-bindlng enzymes 

MAMMA1002869//LIM domain containing proteins 

MAMMA1002881//SCP-like extracellular Proteins 

MAMMA1002937//Zinc finger, C2H2 type 

MAMMA1002938//Mutticopper oxidases 
3S MAMMA1 00301 1//Core histones H2A, H2B, H3 and H4 

MAMMA1003057//WD domain, G-beta repeats 

MAMMA1003127//Myosin head (motor domain) (contains ATP/GTP binding P-loop) 
NT2RM1000086//Zinc finger. C3HC4 type (RING finger) 
NT2RM1000199//CUB domain //Sushi domain 
^ NT2RM 1 000256//Glutamine amidotransferases class-ll 

NT2RM1000499//Ank repeat 

NT2RM1000555//'Cold-shock* DNA-binding domain containing proteins 
NT2RM1000666//'Cold-shock' DNA-binding domain containing proteins //Zinc finger, CCHC class 
NT2RM1000772//WD domain, G-beta repeats 
45 NT2RM 1 000826//*Cold-shock' DNA-binding domain containing proteins 

NT2RM 1 000850//Ank repeat //Eukaryotic protein kinase domain 

NT2RM1000852//DEAD and DEAH box helicases //Helicases conserved C-temninal domain 
NT2RM1000882//Heme-binding domain in cytochrome b5 and oxidoreductases 
NT2RM1000885//Zinc finger, C3HC4 type (RING finger) 
so NT2RM 1 001 059//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RM1001072//C2 domain //Phosphatidyllnosltol-spedfic phospholipase C, X domain //Phosphatidylinositol- 
specific phospholipase C, Y domain 

NT2RM2000092//Ubiquitin carboxyi-terminal hydrolases family 2 
NT2RM2000101//Zinc finger, C3HC4 type (RING finger) 
s$ NT2RM20001 91//3'5*-cyc!lc nucleotide phosphodiesterases 

NT2RM2000422//Sodium:neurotransmitter symporter femily 
NT2RM2000490//C2 domain 
NT2RM2000566//lntegrins alpha chain 
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HEMBA1002177//GATA family of transcription factors //Zinc finger. C2H2 type 

HEMBA1002212//Eukaryotic protein kinase domain 

HEMBA1 00221 5//LIM domain containing proteins 

HEI\^BA1 00241 9//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

HEMBA1002547//Ka2al-type serine protease inhibitor domain //Laminin EGF-like (Domains III and V) 

HEMBA1002768//Src homology domain 3 

HEMBA1002810//WW/rsp5/WWP domain containing proteins 

HEMBA1 00281 8//EGF-like domain 

HEMBA1002935//Zinc finger. C2H2 type 

HEMBA1002939//Ank repeat 

HEMBA1002973//3'5'-cyclic nucleotide phosphodiesterases 
HEMBA1003077//Fibronectin type III domain 
HEMBA1003250//Eukaryotic protein kinase domain 
HEMBA1003257//Zinc finger. C2H2 type 
HEMBA1003281//IG superfamily 
HEMBA1003291//Eukaryotic protein kinase domain 
HEMBA1003433//Forkhead-associated (FHA) domain 
HEMBA1003545//Homeobox domain //LIM domain containing proteins 
HEMBA1003591//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1003684//Zinc finger, C2H2 type 
HEMBA1003953//Zinc finger, C2H2 type 
HEMBA1004202//Ras family (contains ATP/GTP binding P-loop) 
HEMBA1004227//Protein phosphatase 2C 
HEMBA1004321//Zinc finger, C2H2 type 

HEMBA1004356//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1004408//Peptidyl-prolyl cis-trans isomerases 
HEMBA1004596//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1 004734//Ublqultln-conjugatlng enzymes 
HEMBA1004973//Fibronectln type III domain 
HEMBA1005009//Actins 

HEMBA1005101//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1 005581 //EGF-like domain //Laminin G domain 
HEMBA1005732//Polyprenyl synthetases 
HEMBA1005737//EF hand 
HEMBA1006248//2inc finger, C2H2 type 
HEMBA1006284//Ubiqultin family 
HEMBA1006293//IG superfamily 
HEMBA1006344//Band 4.1 family 

HEMBA1006445//Ras family (contains ATP/GTP binding P-loop) 
HEMBA1006492//Ank repeat 

HEMBA1006559//Zinc finger, C3HC4 type (RING finger) 
HEMBA1006708//WD domain, G-beta repeats 
HEMBA1006737//Ank repeat 
HEMBA1 006758//Cadherin 
HEMBA1006941//Thioredoxins 

HEMBA1007243//Purine/pyrimldine phosphoribosyl transferases 
HEMBA1007300//3'5'-cyclic nucleotide phosphodiesterases 
HEMBB1000083//IG superfamily 

HEMBB1 00031 7//EGF-like domain //Thrombospondin type 1 domain 

HEMBB1000556//Actinin-type actin-binding domain containing proteins //LIM domain containing proteins 
HEMBB1000725//Ras family (contains ATP/GTP binding P-loop) 
HEMBB1000781//Eukaryotic protein kinase domain 
HEMBB1 00091 5//Thrombospondin type 1 domain 
HEMBB1000927//EF hand 

HEMBB1000947//Double-stranded RNA binding motif 
HEMBB1001112//eubacterial secY protein 
HEMBB1001175//Ank repeat 

HEMBB1001234//WW/rsp5/WWP domain containing proteins 
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PLACE1 007243. PLACE1 007274. PLACE1 007282. PLACE1007317. PLACE1 007375. PLACE 1007386. 
PLACE1007409, PLACE1007484. PLACE1007583. PLACE1007632, PLACE1007645. PLACE1007852, 
PLACE1007877, PLACE1008331, PLACE1008424. PLACE1008531, PLACE1008532, PLACE1008568. 
PLACE1008715. PLACE1009045, PLACE1009319. PLACE1009338. PLACE1009368, PLACE1009493! 

5 PLACE1009639. PLACE1009708, PLACE1009731. PLACE1010089, PLACE1010231, PLACE101032l! 
PLACE1010622. PLACE1010811. PLACE1010917, PLACE1010954. PLACE1011090, PLACEIOII214! 
PLACE1011221. PLACE1011399, PLACE1011492, PLACE1011646, PLACE1011749, PLACE2000034, 
PI_ACE2000111, PLACE2000176, PLACE2000187, PLACE2000341, PLACE2000379. PLACE2000425, 
PLACE2000458. PLACE3000020, PLACE3000218. PUCE3000226. PLACE3000244, PLACE3000413! 

10 PLACE4000052. PLACE4000129, PLACE4000300, PUCE4000387, PLACE4000581 . PLACE4000593! 
PLACE4000650, THYRO1000394. THYRO1000395, THYRO1000570. THYRO1000748, THYRO1000756, 
THYRO1001134, THYRO1001271, THYRO1001401, THYR01 001 534. THYRO1001541, THYRO1001809, 
Y79AA1 000258. Y79AA1 000420. Y79AA1 000469, Y79AA1 000734, Y79AA1 000800, Y79AA1 000976, 
Y79AA1001023, Y79AA1001177. Y79AA1001394, Y79AA1001603. Y79AA1001647. Y79AA1001846! 

15 Y79AA1001874, Y79AA1002139. Y79AA1002351, Y79AA1002399, Y79AA1002416 HEMBA1004055, 
HEMBB1001630. HEMBB1001872, HEMBB1002044. HEMBB1002383, MAMMA1000778, MAMMA1000859, 
MAMMA1 000897. MAMMA1001073, MAMMA1 002009. MAMMA1 002844. MAMMA1 002947. MAMMA1 003089. 
NT2RM1000092, NT2RM1000833, NT2RP2002105, NT2RP2003668, NT2RP2006184. NT2RP3001282, 
NT2RP3002810. NT2RP3002985, NT2RP3003059, NT2RP3003576. NT2RP3003665, NT2RP3003799. 

20 NT2RP3003828, NT2RP3003992, NT2RP3004051, NT2RP30041 55. OVARC1000890, OVARC1001117, 
OVARC1001329. PLACE1001761, PLACE1002437. PLACE1004793, PLACE1005611, PLACE1005898, 
PLACE1009935. PLACE1011896, PLACE2000132, PLACE2000335, PLACE3000373, PLACE3000406. 
PUCE4000250. PLACE4000487. PLACE4000494, THYRO1001320, THYRO1001537. THYRO1001828. 
Y79AA1001384 

25 [0256] Names of clones whose deduced amino acid sequences were predicted to have functional domains by Pfam 
search, and names of the matched functional domains are shown below. 

When multiple functional domains matched a clone, each domain name was indicated, separated by a double-slash 
mark. //. 

30 HEMBA1 000005//DnaJ. prokaryotic heat shock protein 

HEMBA1000020/rrubulin 

HEMBA1000129//Helicases conserved C-terminal domain 
HEMBA1000156//RNA recognition motif, (aka RRM. RBD, or RNP domain) 
HEMBA1000158//Fork head domain, eukaryotic transcription factors //Zinc finger, C2H2 type 
35 HEMBA1 000303//Src homology domain 3 //Zinc finger. C3HC4 type (RING finger) 

HEMBA1 00041 1//Ank repeat 

HEMBA1000491//Ras family (contains ATP/GTP binding P-loop) 

HEMBA1000531//Heat shock hsp70 proteins 

HEMBA1000561//Zinc finger. C2H2 type 
^ HEMBA1 000608//Src homology domain 3 

HEMBA1 00091 9/A/VD domain, G-beta repeats 

HEMBA1001043//Ank repeat 

HEMBA1001088//LIM domain containing proteins 

HEMBA1001137//Zinc finger. C2H2 type 
^5 HEMBA1 001 1 74//ADP-ribosylation factors (Arf family) (contains ATP/GTP binding P-loop) 

HEMBA1001247//WW/rsp5/WWP domain containing proteins 

HEMBA1001286//Sushi domain 

HEMBA1001510//Basic region plus leucine zipper transcription factors 

HEMBA1001515//Reverse transcriptase (RNA-dependent DNA polymerase) 
50 HEMBA1001661//Cadherin 

HEMBA1001723//WD domain, G-beta repeats 

HEMBA1001744//Eukaryotic protein kinase domain 

HEMBA1001804//Zinc finger, C2H2 type 

HEIVIBA1001819//Zinc finger. C2H2 type 
55 HEMBA1 001 847//Zjnc finger, C2H2 type 

HEMBA1 002035//6romodomain 

HEMBA1002102//Ank repeat 

HEMBA1002161//Myosin head (motor domain) (contains ATP/GTP binding P-loop) 
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MAMMA1001030, MAMMA1001139. MAMMA1001154, 
MAMMA1001751, MAMMA1001771. MAMMA1002461. 
MAMMA1 002769, MAMMA1002890, MAMMA1 002938. 
NT2RM 1 000062, NT2RM 1 000 1 3 1 . NT2RM 1 000257. 
NT2RM 1 000742, NT2RM 1 000800, NT2RM 1 0008 1 1 , 
NT2RM 1 001 008, NT2RM 1 0011 1 5, NT2RM 1 001 1 39, 
NT2RM2000407. NT2RM2000422, NT2RM2000566, 
NT2RM2001 393. NT2RM2001 499, NT2RM2001 61 3, 
NT2RM2001718. NT2RM2001760. NT2RM2001785, 
NT2RM2001 998, NT2RM2002049, NT2RM4000046, 
NT2RM4000634, NT2RM4000674, NT2RM4000700, 
NT2RM4000857. NT2RM4001 032, NT2RM4001 054, 
NT2RM4001 987, NT2RM4002054, NT2RM4002073, 
NT2RM4002339, NT2RM4002438, NT2RM4002446, 
NT2RM4002571 , NT2RP1 0001 91 , NT2RP1 000358, 
NT2RP1 000677, NT2RP1 000767, NT2RP1 000782, 
NT2RP1 00 1 286, NT2RP1 001 31 0, NT2RP1 001 31 1 . 
NT2RP1 001 546, NT2RP1 001 569, NT2RP2000032, 
NT2RP2000 114, NT2RP2000 1 20 , NT2RP2000 1 73 , 
NT2RP2000270, NT2RP2000283, NT2RP2000289, 
NT2RP2000892. NT2RP2001 081 , NT2RP2001268. 
NT2RP2001 581 , NT2RP2001 597, NT2RP2001 947. 
NT2RP2002385, NT2RP2002479, NT2RP2002537, 
NT2RP2002857, NT2RP2003 1 25. NT2RP2003297, 
NT2RP2003629, NT2RP2003777, NT2RP2003781 . 
NT2RP2004681 , NT2RP2004775, NT2RP2004799. 
NT2RP2005227, NT2RP2005270, NT2RP2005344. 
NT2RP2005784, NT2RP200581 2, NT2RP2006069. 
NT2RP2006571 , NT2RP3000092, NT2RP30001 34, 
NT2RP3000441 , NT2RP3000531 , NT2RP3000685, 
NT2RP3001176, NT2RP3001260, NT2RP3001355, 
NT2RP3001497. NT2RP3001538. NT2RP3001716. 
NT2RP3001 943. NT2RP3001 944, NT2RP3002002, 
NT2RP30021 63, NT2RP3002351 , NT2RP3002455, 
NT2RP3002687, NT2RP3002701 , NT2RP3002869, 
NT2RP30031 01 , NT2RP3003145, NT2RP3003302, 
NT2RP30039 1 8, NT2RP3004207, NT2RP3004454, 
NT2RP4000243, NT2RP4000259, NT2RP4000323, 
NT2RP4000713, NT2RP4000724. NT2RP4000833, 
NT2RP4000928, NT2RP4000973, NT2RP4000989, 
NT2RP400 1117. NT2RP400 1 1 38 , NT2RP400 1150, 
NT2RP4001 372, NT2RP4001 373, NT2RP4001 379. 
NT2RP4001 644. NT2RP4001 677, NT2RP4001 803, 
NT2RP4002075, NT2RP5003500. NT2RP5003506, 
0VARC1 000241 , 0VARC1 000335, 0VARC1 000700, 
OVARC1 000924, OVARC 1 000936, OVARC 1 000959, 
O VARC 1 00 1 38 1 , OVARC 1 00 1 39 1 , OVARC 1 001 453, 
0VARC1 001 702. OVARC1001 703. 0VARC1 001 71 3, 
0VARC1 002158, 0VARC1 0021 65, PLACE1 000014, 
PLACE1 000656, PLACE1 00071 2, PLACE 1 000909, 
PLACE1 001 377, PLACE1 001 51 7, PLACE1 001 61 0, 
PLACE1 00221 3. PLACE1 002395. PU^CEI 002500, 
PLACE1 002851 , PLACE1 002908. PLACE1 003045. 
PLACE1 003493, PLACE1 003537, PLACE1 003553, 
PLACE1004197, PLACE1004258, PLACE1 004270, 
PLACE1 004840, PLACE1004969, PLACE1 005086, 
PLACE1 005595, PLACE1 005623. PLACE1 005763, 
PLACE1006754. PLACE1006901, PLACE1006935, 



MAMMA1001388, MAMMA1001411, MAMMA1001487, 

MAMMA1002524, MAMMA1 002598, MAMMA1 002684, 
MAMMA1003146, NT2RM 1000035, NT2RM 1000037, 

NT2RM 1 000260, NT2RM 1 000355, NT2RM1 000648, 

NT2RM 1 000857, NT2RM 1 000867, NT2RM 1 000882, 

NT2RM2000259, NT2RM2000395. NT2RM2000402, 

NT2RM2000581 , NT2RM2000609. NT2RM2001 370. 

NT2RM2001 648. NT2RM2001 659, NT2RM2001 671 , 

NT2RM2001823, NT2RM2001 930, NT2RM2001 950, 

NT2RM4000233, NT2RM4000433, NT2RM4000520. 

NT2RM4000764. NT2RM4000795, NT2RM4000820, 

NT2RM4001 455, NT2RM4001 81 3, NT2RM4001 930, 

NT2RM4002145. NT2RM4002146, NT2RM4002194, 

NT2RM4002452, NT2RM4002460, NT2RM4002493, 

NT2RP1000418, NT2RP1 000547. NT2RP1 000609, 

NT2RP1 000856, NT2RP 1 001 1 1 3. NT2RP1 001 247, 

NT2RP1 001 31 3, NT2RP1 001 385. NT2RP1 001449. 

NT2RP2000040, NT2RP2000070. NT2RP2000091 , 

NT2RP20001 75, NT2RP20001 95. NT2RP2000248, 

NT2RP2000459, NT2RP200051 6, NT2RP2000842, 

NT2RP2001295, NT2RP2001 366. NT2RP2001 576, 

NT2RP2001991, NT2RP2002025, NT2RP2002312, 

NT2RP2002643, NT2RP2002701 , NT2RP2002740, 

NT2RP2003433, NT2RP2003446, NT2RP2003466. 

NT2RP2004041 , NT2RP20041 94. NT2RP2004270, 

NT2RP2004936. NT2RP200501 2. NT2RP20051 59. 

ISIT2RP2005509. NT2RP2005752. NT2RP2005781 , 

NT2RP2006100, NT2RP2006141, NT2RP2006261. 

NT2RP3000333. NT2RP3000393, NT2RP3000439. 

NT2RP3000826, NT2RP3000852. NT2RP3001126, 

NT2RP3001 383. NT2RP3001426, NT2RP3001 453, 

NT2RP3001 727, NT2RP3001 739. NT2RP3001 799. 

NT2RP300201 4. NT2RP3002054. NT2RP30021 08, 

NT2RP3002549. NT2RP3002628, NT2RP3002650, 

NT2RP3002969. NT2RP3003008, NT2RP3003071 , 

NT2RP3003353. NT2RP3003409, NT2RP300371 6, 

NT2RP3004503. NT2RP4000051 , NT2RP40001 51 , 

NT2RP4000500. NT2RP4000560, NT2RP4000588, 

NT2RP4000878, NT2RP4000907, NT2RP4000925. 

NT2RP4001 057, NT2RP4001 064, NT2RP4001079, 

NT2RP40011 74. NT2RP4001274, NT2RP4001 345, 

NT2RP4001 498. NT2RP4001 547, NT2RP4001 571 , 

NT2RP4001 822, NT2RP4001 975, NT2RP4002052, 

NT2RP5003522, NT2RP5003534, 0VARC1 0001 51 , 

OVARC1000722, 0VARC1 000751 , OVARC1000850, 

0VARC1 000984, 0VARC1 001 034, 0VARC1 001 129, 

OVARC1001476, OVARC1001506, OVARC1001610, 

0VARC1 001 745. OVARC1 001 767, 0VARC1 0021 27, 

PLACE1000401, PLACE1000562, PLACE1000611. 

PLACE 1 000948, PLACE 1 00 1 241 . PLACE 1 00 1 257, 

PLACE1 001 771 , PLACE 1 001 81 7, PLACE1 001 983, 

PLACE1 00271 4, PLACE1 002722. PLACE1 002794, 

PLACE1 003238, PLACE1 003296. PLACE 1 003369, 

PLACE1 003768, PLACE1 003771 , PLACE1 003903, 

PLACE1 004289. PLACE1 004473. PLACE1 004743, 

PLACE1 005206. PLACE 1 00531 3, PLACE1 005530, 

PLACE1 005884, PUCE1 005934, PLACE1 006225. 

PLACE1 006966, PLACE1 007014. PLACE1 00711 1 , 
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EXAMPLE 17 

Search for a signal sequence, transmembrane region and functional domain in deduced amino acid sequences 



[0252] The deduced amino acid sequences from the full-length nucleotide sequences were examined to predict the 
presence of a signal sequence in their amino-temnini as well as the presence of a transmembrane region. The amino 
acid sequences were also searched for a protein functional domain (motif). The examinations for a signal sequence 
in the amino-tenminus, for a transmembrane region and for a functional domain were performed by using PSORT [K. 
Nakai & M. Kanehisa. Genomics. 14:897-911 (1992)], SOSUI [T. Hirokawa et at.. Bioinformatics, 14:378-379 (1998)] 
(Mitsui Knowledge Industry Co., Ltd.) and Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml), respectively. 
When the presence of a signal sequence or a transmembrane region in the amino-temiinus was predicted in the amino 
acid sequence by PSORT or SOSUI, the protein was predicted to be a secretory protein or a membrane protein. When 
the amino acid sequence matched a functional domain in the Pfam search for a functional domain, the function of the 
protein is predictable based on the matching data, for example, by referring to the functional categories in PROSITE 
(http7/www.expasy.ch/cgi-bin/prosite-list.pl). The functional domain search can be performed by using PROSITE in- 
stead of Pfam. 

[0253] Search results obtained by using the respective software programs are indicated below. 

[0254] Clones whose deduced amino acid sequences were predicted to have signal sequences by PSORT search 

are as follows: 



HEMBA1001052, 

HEMBA1 003086, 

HEMBA1006198. 

MAMMA1 000798. 

NT2RM1000811, 

NT2RM4000634, 

NT2RPi001247, 

NT2RP2005752, 

NT2RP3003145, 

NT2RP4000151. 

NT2RP4001117. 

PLACE1000611. 

PLACE1 005086, 

PLACE1 008533. 

PLACE2000379, 

THYRO1001134. 

HEMBB1001925. 

NT2RP3003059, 



HEMBA1 001407. 
HEMBA1 003711. 
HEMBA1 006789, 
MAMMA1 002427, 
NT2RM 1000905, 
NT2RM4000778, 
NT2RP1001546. 
NT2RP2005812. 
I^2RP3003242, 
NT2RP4000243, 
NT2RP4001730. 
PLACE1 003030. 
PLACE1 006239. 
PLACE1 008693. 
PLACE2000427. 
THYRO1001287, 
MAMMA1 000778. 
0VARC1 000689, 



HEMBA1 002486, 
HEMBA1 004752, 
HEMBA1 006921. 
MAMMA1 002881, 
NT2RM1001008. 
NT2RM4002339, 
NT2RP1001569. 
NT2RP3001084. 
NT2RP3003621. 
NT2RP4000259. 
NT2RP4001739, 
PLACE1 003044, 
PLACE1006754, 
PLACE1010622, 
PLACE2000477, 
Y79AA1 000258, 
MAM MAI 000897. 
0VARC1 000890, 



HEMBA1002661. 
HEMBA1005991, 
HEMBB1000054, 
MAMMA1 003035. 
NT2RM2000287. 
NT2RM4002460, 
NT2RP2001597, 
NT2RP3001589, 
NT2RP3004282, 
NT2RP4000323, 
NT2RP4002075, 
PLACE1 003369. 
PLACE1 006829, 
PUVCE1010942, 
PLACE4000431, 
Y79AA1001874, 
MAMMA1001080, 
PLACE1 005162, 



HEMBA1002818, 
HEMBA1006067. 
HEMBB1000175, 
NT2RM1 000035, 
NT2RM2000609, 
NT2RP1 000782, 
NT2RP2002537, 
NT2RP3002163, 
NT2RP3004503, 
NT2RP4000417, 
NT2RP5003500, 
PLACE1003596, 
PLACE1 007954. 
PLACE2000176. 
PLACE4000593. 
Y79AA1 002399 
NT2RP2004300, 
PLACE3000399. 



HEMBA1 002876, 
HEMBA1006173, 
HEMBB1 002692, 
NT2RM 1000742, 
NT2RM2001613, 
NT2RP1 000856. 
NT2RP2004142, 
NT2RP3002650, 
NT2RP4000051, 
NT2RP4001064, 
OVARC1001154, 
PLACE1 004258, 
PLACE1 008424. 
PLACE2000341. 
THYRO1000156, 
HEMBB1001871. 
NT2RP3002985, 
PLACE3000455, 



PLACE4000247. PLACE4000259. PLACE4000494 

[0255] Clones whose deduced amino acid sequences were predicted to have transmembrane regions by SOSUI 
search are as follows: 



HEMBA1 000005. 
HEMBA1 000817. 
HEMBA1001286, 
HEMBA1001557. 
HEMBA1002462. 
HEMBA1002780. 
HEMBA1 003086. 
HEMBA1 003803. 
HEMBA1 004637. 
HEMBA1 004930. 
HEMBA1005616. 
HEMBA1006502. 
HEMBA1 007203, 
HEMBB1 000763. 
HEMBB1001302. 
HEMBB1 002387, 
MAMMA1 000277. 
MAMMA1000731. 



HEMBA1 000356, 
HEMBA1 000822. 
HEMBA1001351. 
HEMBA1001746. 
HEMBA1 002477, 
HEMBA1002818, 
HEMBA1 003096. 
HEMBA1 004143, 
HEMBA1 004752. 
HEMBA1 005029. 
HEMBA1 005991, 
HEMBA1 006659, 
HEMBB1 000050, 
HEMBB1 000827. 
HEMBB1001348. 
HEMBB1002550. 
MAM MA1 000278. 
MAMMA1000734. 



HEMBA1000518. 
HEMBA1 000870, 
HEMBA1001407. 
HEMBA1 002092. 
HEMBA1 002486. 
HEMBA1 002876, 
HEMBA1 003281. 
HEMBA1004146, 
HEMBA1 004756, 
HEMBA1005035. 
HEMBA1006036, 
HEMBA1 006758, 
HEMBB1000054. 
HEMBB1000915, 
HEMBB1001962. 
HEMBB1002600, 
MAMMA1000410, 



HEMBA1000531, 
HEMBA1 000991. 
HEMBA1001446. 
HEMBA1002125. 
HEMBA1 002609. 
HEMBA1 002921. 
HEMBA1 003286, 
HEMBA1004341. 
HEMBA1 004850. 
HEMBA1005050. 
HEMBA1 006067, 
HEMBA1 006789, 
HEMBB1 000556, 
HEMBB1000975. 
HEMBB1002142, 
HEM6B 1002692. 
MAMMA1000416, 



MAMMA1000798. MAMMA1000842. 



HEMBA1 000637. 
HEMBA1001052, 
HEMBA1001510, 
HEMBA1002150, 
HEMBA1 002659, 
HEMBA1 003077. 
HEMBA1003711. 
HEMBA1 004461, 
HEMBA1 004889, 
HEMBA1005552. 
HEMBA1006293, 
HEMBA1006921. 
HEMBB1 000593. 
HEMBB1001112. 
HEMBB1002190. 
MAMMA1000129. 
MAMMA1 000472, 
MAMMA1 000956. 



HEMBA1000719, 
HEMBA1001085, 
HEMBA1001515. 
HEMBA1 002166, 
HEMBA1 002661, 
HEMBA1 003079, 
HEMBA1 003742, 
HEMBA1 004577, 
HEMBA1 004923. 
HEMBA1 005588. 
HEMBA1 006492, 
HEMBA1 006926, 
HEMBB1 000631, 
HEMBB1001177, 
HEMBB1 002247, 
MAMMA1000133, 
MAMMA1000714, 
MAMMA1001008. 
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HEMBB1 000672 

HEIIIBB1001197 

HE1IBB1001871 

MAIHA1001252 

MAHMA1002b94 

NT2Rif4000634 

NT2RM4000657 

NT2RM4000783 

NT2RM4000857 

NT2RM4001178 

NT2RM4002420 

NT2RP20C0198 

NT2RP2000551 

NT2RP2000660 

NT2RP2001214 

NT2RP2001460 

NT2RP2001756 

NT2RP2002056 

NT2RP2002677 

MT2RP2002755 

NT2RP2002843 

NT2RP2003101 

NT2RP2003799 

NT2RP2004095 

NT2RP2004732 

NT2RP2004920 

NT2RP2005454 

NT2RP2005776 

NT2RP2005806 

NT2RP2005882 

NT2RP3001282 

MT2RP3001723 

NT2RP3002099 

NT2RP3003155 

NT2RP3004028 

0VARC1 000008 

0VARC1 000724 

0VAR01 000751 

0VARC1001029 

PLACE10008U 

PLACE1 003030 

PLA0E1 005549 

PUCE1007218 



F-HEMBB1 000672 16122 

F-HEMBB1001197 16123 

F-HE1IBB1001871 16124 

F-IIIAIMA1001252 16125 

F-HAIMA1 002094" 16126 

F-NT2RII4000634 16127 

F-NT2RM4000657 16128 

F-NT2RIH4000783 16129 

F-NT2RM4000857 16130 

F-NT2RIII4001178 16131 

F-NT2RM4002420 16132 

F-NT2RP2000198 16133 

F-NT2RP2000551 16134 

F-MT2RP2000660j 16135 

F-NT2RP2001214 16136 

F-MT2RP2001460 16137 

F-NT2RP2001756 16138 

F-NT2RP2002056 16139 

F-NT2RP2002677 16140 

F-NT2RP2002755 16141 

F-NT2RP2002843 16142 

F-NT2RP2003101 16143 

F-NT2RP2003799 16144 

F-NT2RP2004095 16145 

F-frr2RP2004732 16146 

F-NT2RP2004920 16147 

F-MT2RP2005454 16148 

F-NT2RP2005776 16149 

F-NT2RP2005806 16150 

F-NT2RP2005882 16151 

F-NT2RP3001282 16152 

F-NT2RP3001723 16153 

F-NT2RP3002099 16154 

F-NT2RP3003155 16155 

F-NT2RP3004028 16156 

F-OVARC10000C8 16157 

F-0VARC1 000724 16158 

F-0VARC1 000751 16159 

F-OVARC1001029 16160 

F-PLACE1000814 16161 

F-PUCE1 003030 16162 

F-PLACE1 005549 16163 

F-PLACE1007218 16164 



R-HEMBBl 000672 16176 

R-HEIIIBB1001197 16177 

R-HEMBB1001871 16178 

R-MAIHA1001252 16179 

R-MAMIA1 002094 16180 

R-NT2RM4000634 16181 

R-NT2RM4000657 16182 

R-NT2RIM000783 16183 

R-NT2RH4000857 16184 

R-NT2RM4001178 16185 

R-NT2RM4002420 16186 

R-NT2RP2000198 16187 

R-NT2RP2000551 16188 

R-NT2RP2000660 16189 

R-NT2RP2001214 16190 

R-NT2RP2001460 16191 

R-NT2RP2001756 16192 

RHfr2RP2002056 16193 

RHfr2RP2002677 16194 

R-NT2RP2002755 16195 

R-NT2RP2002843 16196 

R-NT2RP2003101 16197 

R-NT2RP2003799 16198 

IHn'2RP2004095 16199 

RHfr2RP2004732 16200 

R-NT2RP2004920 16201 

R-NT2RP2005454 16202 

R-NT2RP2005776 16203 

RHn'2RP2005806 16204 

R-NT2RP2005882 16205 

R-NT2RP3001282 16206 

R-»rT2RP3001723 16207 

R-NT2RP3002099 16208 

R-NT2RP3003155 16209 

R-NT2RP3004028 16210 

R-0VARC1000008 16211 

R-0VARC1 000724 16212 

R-OVARCl 000751 16213 

R-0VARC1001029 16214 

R-PLACE1000814 16215 

R-PLACE1 003030 16216 

R-PLACE1 005549 16217 

R-fLACE1007218 16218 
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Table 511 



clone naae name of 


SEO ID NO 


name of 


SEO ID NO 


the 5' -end 


of the 


the 3' -end 


of the 


sequence 


5' -end 


sequence 


3* -end 




sequence 




sequence 



HEMBA1 000497 F-HElffiAl 000497 16111 R-HEMBAI 000497 16165 

HEMBA1001750 F-HEMBA1001750 16112 R-HEMBAI 001 750 16166 

HEMBA1 003854 F-HElffiAl 003854 16113 R-HEMBAI 003854 16167 

HEMBA1004193 F-HEHBA1004193 16114 R-HEIIIIBA1004193 16168 

HEMBAI 004860 F-HBIBA1 004860 16115 R-HEMBAI 004860 16169 

HEMBA1 005572 F-HEMBAI 005572 16116 R-HEMBAI 005572 16170 

HEMBAI 006038 F-HEMBA1 006038 16117 R-HEMBAI 006038 16171 

HEMBAI 006092 F-HEMBAI 006092 16118 R-tlEMBAI 006092 16172 

HEMBAI 006406 F-HEMBAI 006406 16119 R-HEMBAI 006406 16173 

HEMBAI 006650 F-HEMBAI 006650 16120 R-HEIBA1 006650 16174 

HEMBAI 00681 2 F-HBSA1006812 16121 R-HEIBA1006812 16175 
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NT2RP20020S6 


F-NT2RP2002056 


0. 12 


NT2RP2002677 


FHfr2RP2002677 


0. 14 


MT2RP2002755 


F-NT2RP2002755 


0.12 


NT2RP2002843 


F-NT2RP2002843 


0.11 


NT2RP2003'101 


F-NT2RP20d3i01 


0.13 


NT2RP2003799 


F-MT2RP2003799 


0.24 


NT2RP2004O95 


F-NT2RP2004095 


0.16 


NT2RP2004732 


F-NT2RP2004732 


0.18 


NT2RP2004920 


F-NT2RP2004920 


0.15 


NT2RP2005454 


F-NT2RP2005454 


0.09 


NT2RP2005776 


F-NT2RP2005776 


0.19 


NT2RP2005806 


F-NT2RP2005806 


0.27 


NT2RP2005882 


F-NT2RP2005882 


0.11 


NT2RP3001282 


F-NT2RP30012^2 


0. 39 


NT2RP3001723 


F-NT2RP3001723 


0. 22 


NT2RP3002099 


F-NT2RP3002099 


0.20 


NT2RP3003155 


F-NT2RP3003155 


0. 29 


NT2RP3004O28 


F-NT2RP3004028 


0.13 


0VARC1 000008 


F-0VARC1 000008 


0.23 


0VARC1 000724 


F-OVARCl 000724 


0.27 


0VARC1000751 


F-0VARC1 000751 


0.28 


0VARC1001029 


F-OVARC1001029 


0.25 


PUCE1000814 


F-PUCE1000814 


0.21 


PUCEl 003030 


F-PLACE1 003030 


0.26 


PUCE1005549 


F-PUCE1 005549 


0.16 


PLACE100721B 


F-PLA0E1007218 


0.30 
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Table 510 

The maximal ATGprl value of each clone selected in Example 16 



clone name name of maximal 
sequence ATG^rl 
score 



HEMBA1 000497 


F-HEMBA1 000497 


0. 25 


HE1IIBA1001750 


F-HEMBA1001750 


0.08 


HEMBAI 003854 


F-HEMBA1 003854 


0.23 


HEMBA1004193 


F-HEMBA1004193 


0.22 


HEMBAI 004860 


F-HEMBA1 004860 


0.29 


HEMBAI 005572 


F-HEMBA1 005572 


0.24 


HEMBAI 006038 


F-HEMBA1006038 


0.29 


HEMBAI 006092 


F-HEMBA1 006092 


0.28 


HEMBAI 006406 


F-HEMBA1 006406 


0.26 


HEMBAI 006650 


F-HEMBA1 006650 


0. 22 


HEMBAI 00681 2 


F-HEHBA1006812 


0. 71 


HEMBB1 000672 


F-HEHBB1 000672 


0. 24 


HBBB1001197 


F-4fEMBB1001197 


0.22 


HEIIBB1001871 


F-HEMBB1001871 


0.94 


MAMIIA1001252 


F-MAMMA10012S2 


0.29 


MAHMA1 002094 


F-MAMMAI 002094 


0.28 


NT2RM4000634 


F-NT2RM4000634 


0.07 


NT2RH4000657 


F-NT2RII4O00657 


0.24 


NT2RM4000783 


F-NT2RM4000783 


0.22 


NT2RM4000857 


F-NT2RM4000857 


0.12 


NT2RM4001178 


F-NT2RM4001178 


0.27 


NT2RM4002420 


F-NT2RM4002420 


0.06 


NT2RP2000198 


FHfr2RP2a00198 


0.15 


NT2RP2000551 


F-NT2RP2000551 


0.07 


NT2RP2000660 


F-NT2RP2000660 


0.22 


NT2RP2001214 


F-MT2RP2001214 


0.26 


NT2RP2001460 


F-NT2RP2001460 


0. 07 


NT2RP2001756 


F-tlT2RP2001756 


0.17 
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NT2RM4000783, 
NT2RP2000660, 
NT2RP2001214, 
NT2RP2002843, 
NT2RP2005454. 
NT2RP3002099, 



NT2RM4000857, NT2RM4001178, NT2RM4002420, NT2RP2000198, NT2RP2000551 , 



NT2RP2001460. 
NT2RP2003101, 

NT2RP2005776, 
NT2RP3003155. 



NT2RP2001756, 
NT2RP2003799, 

NT2RP2005806, 
NT2RP3004028, 



NT2RP2002056. 
NT2RP2004095, 
NT2RP2005882, 
OVARC 1000008, 



NT2RP2002677, 
NT2RP2004732, 

NT2RP3001282, 
0VARC1 000724, 



NT2RP2002755. 
NT2RP2004920. 
NT2RP3001723, 
0VARC1 000751, 



OVARC1001029. PLACE1000814. PLACE1003030, PLACE1005549, PLACE1007218. 
Among them, the following 23 clones was predicted to contain a coding region encoding 100 amino acids or more- 
HEMBA1000497. HEMBA1003854, HEMBA1004193. HEMBA1006812. HEMBB1001871, NT2RM4000657 
NT2RM4001178. NT2RP2001 756. NT2RP2002677. NT2RP2002755. NT2RP2002843, NT2RP2004095' 
NT2RP2004920, NT2RP2005806, NT2RP3001 282, NT2RP3002099, NT2RP30031 55.' 0VARC1 000724* 
OVARC1001029, PLACE1000814, PLACE1003030, PLACE1005549. PLACE1007218. This Indicates that the clones 
encode proteins. 

[0247] Table 510 shows maximal ATGprI value determined for each clone. Since the respective maximal ATGprI 
values for HEMBA1006812, HEMBB1001871 and NT2RRP3001282 are higher than 0.3, the clones would be full- 
length . Other clones indicated below have maximal ATGprI values of 0.3 or less, and this means that the fullness ratios 
of the clones are low. 

However, the sequences can still be full-length :HEMBA1 000497. 
HEMBA1004193. H EM BA 1004860. HEMBA1 005572, HEMBA1 006038 



HEMBA1 006650. 
NT2RM4000657. 
NT2RP2000551. 
NT2RP2002677, 
NT2RP2004732. 
NT2RP3001723. 



HEMBB 1000672, 
NT2RM4000783, 
NT2RP2000660, 
NT2RP2002755, 
NT2RP2004920. 
NT2RP3002099, 



HEMBB1001197, 
NT2RM4000857. 
NT2RP2001214. 
NT2RP2002843. 
NT2RP2005454, 
NT2RP3003155, 



MAMMA1001252. 
NT2RM4001178, 
NT2RP2001460, 
NT2RP2003101, 
NT2RP2005776, 
NT2RP3004028, 



HEMBA1001750, 
HEMBA1 006092. 
MAMMA1 002094. 
NT2RM4002420, 
NT2RP2001756, 
NT2RP2003799. 
NT2RP2005806, 
0VARC1 000008. 



HEMBA1 003854, 
HEMBA1 006406. 
NT2RM4000634. 
NT2RP2000198. 
NT2RP2002056, 
NT2RP2004095. 
NT2RP2005882, 
0VARC1 000724. 



OVARC1000751. OVARC1001029. PLACE1000814. PLACE1003030, PLACE1005549, PLACE1007218 
[0248] Table 51 1 (same as Table 2) shows SEQ ID NOs of the nucleotide sequences located at the 5*-end and 3*- 
end of each of the 54 clones and the corresponding plasmid clone, which was obtained herein, containing a polynu- 
cleotide as an Insert. SEQ ID NO for a 5'-end sequence is indicated on the right side of the corresponding Sequence 
name of 5'-end sequence, and SEQ ID NO for a 3'-end sequence is indicated on the right side of the conBsponding 
Sequence name of 3'-end sequence. 

[0249] Swiss-Prot was searched for data homologous to the 5* -end sequences of the selected 54 clones, and Gen- 
Bank and UniGene were searched for data homologous to the 5' -end and 3'-end sequences of the same clones. The 
search results are indicated as Homology search results 1-7 In the last part of this SPECIFICATION. 
[0250] Based on the matching data obtained by the search, 7 clones presumably encode proteins belonging to any 
of the categories of secretory or membrane proteins, glycoproteins, signal transduction-associated proteins, transcrip- 
tion-associated proteins, disease-associated proteins, and protein synthesis- and/or protein transport-associated pro- 
teins. These were clones exhibiting relatively low homology to any of known proteins belonging to said categories. 
Here, the term "relatively low homology" means that a nucleotide sequence does not satisfy the conditions under which 
the nucleotide sequence exhibits "relatively high homology" (which means that, when the nucleotide sequence is com- 
pared with the known sequences in Swiss-Prot database, the sequence identity is 60% or higher and the P value is 
1 0-io or less) and that, when the nucleotide sequence is compared with the known sequences In Swiss-Prot database, 
the sequence to be compared contains 55 nucleotides or more, the sequence identity is 25% or higher, and the P value 
is 10-6 or less. 

[0251] Among the 7 clones, clones presumably encoding proteins belonging to the category of secretory or mem- 
brane proteins are the two clones, HEMBB1001871 and NT2RM4000857 (which also belong to other categories): 
clones presumably encoding proteins belonging to the category of glycoproteins are the two clones. HEMBB1001871 
and NT2RM4000857 (which also belong to other categories);- a clone presumably encoding a protein belonging to the 
category of signal transduction-associated proteins is PLACE1 005549; clones presumably encoding proteins belonging 
to the category of transcription-associated proteins are the three clones, HEMBA1005572, NT2RP2001756, and 
NT2RP2005776; a clone presumably encoding a protein belonging to the category of disease-associated proteins is 
NT2RM4000857 (which also belong to other categories); a clone presumably encoding a protein belonging to the 
category of protein synthesis- and/or protein transport-associated proteins is HEMBA1001750 (see Examples 12). 
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EXAMPLE 16 

Selection of novel cDNA clones from cDNA libraries prepared by oiigo-capping method 

[0246] The following 54 clones were newly selected from cDNA libraries prepared by oiigo-capping method, based 
on the criterion that the 5*-end sequence of a cDNA clone contained a coding region which was initiated with ATG 
codon and which encoded 50 amino acids or more: 

HEMBA1000497. HEMBA1001750. HEMBA1003854. HEMBA1004193. HEMBA1004860. HEMBA1005572. 
HEMBA1006038. HEMBA1006092, HEMBA1006406. HEMBA1006650. HEMBA1006812. HEMBB1000672. 
HEMBB1001197. HEMBB1001871. MAMMA1001252. MAMMA1002094. NT2RM4000634. NT2RM4000657. 
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271.77 
15.18 
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6.75 
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11.52 
24.51 
7.23 
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11.04 
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18.81 
12.22 
22.68 
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10.63 

3.26 
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23.19 
14.07 
14.56 
6.43 
2.99 
3.26 
117.7 
27.43 
2.99 
9.7 
5.62 
3.28 
10.78 
200.19 

6.n 

10.25 
2.6 
13.26 
9.02 
8.33 
6.48 
8.84 
5.3$ 
29.97 
4.02 
30.61 
8.U 
8.99 
9.8 
20.22 
29.83 
14.25 
8.8 
23.47 
13. 14 
28.22 
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11.13 
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6.76 
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132.8 
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8.44 
14.53 
14.33 
16.85 
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21.3 
8.1 
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54.67 
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11.92 
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II. 89 
7.89 
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3.08 
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7.73 
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5.79 
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25.94 
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37.86 
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5.05 
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7.85 
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53.61 
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11.66 
9.19 
12. 84 
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4.6 
7.27 
16.88 
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4.9 
5.05 
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21.68 
6.17 
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37.08 
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31.25 
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8.29 
13.86 
9.28 
33.86 
10.93 
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12.88 
12.37 
15.18 
6.24 
5.75 
20.08 
6.26 
6.25 
8.85 
42.34 
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S.66 
23.57 
131.88 
100.63 
107.65 
13.06 
84.48 
10.23 
67.53 
36.04 
41.06 
21.83 



10.8 
7.76 
4.67 
22.35 
0.48 
5.78 
6.7 
16.59 
4.94 
8.11 
3.63 
4.13 
12.38 
19.52 
2.81 
7.04 
7.67 
17.64 
4.27 
70.65 
25.45 
22.79 
13.71 
27.6 
8.88 
11.57 
23.55 
14.98 
4.57 
4.32 
78.52 
5.63 
24.72 
12.93 
4.14 
21.03 
4.31 
36.62 
9.68 
8.73 
8.78 
6.65 
5.42 
5.75 
2.95 
4.34 
5.98 
7.08 
3,73 
3.05 
24.5 
284.36 
4. 12 
8.51 
102.55 
125.36 
92.38 
7.92 
76.52 
4.06 
28.64 
15.68 
13,71 
8.38 
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9.69 
8.46 
6.08 
24.71 
0.36 
8.8 
11.14 
17.35 
4.36 
8.28 
3.22 
3.32 
7.9 
21.81 
6.29 
4.31 
6.82 
17.29 
4.4 
71.58 
33.48 
24.29 
17. 32 
23.69 
7.99 
12,79 
39.74 
19.84 
5.39 
4. 39 
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5.93 
27.17 
2a 24 
6.05 
12.53 
8.03 
21.08 
10.73 
9.98 
13.48 
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13. 24 
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3.36 
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121.38 
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8.62 
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S.29 
7.38 
6.71 
16.75 
0.17 
4. 96 
4.1 
12.96 
5.06 
6.16 
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2.68 
S.89 
14.62 
2.12 
3.07 
6.01 
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4.49 
7.19 
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19 
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5.75 
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4.58 
1152 

145 
3 

4.03 
165 
192 
101 
19 
380.17 
1147 
3158 
18 
134 
4.9 
179 
135 
184 
4.41 
7.24 
7138 
4.45 
17 
168 
13 
2 

1197 
7.82 
181 

20.47 
1.6 

1117 

4117 
102 
188 
186 

46.59 
4.85 

38.62 
136 
127 
102 

1104 
105 

1155 

2105 
12113 
141 
156 
104 

3198 
2 

1.94 
4133 
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30.36 
1135 
1193 
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10 



15 



20 



25 



30 



35 



40 
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mRoiooossa 

THYft0100056S 
THYRO1OOO570 
THYRO100OS72 
THYR01000S7} 
THYRO100OS77 
THYR010Q058Q 
ITHYROIOOOSM 
THTROIOOOSSS 
TKTR01000SK 
THYRO1O0O602 
THY10100080S 
THTROIOOOSIS 
THrS0100K2S 
THYIOIOmSS 
THTR01O0OC37 
7HYI01000«4t 
TNyR01000i57 
THYROIOOMSI 
THTROIOOOSfiZ 
TNTROIOmfii 
THrR0100M7fi 
THTR010m78 
THmi00Qf84 
Tlimi000894 

nmoiooom 

7NYR01000712 
THmi00071S 
THVini00071l 
THrR01000717 
mR01000721 
THmi000734 
TNyR01M074l 
THTROIOmSS 
TMTR01Q0075S 3SB. 
THTR0100077I 
TH7RO1O0O777 
THrR0100077l 4S3 
THYRO10OO7t2 
THYR010007tl 

iTrrRoiooo7is 

lHyR0t000787 
7HrRO100O7l2 
THYRO100O7S3 
THYR010007IS 
THTR010007N 
THrR0100079l 
THTROiOOOIOQ 
THYROtOOOSOS 
THYR01000I1S 
THrRO108O829 
THYROf00083S 
THTR01000I43 
mR01000$4€ 
THTRO10O08S2 
THTROtOOORSS 
THTROIOOOSSS 
IIIYROIOOOSSS 
THYROIOOOttl 
THTR01000S94 
TMYROIOOOSOS 
THYR0100G91S 
THYR01000S17 
THTROIOOOSSS 



S. S4 
6.63 
9.09 
52.16 

I. 96 
9.73 

40. 56 
39.96 
S.S9 
43.85 
19.04 
10.06 
134.15 
33.27 
17. 91 
18. 22 
7,23 
10.91 
14.37 
10.63 
30.51 

II. 56 
23.44 
27.78 
16.87 

8.11 
17. SS 
28.82 
13.12 
11.88 
SO. 36 
18.81 
17.46 
20.17 
LSI 
4.87 
5.42 
37 
17.27 
S.74 
25.82 
50.52 
14.11 
38.92 
37.33 
10.25 
S.87 
37.68 
8.27 
109.41 
33.68 
9. SI 
27.06 
7.88 
24.69 
7.12 
9.21 
57.27 
13.67 
9.33 
8.9 
9.19 
6.89 
14.99 



7.17 
4.92 
6.95 
31.52 
S.49 
7.83 
32.54 
36.8 
7.37 
33. 14 
15. 25 
9.44 
117.37 
24.69 
16.49 
22.2 
5.87 
9.86 
9.48 
9.43 
33.5 
11.35 
18.73 
27. 8S 
11.78 
6.38 
14.87 
23.25 
15.14 
15.21 
28.4 
19.91 
14.08 
21.24 
334.57 
4.99 
S.SS 
458. 9 
20.2$ 
5.4S 
30.48 
37.21 
12.1 
3S.8S 
45.29 
11.83 
14.22 
54.75 
6.21 
92.13 
25.13 
9.82 
16.5 
5.91 
25. 37 
7.47 
5.67 
46.1 
12.21 
7.11 
5.89 
7,72 
10.63 
10.81 



6.38 
4.79 
8.33 
39.78 
fr.82 
7.69 
29.95 
31.93 
8.65 
32.61 
10.78 
5.91 
85.97 
16.68 
14.48 
13.43 
6. 32 
8.65 

5.1 
8.46 
45.43 
8.48 
20.73 
20.27 
10.72 
4.55 
12.31 
21.02 
11.94 
ir4S 
21.78 
16.12 
15.87 
19.88 
S8S.S3 
7.55 
6.34 
483.51 
23.35 
8.68 
28.26 
54.05 
15.85 
42.61 
88.32 
14.01 
12.83 
19.73 
8.02 
90.62 
34.71 

10.3 
24.96 
13.48 
23.66 
10.43 

8.64 
51.69 
13.18 

11 

10.11 
16.87 
12.32 
12.37 



4.15 

4.n 

5.27 
12.92 
4.33 
3.93 
22.22 
19.25 
4.19 
22.94 
7.23 
6.29 
86.81 
12.6 
12.46 
10.39 
4.82 
6.93 
6.28 
6.7 
12.9 
6.32 
10.13 
12.26 
5.47 
5.62 
9.08 
20.98 
8.87 
8.8 
10.82 
11.94 
5 

13.28 
288.51 
4.25 
5.34 
453.87 

14.58 
5.43 

16.78 

28.71 
4.55 

19.08 

42.19 
6.19 
9.05 
33.2 
5.33 

43.51 

19.68 
6.71 

16.28 
4.53 

12.87 
2.52 
3.4 

32.85 
S.6 
5.66 
3.35 
5.02 
4.97 
6.79 



8.61 
4 

6.38 
33.15 
8.49 
6.26 
19.86 
25.5 
6.67 
31.65 
11.51 
6.99 
98.31 
10.75 
11.49 
14.05 
10.06 
7.74 
6.83 
6.85 
20.33 
S.3 
15.99 
16.45 
10.25 
5.31 
11.98 
27.37 
12 
8.22 
20.63 
17.61 
7.52 
17.61 
345.41 
6. IS 
8.01 
548.42 
17.12 
8.82 
13.18 
18.08 
8.72 
27.18 
57.36 
10.21 
8.1 
22.38 
8. 38 
38. 14 
21.88 
6.28 
19.34 
6.28 
20.2 
5.79 
6.56 
43.74 
10.62 
6.12 
4.07 
6.67 
9.51 
9.95 



3.01 
3.41 
6.54 
30.73 
6.35 
2.6 
19.81 
16.24 
4.86 
11.59 
11.78 
4.61 
67.18 
20.13 
6.7 
9.78 
3.87 
7.68 
5.43 
6.96 
13.81 
8.37 
8.49 
11.06 
5.99 
3.48 
7.67 
20.44 
7.65 
5.08 
14.48 
9.39 
5.42 
14.04 
273.28 
4.82 
4.03 
448.1 
13.37 
4.U 
14.48 
28.25 
7.1 
1S.SS 
40.15 
5.98 
7.49 
23.21 
4.44 
25.61 
18.45 
4.85 
15,73 
7.74 
12.5 
2.98 
3.18 
27.97 
12.24 
4.31 
4.72 
5.27 
5.39 
6.06 



4.26 
3.56 
5.25 
30. 68 
13.45 
2.58 
24.19 
26.15 
5.4 
15.52 
8.87 
4.9 
77.31 
8.38 
8,72 
9.07 
8.42 
9.53 
4. 59 
7.92 
14.6 
4.16 
9 

26.97 
12. 29 
7.37 
12.79 
15.76 
7.48 
30:83 
30.84 
S.3t 
7.82 
14.7 
259.37 
2.58 
3.82 
388.8 
15.61 
3.62 
32.89 
20.11 
8.13 
34.91 
12.57 
7 

5.04 
13.79 
3.81 
31.78 
16.87 
5.41 
6.22 
3.89 
9.33 
4.3 
5.99 
46.24 
10.21 
4. 14 
4.32 
4.16 
5.77 
7.42 



2.04 
3.02 
4.89 

23.84 

11.85 
3.82 

17.34 

21.02 
3.58 

10.88 
7.72 
5.21 
67 
6.86 
6.17 
5.2 
4.55 
8.35 
4.62 
7.09 

13. 53 
5.02 
7.38 

17.92 
9.36 
3.08 
9.26 

18.98 
S.SS 
6.96 
22.3 
6.81 
5.84 

23.04 
368.07 
5.02 
3.75 
510.83 
18.4 
5.18 

30.78 
24.5 
7. 14 

38.74 

21.17 

11.88 
7.33 

18.88 
4.14 

21.15 

14.34 
5.24 
7.81 
7.02 

10.39 
6.1 
8.76 

39.05 

16.82 
4.68 
4.09 
6.12 
7.94 
7.03 



3.45 
3.94 
7.09 
11.23 
8.38 
2.74 
25.52 
19.13 
2.99 
14.47 
10.81 
5.08 
84. 37 
11-76 
8. 59 
7.26 
2.07 
10.84 
4.77 
10.89 
16.48 
5.44 
9.87 
24.98 
8.6 
5.06 
13 
18.68 
8.98 
7.18 
30.26 
13.3 
7.09 
21.01 
273.4 
S.55 
3.21 
458.47 
16.35 
3.8 
28.94 
22.88 
8.33 
32.84 
IS. 38 
11. 
5. 
13.75 
3.82 
31.88 
12.85 
8.07 
8.06 
5.26 
11.62 
5. 

7.67 
41.55 
10.91 
4.75 
3.45 
3.42 
6.2 
11.27 
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THTR01 000092 
THTM100009S 
THYR0100009I 
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THrRO10O0124 
THTR01000129 
THYMIOOOISO 
THYR010O0132 
THYR01000134 
THYR01000144 
WROIDOOISS 
THTR0100015I 
THTROIOOOISS 
THYRO10O0I73 
THYROIOOOIK 
1>1YR01000187 
THTRO1OOO190 
THYR01000T9f 
THTR01000197 
THYR01000199 
THYR01 000208 
THrR0t000221 
THYR01000222 
THTR01000228 
THYR0I0OO241 
THrR01000242 
THrR0100024S 
THYR01000253 
THTR01000270 
THrR01000279 
THTU100028S 
7HrR01000288 
THTIOIOOOISI 
THrRO1OOO320 
THrRD1000322 
7HrR01000327 
THrR01000343 
THri01000345 
THrR010003S8 
THTROIOOOSfia 
TMmi00037S 
THTmiOOOStl 
7HrR01000387 
TWR01000394 
THrR01000395 
THTROIOOOiOQ 
THrR01000401 
THYR0100O4O7 
lHrR0100O420 
THYR010004S8 
THTR010004S2 
7HTR01000455 
THrR01000471 
7Hmi000481 
7HTR010004I4 
THrR01000488 
THTROtmSOl 
TmR01000502 
THTROIOOOSOS 
THrR01000535 

hHrBoioafiSsd 



51J4 
2S.07 
4.28 
9.82 
70.48 
13.98 
31.45 
S4.83 
8. 59 
12.23 
7.93 
17.2 
23.68 
35.28 
3M3 
58.18 
8.52 
35.39 
17.39 
7.08 
8.72 
13.75 
6.8 
20.09 
6.96 
58.33 
148.64 
7.79 
18.16 
21.57 

io.n 

12.58 
15.04 
1218.2 
24.11 
40.tt 
12.29 
37.49 
29.28 
18. 8S 
8.25 
13.08 
5.38 
14.1 
10.31 
11.39 
61.78 
29.06 
10.51 
10.42 
111.95 
15.01 
8.38 
15.04 
7.17 
78.16 
8.9 
19.83 
28.64 
11.59 
55.88 
9.64 
37.32 
102.92 



69.3 
28.19 
2.01 
5.87 
59.74 
11.92 
32.43 
35.35 
9.01 
8.25 
8.79 
6.06 
30.56 
37.35 
43.79 

53.4 
8.35 
31.09 
15.95 
7,97 
14.15 
17.13 

9.71 
21.74 

7.15 
56.17 
127.09 

5.72 
23. 99 
18.12 

13.3 
12.99 
13.53 
1221.3 
22.88 

36.2 
9.4 
34.78 
26.38 
12.58 

7.77 
10.33 

5.28 

11.8 
8.3 
10.61 
50.97 
37.87 
10.51 

9.53 
92.99 
13.25 

5.22 
12.59 

8.57 
81.99 

7.89 
12.76 
20.75 
12.72 
5r85 

7.65 
41.34 
9L57 



41.47 
30.84 

4.16 

9.28 
59.88 
12.38 
38.13 
48.22 

8.49 
10.08 
12 
9.3 
32.27 

35.3 
38.99 
58.15 

6.58 
36.48 
24.02 
10. 3r 
13.33 
15.02 
11.38 
25.04 

5.44 
63.27 
184.25 

9.15 
29.76 
24.56 

16 
17.24 
16 

1148< 
22.01 
38.51 
14.15 
3S.08 
19.48 
17.82 

8.06 
11.35 

8.28 
18.84 

9.78 
13.54 
22.02 
27.54 

9.89 

io.n 

98. 17 
17.92 

8.86 
12.97 

9.52 
6L0] 

8.46 
16.87 
23.35 
13.28 
49.31 

7.27 
38.41 

85.3 



29.99 
13.75 

I. 77 
3.88 

39.34 
7.04 
15.08 
37.6 
5.14 
6.62 
5.35 
6.24 
27.55 
18.99 
24.77 
23.96 
5.25 
14.41 
6.63 
6.43 
14.25 
14.96 
6.6 
13.14 
4.48 
37.58 
73.36 
4.42 
25.09 
19.46 
9.6 
8.11 
8.28 
961.84 
13.89 
33.51 
8.59 
17.89 
18. n 
8.18 
4.74 
6.24 
3.15 
8. 56 
4.37 
4.54 
14.87 
18.13 
3.23 
6.74 
63.29 

II. 1 
5.12 
5.92 
2.62 
65.6 
4.91 

10. 37 
20.89 

7.74 
44.07 

5.56 
38.72 
78.21 



56.4 
13.51 
3.45 
8.63 
84.57 
9.78 
18.17 
35.37 
9.82 
6.95 
7.15 
6.27 
32.97 
24.31 
34.58 
28.08 
10.18 
13.8 
8.73 
5.1 
10.93 
17.34 
11.32 
17.5 
8.31 
40.7 
64.55 
5 

51.85 
20.13 
16.01 
13.02 
14.2 
1121.8 
25.53 
37.84 
7.17 
26.05 
27.28 
11.42 
8.59 
8.76 
3.94 
5.99 
5.3 
5.97 
26. 91 
24.49 
12.01 
5.08 
75.05 
11.62 
4.11 
10.6 
1.31 
82.48 
7.54 
11.59 
21.13 
9.03 
a. 78 
5.62 
38.24 
104.96 



26.89 
9.94 
3.25 
4.89 
40.78 
5.89 
17.71 
31.52 
6.06 
6.32 
7.04 
12.5 
28.83 
20.42 
23.66 
23.46 
4.15 
14.41 
8.87 
6.9 
7.74 
16.5 
10.32 
12.03 
3.94 
31.29 
57.59 
4.49 
27.45 
15.33 
8.45 
8.87 
7.73 
816.57 
14.41 
29.24 
6.08 
19.02 
15.75 
7.21 
3.02 
7.32 
2.88 
5. 

5.96 
3.48 
8.08 

14.15 
S.83 
4.73 

58.17 
8.56 
4.31 
6.13 
3.44 

70.86 
4.12 
9.38 

19.59 
6.79 

38.57 
3.06 

31.02 

62.73 



61.05 
17. 56 
L69 
5.9 
35.76 
9.55 
26.05 
34.87 
8. 93 
6.99 
4.12 
5. 33 
18.04 
31.31 
18.78 
11.7 
3. 25 
7.62 
5.49 
4.78 
3.75 
8.34 
5.5 
7.45 
3.81 
35.13 
55.06 
2.68 
12.5 
9.29 
6.71 
9.06 
7.71 
1261.8 
22.83 
3L78 
5.28 
19.43 
10.07 
10.1 
4.88 
8.15 
8.19 
3.89 
4.17 
10.59 
6.98 
25.79 
3.72 
3.24 
51.33 
12.79 
4.22 
M6 
2.83 
81.77 
2; 78 
11.21 
15.6 
8.05 
44.58 
3.98 
23.49 
51.58 



53.08 
21.51 
3.3 
7.18 
61.82 
11.53 
28.32 
27.99 
8.73 
9.76 
4. 66 
7.31 
19.4 
40.6 
36.39 
14.01 
4.22 
12.05 
7.02 
5.24 
6.65 
11.47 
6.51 
6.8 
4.45 
33.5 
55.21 
4.65 
20,02 
10.17 
8.04 
8.16 
7.11 
1135.7 
21.93 
49.02 
11.64 
23.34 
12.24 
9.05 
4.72 
6.51 
3.08 
3.2 
5.35 
5.84 
9.73 
23.19 
3.73 
5.18 
55.33 
a 37 
4.7 
3.93 
2.18 
51.28 
3. 18 
9.7 
20.62 
7.95 
40.93 
5.47 
20.01 
50.77 



61,77 
22.34 
2.41 
4.32 
50.34 
9.66 
34.79 
31.75 
10.55 
9.68 
3.86 
5.41 
19.02 
29,86 
21.81 
16.02 
4.73 
15.91 
6.9 
5.17 
9.84 
6.36 
7,17 
7.63 
3.66 
43.65 
55.09 
4.26 
16.61 
9.72 
5.73 
7.99 
4.92 
1518.7 
20.34 
40.29 
9.29 
20.74 
13.52 
8.44 
4.12 
9.21 
2.43 
3.55 
3.59 
3.07 
11.33 
25.7 
3.08 
5.6 
55.02 
14.41 
3.13 
4.57 
2.11 
74.06 
8.02 
11.91 
19.42 
10.26 
38.11 
2.02 
18.32 
49.93 
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Table 498 



10 



15 
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SXIICI000>70 242.49 

$XIHC100017I 15.01 

SKMCiooom 7.)a 

SKMCIOOOin 18.76 

SXMCI 000225 100.44 

SXIIIC1000249 23.35 

SPLEN1000007 10.7 

SPLEII1000012 15.31 

SPLER1000014 74.22 

SPL0I1OOOO3B 14. S9 

SPLEII10000S9 39.71 

SPLEMIOOOOtS 20.63 

5PLEII1000072 19.88 

SPLBI1000101 71.97 

SPLBI1000I08 7.69 

SPLENIOOOIU 11.47 

SPL0I1OOO114 16.01 

$PLDI1000132 S.96 

SPLEII1000135 10.57 

SPLBI1000136 23.91 

SPLEN1000141 42.88 

SPLBI1000164 15.72 

SPL£II1000166 12.98 

SP1JN1000175 19.26 

SPLBI1000182 67.34 

SPLEII1000185 6.38 

THmi1000004 48.79 

THYKJIOOOOOf 14.59 
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13.69 
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15.5 
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5.88 
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13.43 
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5.28 
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16. 72 
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9.12 
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84. 28 
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9.27 
13.65 
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8.19 
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16.29 
9.86 
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8.23 
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4.71 
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12.46 
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3.96 
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5.85 
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7.47 
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5.25 
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4.36 
3 
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4.34 
4.69 
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2.97 

13.37 
4.87 



9.72 
18.86 
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12.83 
6.86 
13.22 
29.87 
3.18 
19.97 
9.19 
5.18 
32.73 
3.12 
5.5 
0.14 
1.47 
4.9 
16.69 
23.31 
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70.51 
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9.79 
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6.47 
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10.02 
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7.33 
27.36 
5.87 
13.69 
17.05 
9.12 
26.4 
44.41 
5.49 
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102.36 
10.83 
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33.2 
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9.56 
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24.6 
8.51 
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9.76 
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3.76 
5.82 
15.5 
4.6 
25.11 
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44.47 
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6.68 
132.51 
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11.54 
158.69 
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22.56 
20. 38 
11.19 
10.52 
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8.43 
4.39 
6.29 
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6.12 
6 

10.01 
37.09 

7.03 
21.25 

2.72 
15.66 
13.36 
11.36 
29.36 
69.47 

3.54 

76.2 
12.58 
115.06 
17.74 

9.49 
202.6 
106.58 
24. 58 
76. 52 
940.91 

9.06 
15.01 
23.92 

6.67 
27.02 
15.36 

7.09 
17.98 

7.44 
16.02 
39.39 

6.86 



11.03 
53.26 
3.44 
6.5 
15:73 
4.61 
24.69 
31.83 
6.78 
41.43 
3.6 
6.23 
128.61 
18.63 
9.57 
152.44 
9.12 
5.85 
43.56 
176.1 
17.07 
16.27 
9.86 
9.27 
46.82 
8.7 
2.54 
6.55 
46.86 
6.11 
6.58 
7.86 
28.74 

6.n 

26.71 

5.94 
16.08 
13.46 
11.73 
31.96 
62.06 

5.62 
100.63 
10.61 
146.87 
16.15 
15.16 
96.26 
44.13 
26.07 
82.55 
1063.3 
11.81 
20.62 
26.42 
12.44 
25.39 
17.74 

7.49 
24.61 
13.24 
26.11 

43.7 
15.64 



3. 53 
20.64 
3.96 
4.19 
6.23 
4.06 
17.72 
13.69 
5.68 
26.49 
3.57 
4.72 
98.67 
10.79 
6.56 
150.34 
4.68 
3.99 
29.17 
156. 92 
7.12 
10.46 
4.99 
3.9 
23.74 
5.21 
2.29 
6.59 
32.73 
6.07 
1.76 
4.63 
21.7 
5.23 
7.25 
3.75 
6.92 
14.47 
6.9 
18.99 
68.78 
3.22 
80.5 
5.28 
71.48 
14. 79 
6.13 
147.65 
75.4 
16.94 
90.32 
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4.48 
10.64 
20.23 
5.32 
13.63 
13.46 
5.47 
14.13 
7.34 
6.36 
12.96 
6.38 



5.95 
26. 55 

3.49 

7.67 
11.19 

6.07 
17.34 
19.37 

4.85 
37.08 

7.43 

6.64 
124.22 
23.42 

6.92 
164.09 

4.63 
5.6 
31.64 
166.08 
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14.51 
6.2 

4.07 
32.06 

3.71 
1.9 

7.66 
32.12 

5.16 

5.39 

6.67 
29.39 

9.34 
13.45 

3.52 
15.65 
17. 35 

5.65 
19.21 
41.05 

3.37 
90.12 

9.26 
155.46 
20.06 

9.83 
104.4 
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31.52 
103.03 
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11.72 
26.13 

9.73 
25.33 
22.27 

4.73 

15.7 
10.78 
13.04 
23.22 
7.5 



3.64 
16. 63 
2.6 
4.65 
9.61 
4.23 
16.23 
13.98 
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21.33 
5.36 
4.07 
95.79 
11.27 
4.59 
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2.93 
4.43 
24.64 
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9 

9.51 
4.43 
4.41 
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3.17 
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5.28 

18.75 
3.4 
2.69 
3.43 
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3.97 

14.89 
3.04 

13.17 

13.76 
5.55 
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3.62 

67.43 
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23.72 
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5.45 
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4.54 

12.68 

16.07 
4.3 
9.74 
7.51 
9.62 
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2.23 
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11.29 

5.76 
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4.22 
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21.36 
16.91 
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4.08 
66.44 

5.23 

2.69 
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8.56 
1.44 
5.01 
7.21 

39.41 
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8.25 
2.6 
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5.61 
3.51 
23.2 
49.9 
2.52 

60.46 
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5.61 
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40.64 
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3.81 
18.7 
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12.6 
24.3 
5.63 
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3.9 
3.29 
10.1 
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33.11 
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7.58 
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3.04 
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3.89 
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24.67 
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4.5 

25.73 
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4.08 
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17124 

17.69 
5.6 
147.01 
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4.53 
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17.23 
0.68 
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52.93 
4. 75 
1.72 
4.1 
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1.37 
13 
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11 
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7.64 
1 14 

21.28 

44.86 
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157 
18 
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50.65 

27.02 
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11.78 
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7.M 
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22.42 
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16.23 
5.38 
22.81 
5.78 
23 
44.93 
t.96 
1h7S 
7.64 
3.89 
11.71 
84.64 
15.3 
130.31 
119.57 
5.68 
7.5 
9.08 
4.84 
16.23 
5.19 
4.68 
44.37 
5.84 
5.61 
21.62 
8.43 
38.19 
23.47 
39.12 
6.6 
7.66 
139.29 
24.18 
10.6 
39.48 
13.54 
14.29 
4.68 
2.68 
2.75 
2.83 



4.8 
6.23 
3.28 

26.79 
4.64 

11.23 
7.79 
2.43 
2.01 
2.32 
3.57 
9.6 

15.85 
3.12 
15.3 

14.36 



6.2 
3. 14 
1.62 
25.41 
3.94 
10.67 
6.4 
3.07 
2.87 
3.59 
3.78 
10.91 
15.69 
4.31 
19.45 
29.35 



112.58 108.48 
18.21 22.01 



33.16 
8.74 
6.15 
36.69 
14.73 
5.46 
14.69 
3.54 
68.79 
47.18 
27.1 
9.72 
10.97 
1.17 
11.44 
65.75 
17.99 
109.84 
115.9 
9.12 
15.14 
19.74 
3.89 
19.06 
4.54 
5.3 
46.85 
7.49 
6.9 
27.64 
10.79 
37.23 
16.65 
34.02 
8.78 
8.47 
234.97 
30.07 
9.09 
28.43 
15.44 
14.44 
16.59 
6.95 
5.07 
4.28 



31.64 
3.2 
9.1 
29.67 
16.82 
7.66 
23.12 
5.48 
48.54 
42.01 
55 
10.83 
6. 
2.44 
14. 19 
71.64 
10.26 
93.57 
95.8 
6.51 
8.57 
20.17 
6.41 
8.51 
7.08 
4.11 
45.47 
5.62 
4.76 
18.08 
12.73 
25.32 
30.25 
35.42 
5.76 
7.16 
151.61 
29.1 
9.9 
32.45 
20.29 
13.63 
5.52 
6. 18 
2.29 
4.31 



1507 



EP1 074 617A2 



Table 493 



PUCE1011836 
PLACE101lft47 
PLACE10118I5 
PLACE10118S8 
PLM£101lt74 
PUUX101187S 
FUtEIOllSn 
PUCE1011891 
PLACEIOIIBdS 
PUCEIOItm 
PLACE101I922 
PLACE10t1923 
PLA£EI0119a7 
PUCE10n939 
PLACE1011940 
PLACE10119I2 
PUCEf0n984 
PIACEI011978 
PLACE1011980 
PLACE10U981 
PLACE1011982 
PLACE10n995 
PUU£10in23 
PLACE1012026 
PLACE10120S1 
PLACE2000003 
PUCE200000S 
PLACE2000006 
PLACE2000007 
PtJCE200Q011 
PLACE20000I4 
PLACE20imi5 
PLACE20eOQ)7 
PLACE20m21 
PUCE2000022 
PLACE200001Q 
PUCE2a60012 
PUCE20800U 
PLACE20000M 
PLACE2000039 
PLACE20OOO43 
PLACE2000044 
PLACE200Q047 
PLACE2000050 
PLACE200008I 
PUCE200m2 
PUCE2000072 
PLACE2000073 
PUCE200(H)97 
PUCE2mi0a 
PtACE2000103 
PUCE2000Y06 
PUCE20001I1 
PU»000115 
PLACE2000118 229 
PLACE2000124 
PUCE2000132 
PLACE2000138 
PLjUB000137 
PUCE200O140 
PUeE20DOI47 
PUUSOOOISI 
PUUBQOOIM 

PLuaooom 



18.92 
18.99 
44.57 
17.26 
23.12 
1158 
4.39 
21.71 
15.35 
16.12 
9.14 
186.86 
11.45 
20.33 
46.38 
58.59 
53.78 
50.21 
13.57 
46.23 
116.69 
8.31 
36. 3i 
72.96 
6.69 
144.75 
20.72 
74.92 
11.31 
20.07 
10.47 
63.77 
64.44 
131 
6.52 

2n,i6 

8.03 
19.24 
212.75 
8.9 
13.64 
7.28 
17.41 
•18.34 
53.75 
44.19 
216.69 
8.16 
120.94 
13.48 
355.83 
32.23 
152.37 
27.01 
1,23 
7.33 
18.07 
33.6 
6.87 
11.37 
10.22 
!7.9S 
8. S3 
38.84 



14.13 
16.08 
41.99 
16.38 
12.72 

9.98 

5.14 
17.57 
16.64 
14.42 

7.55 
139.43 

9.18 
21. 5S 
48.76 
70.73 
49. 36 
52.86 
18.54 
28.89 

99.4 
11.27 
36.13 
80.46 

7.34 
222.75 
25.78 
51.78 
11.29 
19.36 

6-72 
83.22 
66.07 
136.36 

6.75 
275.48 
6.4 
16.61 
182.06 
10.84 
20.44 

9.48 
19.39 
17.87 
61.97 

44.8 
181.79 
10.75 
128.07 
14.19 
328.95 
23.41 
157.38 
16.97 
214.41 

5.71 
19.01 
40.68 

5.34 
11.51 

7.24 
21.42 
12.11 
48.93 



10.67 
12.62 
25.3 
17.11 
25. »4 
11.17 
4.95 
18.99 
24.3 
15.9 
8.03 
146.9 
10.8 
26.93 
46.73 
80.18 
46.95 
64.71 
10.96 
45.44 
123.56 
12.33 
39.16 
66.75 
9.86 
62.64 
18.16 
61.3 
12.53 
23.84 
12.3 
43.62 
78.07 
142.32 
7.52 
252.39 

8. 
20.22 
146. 24 
13.51 
15.11 
9. 
12.83 
22.05 
78.23 
62.08 
181.98 
9.27 
120 
15.99 
197.42 
23.14 
125.3 
15.32 
143.27 
5.57 
19.11 
26.33 
6.91 
12.2 
9.48 
13.85 
9.44 
33 



5.56 

9.39 
17.11 

5.33 
16.84 

5.18 
3.7 

7.39 
10.41 

7.68 

4.49 
104.2 

8.58 
12.79 
35.11 
30.15 
41.43 

38.6 

9.65 
16.98 
57.42 
5 

21.46 

52.71 
2.73 

74.47 
9.79 
27,4 
6.68 

14.92 
4.76 

34.06 

40.68 
116.28 
3.85 
182.81 
4.38 
9.43 

219.9 
4.94 
6.28 
3.48 
6.83 
7.34 

34.92 

41.54 
200.73 
3.77 
148.48 
6.02 
251.22 

14.46 
88.6 
19.6 

124.01 
2.12 

15.64 

13.95 
1.61 
8.07 
8.01 
S.51 
3.18 
28 



9.72 
11.06 
33.33 

7.08 
19.22 
10.83 

5.52 
14.47 
10.14 

8.85 

8.39 
117.42 

6.75 
15.19 
34. 53 
38.09 
47.33 
31.39 
15.28 
15.61 

68.6 

7.29 
26.03 
'40.29 

6.11 
133.88 
22.43 
24.75 

7.02 

4.58 

6.02 
43.14 
48.09 
142.66 

5. 14 
167. 16 

5.33 
14.03 
195.88 

3.89 
13. 12 

5.71 
12.83 

8.98 
41.03 
45.17 
185.27 

4.89 
131.74 

8.n 
436.52 

6. 17 
105.91 
21.67 
152.19 

1.78 
11.16 
42.68 

2.95 

9.45 

5.85 

9,57 

4.26 
28.56 



5.44 
5.84 
14.76 
6.53 
7.85 
6.87 
3.78 
8.67 
12.14 
7.76 
4.08 
86.95 
5.1 
13.44 
31.67 
28.84 
36.34 
22.36 
6.53 
9. 98 
45.01 
7.22 
23.3 
50.42 
3.89 
40.79 
11.52 
21.12 
5.2 
15.77 
3.48 
43.39 
29.95 
101.82 
3.55 
156.31 
2.81 
10.83 
170.13 
4.8 
6.04 
4.79 
7.05 
7.31 
37.86 
33.58 
186.23 
3.62 
105.73 
5.56 
235.01 
13.03 
83.66 
16.26 
92.15 
1.55 
12.49 
22.54 
2.09 
9.48 
4.51 
6.43 
4.12 
22.27 



13.34 
18.15 
55.6 
6.22 
10.17 
7.18 
2.59 
8.21 
5.01 
6.45 
7.97 
136.93 
5.71 
14.58 
43.31 
47.96 
22.23 
22.46 
4.68 
14.66 
97,45 
6.27 
20.6 
21,72 
3.41 
39.01 
5.79 
50.02 
5.63 
9. 39 
3.63 
19.29 
59.7 
88.75 
4.53 
125.23 
4.32 
8.93 
146.86 
3.72 
6.05 
4.48 
7.81 
7.51 
2t68 
38.88 
111.76 
4.56 
90.14 
4.8 
231.23 
9.13 
90.52 
13.74 
153.7 
2.01 
9.7 
9.98 
1.24 
11.48 
7.52 
4.84 
4.98 
30. OS 
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PLACEIOnnS 
PLACEI01U32 
PLACE1011S40 
PLACEt011353 

IPLACEiovmo 

PLACE10n364 
PLACEIOimS 
PLAC£)011371 
PLACE101U75 
PLACE10113U 
PUCEI0in99 
PLACE101140fi 
PLACEI011407 
PLACEI01141S 
PUCE101U33 
PLACEt0n440 
PLACE10n452 
PLACE10n465 
PLACE1011472 
PLACE10I1477 
PLACE10n478 

PLACE10n498 
PLACEIOIISOt 
PUU£10t1S03 
PUCEf011509 
PUCE1011$I4 
PIACE1011SIS 
PLACEIOIISZO 
PLACE101t$38 
PLACE1011555 
PLACE)Q11561 
PUCEI0115S3 
PLACE101t567 
PLACEIOIISCi 
PUGE10n576 
PLACE10115B6 
PLACE1011i35 
PIACE1011S41 
PLACE10T1642 
PLACE10nf43 
PLACE101164S 
PLACEIOIIMS 
PIACE101ISSO 
PUCE101IS61 
PLACEt0t1IS4 4(93 
PLACE101U72 
PLACEIOIIfrS 
PIACE1011S82 
PLACEIOIUOt 
PUCE10t1719 2115, 
PLACEI01172S 
PUCEI01I729 
PLACEI011741 
PLACE1011749 
PUCE1011757 
PUCE}0n7S2 
PUCE101177S 
PUCE101I7I3 
PLACE101179S 
PUCE1011I10 
PLACEI011824 
PLACE101182S 
PUCE1011I35 



67.49 
37.9 
S.8C 
13.08 
7.09 
38.2 
58.47 
8.03 
7.04 
164.83 
13.53 
24. 3S 
11.96 
45.6 
12.4 
22.91 
21.99 
8.S9 
12.35 
8.89 
147.8 
8.86 
11.88 
5.51 
8.38 
8.79 
39.38 
2.25 
56.28 
3.92 
5.04 
40.83 
10.59 
9.99 
17.38 
9.4 
11.29 
30.93 
17.21 
14.04 
21.88 
50.88 
101.51 
21.23 
38.54 
7 

14.58 
27.27 
31.95 
240.54 

1 

14.63 
17.92 
19.11 
198.63 
5L97 
112.55 
14.17 
34.3 
26.88 
6.48 
86.62 
47.11 
12.82 



68.67 
32.99 

4.22 

9.45 

6.29 
48 
40.06 
11.65 

6.27 
196.07 
14.93 
18.36 

8.15 
33.74 

6.05 
21.43 
27.18 

10.4 
11.03 

4.15 
127.45 

4.94 
13.27 
5 

7. 18 
8.78 
42.6 
2.2 
54.22 
2.87 
5.38 
32.97 
8.43 
5.72 
15.57 
4.88 
10.02 
17.84 
13.31 
9.07 
15.91 
55.98 
209. 33 
16.3 
29.6 
3704.8 
19.19 
28.5 
30.83 
285.47 
1324.5 
11.44 
1L45 
16.45 
245.38 
64.31 
118.81 
14.57 
38.67 
17.86 
L52 
55.93 
53.31 
11.42 



0» 



34.36 
20.69 
8. 
9.31 

7 

46.69 
43.45 
15 
10.93 
182.53 
12.77 
25.14 
11 
47.01 
13.11 
16.88 
21.9 
8.63 
8.39 
8.42f 
151.17 
8.71 
11.87 
4.76 
8.72 
6 

35.59 
3.02 
44.97 
3.99 
4.18 
31.05 
8.89 
8.85 
12.39 
4.15 
9.62 
23. 55 
15.5 
8.81 
14.62 
42.92 
140.08 
17.27 
21.98 
3103.3 
17.05 
23.64 
21.79 
223.19 
1826.8 
8.67 
10.82 
8.97 
186.1 
51.13 
84.99 
14.58 
23.05 
14.49 
3.35 
50.79 
45.03 
11.32 



32.79 
24.89 
7.42 
4.05 
5.01 
18.82 
30.4 
3.37 
2.06 
143.65 
5.31 
17.24 
4.39 
28.72 
5.89 
17.18 
7.47 
4.43 
5.76 
3.82 
98.43 
5.63 
5.42 
1.97 
3.16 
2.87 
29.05 
1.85 
80.14 
1.41 
1.71 
28.42 
4.39 
4.85 
8.98 
2.79 
8.88 
13.98 
11.83 
4.73 
9.69 
29.54 
111.98 
6.34 
17.54 
1925.9 
4.82 
11.76 
24.47 
186.79 
1953.8 
4.74 
5.48 
6.48 
98.37 
22.6 
68.65 
9.09 
14.78 
8.41 
2. S3 
29.92 
28.52 
5.55 



55.55 

22.84 
3.33 
S.07 
4.64 

32.17 

25.78 
4.12 
3.1 

164.65 
8.23 

17. 93 
4.52 

27.55 
9.23 
6.85 
5.58 
3.74 
5.83 
3.1 
129.14 
3.6 
7.11 
2.88 
3.42 
3.22 

24.04 
1.39 

59.13 
2.25 
1.41 

20.97 
3.31 
2.48 

14.17 
3.81 
3.58 

14.55 
10.3 
3.8 
7.73 

24.58 
127.38 
7.58 

11.85 
2485.7 

11.54 
7.61 

12.69 
250. 35 
1265.9 
6.3 
6.85 
6.39 
139.73 

27.43 
83.7 
8.23 

12.16 
7.89 
2.07 

21.68 

34.47 
7.84 



25.52 
17.06 
10.93 
3.21 
2.08 
16.48 
22.53 
3.15 
2 

123.82 
5.03 

13.01 
4.88 

25.25 
4.52 
6.34 
8.33 
3.81 
4.74 
2.49 

92.91 
3.44 
5.44 
1.92 
2.41 
3.57 

21.59 
0.92 

48.88 
0.89 
M2 

80.97 
1.28 
0.94 
5.41 
3.52 
5.49 
6.78 
8.13 
2.98 
4.5 

20.05 

81.19 
5.35 

15.02 
2690.1 
6.52 

13.02 
9. 16 
199.96 
1000.2 
2.04 
3.57 
4.13 
93. S 

20.99 

57.21 
7,54 

17.09 
4.41 
0.8 

12.01 

24.16 
4.84 



26.06 
26.8 
4.69 
9.83 
4.25 
29.76 
35.29 
3.67 
1.72 



15.66 
25.99 
3.22 
8.83 
9.92 
23.08 
36.44 
7.88 
3.77 



185.62 179.87 
14.49 12.53 



14.05 
4.7 

33.12 
4.03 
4.22 
1.98 
3.27 
4.12 
5.88 

97.94 
4.78 
7.49 
1.53 
3.54 
3.54 

28.05 
2.22 

37.37 
1.83 
2.42 

15.08 
2.74 
3.39 
4.61 
4.89 
4.18 
13.1 

12.16 
2.08 

12.37 

12.83 

33.86 

13.14 
29.9 



16.63 
7.06 

24.14 
8.39 
2.79 
2.55 
3.42 
4.08 
5.38 

88.28 
2.82 
6.76 
1.09 
1.96 
1.88 

21.32 
1.19 

33.83 
0.52 
1.58 

18.08 
2.46 
1.71 
3.24 
6.65 
5.75 

10.06 
8.31 
3.09 
9.92 

13.88 
36.5 
9.77 

27.07 



3091.7 3779.5 



8.71 
10.47 
19.28 
147.11 
1428.8 
9.22 
9.59 
6.03 



6.37 
6.83 
16.69 
130.97 
860.26 
9.94 
6.92 
4.62 



148.64 108.95 
59.9 47.96 



113.37 
9.58 
15.47 
13.16 
3.19 
21.62 
61.42 
7.39 



92.71 
8.U 

21.92 
9.37 
3.06 

24.56 

44.87 
9.98 



23.25 
39.36 
3.76 
10.17 
6.13 
23.29 
44.51 
4.18 
5.21 
160. 52 
13.08 
13.24 
4.99 
29.88 
4.28 
3.13 
3.78 
2.9 
4.53 
7.03 
87.85 
3.91 
8.34 
0.83 
1.63 
2.46 
28.44 
1.28 
31.08 
1.52 
2.13 
18.45 
2.05 
1.08 
6.59 
7.51 
5.57 
a 82 
8.02 
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Table 491 



PLACEIOIOm 
PLACE1010891 
PLACE1010886 
PLACE1010900 
PLACE10U)»6 
PLACE1010917 
PLACE1010924 
PLACE101092S 
PUCE101092S 
PIACE1010942 
PLACE1 010941 
PUCE10I0944 
PLACE1010947 
PLACE10I09S4 
PLACE10109SO 
PLACE101096S 
PLAC£101096a 
PU(X101097< 
PUCE1010982 
PUC£10t0990 
PLACE1011017 
PLACEIOnOU 
PLACE10n028 
PUCE10110a2 
PUCE1011041 
PLACE101104S 
PUCE10nO4S 
PLACE10110S4 
PLACE10110SS 
PLAC£t0110S7 
PLACE10nOS9 
PLACEIOnOSS 
PLACE1011087 
PUCEIOnOM 
PLACE10I1109 
PLACEIOIIIM 
PLACE1011116 
PLACEIOni 
PLACEIOni 
PLACE10in34 
PLACE1011143 
PUCET011146 
PLACE1011160 
PUCE1011165 
PLACE10111SI 
PUCEIOniSS 
PUCEIDinSfi 
PUCEIOIUOS 
PLACEIOIUM 
PUCE1011219 
PLACE10n221 
PUCE10n22l 
PUCE1011231 
PLACE101I23S 
PUCE1011247 
PLACE10I12» 
PUCE1011Z7S 
PUCE1011278 
PLACEIOIUBfl 
PUCE101129T 
PLAfiE101129l 
PLACE1011310 
PUCE1011311 
PUCE1011321 



122 
133 



17.08 
27.43 
13.62 
86.6 
104.52 
14.21 
S.88 
4.94 
13.94 
207.77 
31.5 
83.2 
33.78 
10.33 
15.62 
13.17 
18.41 
57.65 
21.44 
327.98 
100.16 
13.37 
17.67 
5.5 
11.32 
30.68 
10.75 
23.11 
5.67 
10.04 
19.4 
9.28 
26.84 
10.52 
43.09 
17.98 
30.03 
5.9 
6.47 
5.48 
4.76 
10.48 
7.71 
21.99 
5.25 
60.3 
25.07 
10.27 
7.39 
7.03 
10.63 
13.76 
34.58 
13.02 
S71.8 
4.49 
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21.08 
8.78 
3.27 
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49. S7 
12.85 
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13.54 
30.32 
18.23 
75.65 
71.53 
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2.7 
4.55 
11.16 
196.21 

2S.2 
92.75 
22.26 

11.3 
30.44 
14.34 
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26.06 
S44.55 
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8.64 
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11.72 
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Table 490 



PUCEt010SS4 
FLACE10103S8 

PLASioioara 

PUCE1010a83 
PLACEIOUUS 
PLACE1010389 
PLACE1010401 
PLACEIOKMIO 
PLACE1010418 
PLACE101(M25 
PLACE101(M43 
PLACE1010445 
PLACEIOKMSI 
PLACE10104S2 

PLACE10t0492 
PLACEIOIOSOa 
PUCE1010S18 
PLACE1010522 
PUUZ1010529 
PLACE1010547 
PLACEIOIOSfiO 
PUCE1010SS2 
PLACE10I0S7I 
PUUX1010S8Q 
PUCEIOIOSSfl 
PLACE101O6D8 
PLACEIOIOfilfi 
PLACE1010622 



11.29 
10.78 
30.2 
18.56 
2.48 
8.48 
3.24 
22.91 
18.78 
10.58 
12.48 
3S.17 
SO. 4 
127.4 
71.28 
20.32 
11.2 
1.76 
8.32 
13.09 
36.79 
10.15 
4.79 
74.54 
90.79 
29.35 
31.76 
16.30 
108 

PLACE1010624I292.79 



PUU£101062I 
PLACE1010628 
PUUX101063Q 
PLACE1010631 
PUCE1010651 
PLACEtOIOSII 
PUGE1010662 
PUCEI010668 
PUCE1010702 
PLACE1010709 
PUCE101071S 
PLACE1010714 
PLACE1010716 
PLACE1010717 
PUCE1O10720 
PUCE1010739 
PUCE1010743 
PLACE1010752 
PLACE1010761 
PLACE101077I 
PLACE1010784 
PUCE1010788 
PLACE1010789 
PLACE1010800 
PUCE1010802 
PLACEIOIOOtI 
PLACE1010813 
PUCE1010827 
PLACE10I0833 
PtACEIOIOUO 
PUCE 1010856 
PLACE1010857 
PUCE1010870 
iPUCEIOIOSn 



48.06 

1103 
1162 
22.99 
8 

13.76 
2168 
37.33 

12.3 
7165 
80.41 
14.85 
1107 
1127 
27.49 
32.05 
44.76 
2113 
1113 
2191 
9145 
1119 
46.25 
13,97 
13.35 

219 
1121 
1179 

118 
24.14 
1147 
32.67 

183 
26.07 



7.43 

161 
2161 
1115 

1.73 

7.51 

1 96 
1139 
1101 
1175 
14. 66 

417 
4195 
82.31 

72.3 
2174 
1107 
12.31 

135 
22.15 
34.33 
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67.98 

417 
21 S4 
3137 
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4.75 
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44.83 
17.43 
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1139 
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46.33 
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1186 
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14.65 
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11.29 
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14.8 
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143 
1 14 
11.7 
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21.99 
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133 
4.47 
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4.88 
14.99 
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2142 
12151 
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27.04 
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11.42 
17.05 
1181 
4.54 
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4192 
30 
11 12 
1115 
17.78 
4.29 
27186 
2182 
1138 
117 
21.82 
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1164 
1127 
2166 
7.73 
47.9 
4182 
7.98 
2194 
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Table 489 



PUCE1 009931 

PUCE1 009935 

PLACE1009947 

i>UCE10099fi1 

PLACE1009971 

PLACE100998I 

PLACE1009992 

PLACE1009995 

PIJUZI009997 

PLACEI010002 

PLACE1010011 

PLACE1010013 

PLACEIOtOOtI 

PUCE1010023 

PLACE1010031 

njU£101D039 

PUCE101004S 

FLACE10100S3 

PLACEIOIOm 

PLAC£t0100(9 

PLACE101007Q 

PLACE1O10074 

PUU£101007fi 

PLACC1 010078 

PUCE1010081 

PLACE101008S 

PLACE1010089 

PLACE10I0096 

PLACEI0I010Z 

PLACE1010105 

PUCE1010109 

PLAC£1010130 

PUCE1010132 

PLACE1010134 

PLACE1010139 

PLACE1010148 

PLACE10101SS 

PUCE10101S9 

PUCEI010161 

PLACE1010U1 

FLACE1010194 

PUCE1010202 

?UUZI0f0231 

PUCE1010ZS5 

nACE1fl10237 

PLACE1010ZS1 

PUCE1010ZS1 

PLACE101027Q 

PUGEt01027l 

PLACE1010274 

PUCE1010277 

PLACEt010293 

PLACE1010M7 

PLACE1010300 

PLACEt01031Q 

PUCEf010321 

PUCE1010324 

PUCE101032I 

PUCEIOIOUO 

PLACE10103SS 

iUCE1010S41 

PUCE1010U2 

PUCEI01034S 

PUCE1010U2 



29.02 
9.96 
6.29 
7.85 
7.79 
20. 3S 
12.32 
21.27 
23.76 
14.56 
15.51 
6.16 
15.95 
27.49 
20.87 
20.5 
11.17 
7.04 
18.9 
10.06 
8.15 
63.56 
60.58 
13.76 
27.34 
7.1 
11.95 
14.85 
22.29 
18.16 
19.44 
6.82 
20.18 
10. 35 
74.68 
10.48 
9.79 
32.59 

8. a 

8.66 
8.57 
8.39 
12.97 
12.62 
S.04 
9.48 
8.28 
7.63 
8.97 
20.97 
15.29 
16.94 
38.08 
21.55 
323.02 
10.7 
6.25 
14.25 
11.26 
27.7 
6.44 
2.35 
10.42 
13.25 



24.07 
7.44 
6.77 
10.21 
7.18 
18.31 
8.01 
22.11 
8.01 
6.35 
14.11 
5.13 
20.29 
31.11 
15.58 
6.62 
9.8 
5.22 
18.89 
6.9 
7.09 
56.74 
44.35 
11.23 
19.16 
7.48 
9.55 
29.75 
34.08 
20. 35 
22.57 
6. 56 
25. 39 
11.42 
88.11 
7.43 
7.58 
25.08 
13.1$ 
8.08 
7.48 
6.78 
10.31 
15 
3.77 
4.47 
6.41 
8.07 
10.55 
18.72 
14.99 
20.61 
33.94 
15.58 
293. 14 
10.58 
5.69 
11.37 
14.21 

52. y 

4.91 
2. 93 
6.88 
8.57 



26.54 
9.7 
9.33 
16.93 
1Q.26t 
15.25 
11.62 
27.33 
15.66 
12.19 
17.86 
12.68 
19.12 
21.32 
32.54 
10. 22 
13.16 
9.04 
15.21 
13.6j 
9.72 
39.11 
55.45 
14. 35 
21. n 
5.64 
9.57 
16.35 
23.15 
15.99 
15.73 
4.7 
20.56 
9.66 
79.85 
9.71 
7.63 
24.61 
10.89 
6.51 
6.67 
12.45 
14.49 
11.24 
4.4 
6.29 
4.7 
6.36 
5.7 
29.56 
14.3 
17.07 
34.95 
11.87 
231.29 
7.81 
6.54 
11.93 
10.49 
39.23 
4.72 
2.85 
7.23 
9.24 



12.24 
2.78 
4.25 
5.24 
3.38 
6.6 
6.39 
13.99 
6.79 
4.66 
6.19 
2.37 
7.11 
17.41 
10.16 
3.99 
5.75 
6.47 
7.4 
5.33 
2.34 
24.21 
21.22 
6.65 
12.55 
1.97 
5.5 
5.81 
9.26 
6.52 
8.29 
3.25 
20.18 
6.05 
37.26 
13.14 
3.3 
14.7 
5.15 
2.62 
3.93 
8.31 
7.96 
4.59 
2.18 
5.09 
3.42 
3.29 
2.72 
10.88 
8.87 
9.41 
17.91 
9.15 
170.36 
4.96 
2.88 
5.93 
11.64 
18.39 
2 

2. 16 
4.08 
6.56 



15.5 
11.02 
4.43 
6.64 
7.18 
11.54 
8 

19.4 
12.9 
8.08 
7.34 
2.99 
14.51 
29.7 
16.34 
6.51 
8.43 
4.19 
8.59 
6.93 
9.93 
42.72 
23.2 
10.2 
15.05 
2.64 
5.81 
14.35 
16.03 
12.73 
8.94 
3.39 
19.1 
6.05 
51.16 
7.54 
5.89 
18.09 
8.21 
6.54 
4.98 
10.9 
15.61 
11.54 
2.97 
4.79 
2.86 
6.44 
5.68 
16.29 
13.93 
11.63 
31.69 
8.78 
221. 
7.93 
4.51 
10.64 
10.18 
9.7 
3.7 
1.61 
5.74 
7.K 



14.51 
5.42 
3.14 
4.49 
3.34 
11.1 
6.72 

11.61 
5.63 
5.35 
6.29 
1.56 
9.31 

20.44 
7.15 
3.25 
6 

2.39 
8.37 
4.79 
4.09 
26.72 
19.4 
8.63 
11.39 
2.62 
4.38 
9.63 
13.51 
7.8 
12.84 
2. 18 
12.29 
5.55 
43.94 
4.86 
2.96 
11.09 
6.03 
5.02 
3.84 
5.79 
7-14 
4.53 
^25 
10.14 
2.61 
3.19 
3.04 
14.38 
8.53 
8.24 
15.63 
7.88 
136.69 
6.91 
2.6 
4.89 
7.63 
13.5 
1.35 
1.84 
2.77 
3.39 



9. 57 

14. 95 
2.04 
4.58 
3.67 
7.87 
5.24 
8.12 

10.63 
5.32 
9.9 
3.53 
5.22 

16.49 
9.85 
2.91 
5.11 
2.32 

12.03 
2.86 
3.65 

25.32 

13.41 
4.38 

11.73 
1.69 
4.84 
7.28 
7.63 
4.02 

10.96 
3.26 

12.71 
6.72 

15.68 
3.27 
2.11 
7.29 
4.47 
3.74 
2.88 
3.56 
8.93 
6.11 
L72 
3.78 
4.52 
3.88 
2.78 
8.73 

11.24 
17.5 
31.8 
3.82 
214.56 
5.6 
4.43 
9.64 
12 

16.61 
4.14 

I. 14 
5.84 

II. 5 



9.79 
3. 43 
2.93 
6.45 
4.69 
5.59 
5.76 
16.7 
9.44 

14.28 
6.46 
4. 24 
8.04 
7.28 
8.36 
6. 23 
5.8 
2.12 

13.21 
4.42 
3.87 

15.29 

12.75 
4.87 
7.47 
2.61 
2.48 
8.67 
9.06 
4.82 

10.43 
3. 47 

11.47 
4.12 

28.17 
4.13 

r26 

10. S8 
3.81 
4.12 
2.08 
3.42 
9.42 
5.14 
0.84 
5.92 
5.73 
4.95 
2.04 
5.73 
4.25 
8.1 
20.1 
5.36 
235. 35 
6.6 
3.34 
9.84 
7.94 

15.38 
2.93 
1.19 
6.92 

13.76 



10.08 
6.35 
4.01 
5 

3.08 

13.47 
6.38 

12.66 
8.19 
7.75 

10.43 
2.98 
6.15 
6. 33 

10.28 
3.6 
5.51 
1.16 

10.77 
3.79 
2.87 

17. 22 

17.59 
4.45 

11.77 
1.96 
4.43 
5.49 
7.61 
4.1 

10.44 
3.87 
12.5 
2.88 
18.6 
7.68 
2.53 

14.48 
5.48 
2.93 
2.37 
2.04 
8.37 
4.78 
1.32 
3.88 
4.64 
3.8 
3.83 
6.16 
6.68 

13.23 

25.32 
5.08 
207.22 
6.56 
2.72 
9.32 

17.86 

28.61 
4.21 
0.83 
5.88 

14.05 
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PLACE1009I94 
PUCE1009907 
PUCE100N13 
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PUCE1009IM 
PUCE10096M 
PLAC£100990I 
PLACE1009919 
PLACE100992I 
PLACE10Q9923 
PLACE1009924 
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13.59 
5*93 
11.43 
7. 58 
18.34 
25.38 
12.3 
8.83 
37.43 
12 
12.67 
7.91 
11.99 
7.82 
22.09 
13.53 
9.86 
12.95 
13.3 
18.08 
24.28 
8.31 
19.52 
19.98 
17.2 
8.31 
18.02 
16.93 
23.04 
8.56 
14.9 
23.03 
17.62 
13.55 
10.91 
10 
13.41 
15.79 
5.6 
9.43 
8.36 
8.67 
9.51 
16.81 
7.54 
12.62 
7.96 
8.71 
15.7 
5.69 
4.29 
5.97 
21.52 
;.97 
93.23 
8.31 
6.21 
16.61 
10.69 
18.85 
12.5 
37.38 
26.03 
10.23 



11.11 
4.66 
9.62 
7.21 
12.36 
45.76 
11.08 
10.23 
26.63 
5.45 
10.42 

6. a? 

15.44 
9.37 
15.96 
9.49 
9.33 
12.1 
7.18 
14. 97 
22.3 
5.39 
17.07 
10.38 
18 
8.44 
17.88 
9.51 
19.02 
7.93 
6.92 
16.88 
16.71 
12.11 
11.58 
4.03 
10.39 
10.82 
6.57 
10.36 
8.02 
7.59 
12.78 
19.39 
8.76 
18.28 
6.95 
9.98 
11.58 
8.07 
6.11 
7.92 
19. 6S 
496.72 
95.23 
6.4 
5.71 
15.12 
13.22 
20.8 
11.43 
53. 14 
18.67 
25.64 



12.8 
4. 85 
8.39 
7.63 
9; 71 
31.03 
8.3 
7.02 
27.99 
5.7 
6.26 
6.72 
10.67 
5.59 
12.31 
9.65 
7.56 
8.15 
8.26 
12.54 
15.19 
3.71 
12.01 
8.96 
14.19 
6.06 
15.95 
8.44 
15.23 
7.76 
3.57 
13.87 
15. 38 
8.08 
11.44 
5.32 
7.63 
9.31 
11.06 
12.52 
10.98 
11.34 
18.39 
15.73 
7.16 
13.46 
7.99 
15.31 
19.23 
10.29 
7.54 
9.09 
20.31 
352.07 
121.84 
8.23 
6.04 
18.96 
16.94 
15.18 
13.89 
35.03 
21.48 
14.3 



10.3 
3.04 
5.92 
1.87 
6.88 
26.02 
3.83 
4.34 
14.5 
3.62 
3.72 
5.1 
4.76 
3.8 
9.76 
4.21 
5.13 
7.19 
7.06 
14.73 
12.22 
3.49 
6.69 
' 4.18 
8.35 
5.1 
7.12 
5 

8.31 
3.81 
7.62 
7.6 
8. 59 
5.71 
5,71 
3.93 

11.97 
5.16 
5.5 
8.67 
5.74 
6.59 
7.46 
12.5 
6.98 

16.58 
4.24 
6.91 
8.55 
5.79 
5.25 
4.47 

10.08 
405.22 

37.51 
4.6 
3.1 
7.12 
7.9 

25.14 
6.9 

28.71 
6.94 
6.8S 



9.83 
3.33 
5.81 
3.86 
11.49 
25.63 
6.2 
7.56 
2S.74 
4.51 
5.36 
4.62 
13.77 
7.13 
17.27 
6.31 
7.69 
5.84 
6.26 
10.76 
14.76 
5.52 
8.79 
6.3 
9.63 
6.18 
14.76 
5.84 
9.71 
7.55 
5.31 
11.88 
15.54 
10.66 
8.38 
4.76 
12.63 
6.52 
8.58 
8.77 
17.02 
7.8 
12.57 
15.24 
11.81 
26.84 
6.2 
7.94 
9. 28 
6.81 
6.21 
4.42 
12.87 
548.08 
29.99 
3.94 
4.43 
11.3 
15.1 
44. 25 
11.45 
69.72 
14.99 
14. 35 



6.89 
2.25 
5.8 
2.97 
9.95 

22.82 
5.84 
5.81 

28.63 
6 

5.98 
3.16 
8.59 
3.69 
9.7 
4.13 
4.5 
4.99 
5.41 
9.75 
12. n 
2.24 
3.99 
6.58 
7.56 
4.22 
8.85 
4.46 
5.05 
4.55 
8.34 
8.66 
12.83 
10.87 
5.23 
8.45 
3.57 
4.42 
5.78 
6.91 
9.89 
4.16 
11.15 
13.69 
6.16 
15.97 
9.33 
5.64 
7.81 
9.4 
5.82 
3.88 
8.67 
335.22 
31.46 
4.45 
3.64 
10.4 
13.2 
16.53 
10.84 
45.4 
12.69 
14.92 



8.75 
3.06 
4.63 
2.66 
6.88 

19.07 
3.36 
5. 39 
21 
3.18 
4. 35 
3.16 
5.94 
5.84 
8.26 
5.49 
8.75 
3.45 
3.85 
5.8 

19.19 
4.95 
8.49 
3:83 

19.54 
4.39 
8.46 
4.96 
7.94 
3:93 
6.06 
7.4 
6.76 
8.53 
8.32 
5.57 
6.84 
9.11 
5.45 
8.15 
4.98 
2.63 
4. 36 
4.1 
9.17 
7.94 
6.26 
5.81 
5.76 
3.27 
3.81 
4.36 

13.97 
583. 26 

33.83 
5.4 
3.76 
7.67 
5.89 
6.U 
6.74 
23.4 

21.73 
6.32 



11.15 
2.29 
7.61 
3.37 
5.14 

17.64 
3.71 
6.61 
11.9 
3.69 
10.8 
2.46 
5.33 
2.83 
8.91 
5.78 
3.59 
2.48 
4.9 
5.66 
14 
2.48 
7.24 
5.54 

17.62 
2.55 
6.45 
3. 18 
5.67 
3.27 
5.69 
8.09 
8.01 

10.59 
8.02 
4.18 
3.75 
3.24 
4.8 

10.58 

11.47 
4.89 
9.17 
8.02 
7.21 

.11.57 
4.41 
8.68 

14.83 
3.21 
4.56 
2.37 

16.84 
839.73 

34.28 
6.04 
3.74 

15.82 

21.59 

10.08 
7.53 

36.13 

40. 32 

35.83 



10.89 
1.49 
3.19 
2.46 
3.52 

15.03 
4.06 
6.43 
8.26 
2.67 
3. 66 
2.95 
6.24 
4.48 
7.87 
4.15 
4.85 
3.53 
4.28 
6.75 

13.81 
3.3 
8.2 
4.S5 

14.33 
3.96 

ir83 

4.98 

7.85 
4.29 
7.84 

10.22 
7. 95 
6.01 
8.98 
5.29 
9.58 
6.91 
9.13 
12.7 
4.86 
4.5 
6.85 
6.41 
6.61 

1L51 
4.35 
9.35 
6.88 
4.35 
5.57 
3.86 

16.62 
801.36 

50.76 
6.14 
3.91 
6.68 

11.16 

17.42 
6.61 

28.69 

10.81 
7.94 
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PUCE10084n 
PUCE1Q094S8 
PLACE1000476 



19. S8 
16.24 
7.73 
14.65 
13.25 
7.07 
3.13 
10.8 
3.76 

4.n 

8.82 

2.06 

3.79 
19.41 

9.68 
20.58 

9.2 
63.22 
10.97 

8.3 

7.1 

4.9& 
16.47 
13.26 

9.24 
15.03 
11.31 

6.72 
12.12 
15.11 
26.21 
16. 33 
10.56 
13.22 
19.33 
14.13 
27.31 

9.03 
21.48 
18.86 
19.38 
49.41 

9.89 
11.98 
12.86 

8.34 
14.56 

6.92 
23.17 

8.63 

8.35 
18.28 
16.02 
17.88 
13.78 
16.73 

9.71 
21.73 

7.33 
13.13 

8.33 

9.14 
12.43 

7.n 



15.04 
5.52 
6.12 

13.48 

12.98 
4.44 
3.32 

10.64 
1.41 
3.08 
6.04 
2.51 
3.3 

22.53 
7.46 

20.38 
7.98 

75.58 
9.99 

10.72 
4.33 
7.16 
13.6 
8.46 
9.08 

18.94 



10.58 
18.12 
21.05 
12.69 

9.79 
10.75 
23.87 
24.09 
26.63 
10.62 
34.44 
26.11 

8.53 
26.44 
13.34 
14.82 
13.58 
6.5 
12.99 

5.13 
2^99 

5.09 

5.94 
22.47 
16.68 
10.01 
15.39 

9.41 
6.S 
12.22 
14.79 
14-77 

7.91 

14.6 
1L85 
4.9 



12.13 
7.38 
5.84 
10.43 
4.84 
3.91 
2.46 
11.79 
8.27 
3.94 
9.52 
4.63 
4.62 
16.93 
10.13 
20.82 
10.33 
81.93 
9.32 
9.6i 
5.05 
3.67 
10.85 
18.05 
10. 56 
19.94 
10.08 
9.02 
13.44 
12.65 
18.45 
14.24 
11.19 
11.8 
22.95 
16.64 
32.64 
12.67 
20.99 
25. 51 
11.2 
34.52 
12.22 
14.36 
15.59 
7.11 
17.79 
5.98 
26.45 
6.32 
11.71 
42.99 
15.45 
28.67 
9.8 
10.65 
9.08 
10.01 
8.94 
17.33 
9.2 
11.32 
9.11 
5.38 



4.18 
4.49 
2.96 
5.14 

^.45 
3.08 
1.43 
9.97 
1.39 
1.85 
3.29 
1.04 
1.78 

15.31 
4.56 

12.02 
4.26 

64.69 
7.26 
5.36 
4.77 
5.5 
8.16 
9.61 
5.69 
9.19 
9.16 
5.97 
7.25 

13.74 

14.71 
9.34 
7.65 
7.38 

10.45 

11.71 

10.81 
7.18 
9.29 
7.08 
5.1 

26.24 
3. 57 
7.73 
6.43 
3.99 
6.9 
3.02 

20.27 
3.35 
3.65 
8.1 
5.65 
4.73 
5.82 

12.79 
4.75 
6.12 
2.98 
7.8 
3.33 
7.7 
L4 
3 



13.75 
6.52 
5.21 
6.75 
4.62 
5.06 

I. 88 
10.93 

2.64 
3.67 
4.82 
3.38 
8.12 
14.46 
10.58 
12.73 
8.7 
72.29 
14.47 
7.81 
6.82 
7.31 
11.25 
8.47 
8.31 
13.17 
8.65 
6.75 
11.43 
20.86 
13.12 
9.66 
14.06 
9.71 
11.73 
10.57 
26.12 
9.87 
20.22 
18.04 
7.71 
34.87 
6.53 
14.05 
10.45 
9.88 
13.74 

II. 18 
18.4 
3.66 
4.61 

17.38 
12.56 

a. 84 

8.24 
8.15 
4.94 
7.87 
3.24 
10.32 
5.72 
8.3 
5.98 
3.07 



5. 17 
4.37 
1.59 
4.89 
4.47 
1.59 
1.44 
10.07 

I. 03 
1.57 
2.76 
1.38 
1.71 

12.87 
6.42 
10.86 
11 

69.99 
8.52 
7.04 
3.04 
3.03 

17.03 
7.77 
5. 53 

10.27 
7.93 
3.86 
5.16 

II. 26 
9.63 
8.31 
8. 19 
7.53 

10.18 

10.58 

18.34 
8.71 
19.2 
9.4 
6.09 

27.55 
4.13 
5.85 
5.86 
4.55 

10.92 
4.73 

17.42 
2.95 
3.52 

17.02 
7.13 
16.4 
5.55 
6 

4.28 
5.95 
2.54 
8.01 
4.79 
7.82 
4.76 
3.32 



6.22 
6.49 
3.04 
11.51 
6.01 
3.53 
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PLACE1007S07 
PLACEIOOrSII 
PUCE1 007513 
PLACE10075Z4 
PLACE1007S25 
PLACE1007S37 
PUCE1007544 
PLACE1007S47 
PLACE1007SS7 
PUCE1007S60 
PLACE10075S5 
PUCE1007580 
PLACE10075S9 
PUCE1007S91 
PUCE1007$98 
PLACE1007610 
PUCEt007618 
PLACE1007I21 
PLACE1007fi26 
PLACE1007S32 
PLACE1007t3S 
PLACE100784S 
PLACE1 007149 
PUCE1007S59 
PLACE10078€9 
PLACE1007€n 
PUCE1007itf 
PLACE1007690 
PLACEI0O7897 
PLACE1007702 
PLACE1007706 
PLACE100n25 
PLACE1007729 
PUU£1007730 
PLACE1007737 
PUCE1Q07743 
PLACE100774I 
PUCE1007753 
PUCE10077t9 
PLACEIOOnU 
PLACEIOOmi 
PLACE1007I07 
PLACE1007aiQ 
PUCE10078I4 
PUCEI007S28 
PLACE1007829 
PUCE1007M1 
PLACE1007842 
PUU£1007S43 
PLACE1007S4S 
PLACE1007I4S 
PUCE100784S 
PLACE10078S2 
PUCE10078S8 
PUCE1Q07888 108. 
PLACE1 007871 
PLACE10078n 
PLACE1007878 
PUCE1007881 
PUCE1007885 
PLACE1007897 
PLACE1007908 
PLACE1007922 
PLACE1007946 



16.63 
13.25 

4. S3 
49.4 
7.48 
8.42 
5. 87 

16. S2 
22.7 
25.9 
3.88 
4.59 
3.85 

5. S3 
9.88 
3.93 
4.85 

20.28 
35.43 
8. 18 
17.84 
29.46 
5.43 
23.48 
17.27 
15.06 
30.37 
16.29 
7.22 
9.68 
14.91 
15.22 
9.62 
14.54 
26. 23 
15.62 
42.92 
14.39 
10.21 
5.74 
7.33 
10.4 
21.71 
23.92 
9.64 
21.86 
12.3 
7.29 
8.16 
14.45 
9. 52 
10.96 
38.45 
19.55 
06 
46.64 
11.11 
37.18 
7.08 
13.54 
9.52 
27.14 
13.27 
8.9 



14.22 
11.24 
2.47 
41.73 
5.19 
7.3 
4.7 
13.81 
26.33 
29.34 
2.26 
3.09 
2.11 
6.81 
9.28 
7.09 
4.13 
8.69 
28.05 
6.61 
21.72 
44. 32 
7.86 
33.01 
10.25 
16.35 
21.3 
14.9 
8.07 
16.27 
16.84 
10.08 
8.04 
9. 51 
17.29 
16.04 
48.93 
18.43 
11.59 
2.24 
7.57 
6.68 
5.64 
18.73 
11.73 
26.65 
14.26 
10. 66 
7.8 
11.07 
9.87 
7.82 
42. 72 
23.44 
120.7 
38.13 
8.45 
35.47 
8.99 
9.97 
10.47 
31.91 
17.29 
7.88 



12.4 
10.12 
3.69 
37.58 
4.?3t 
9.61 
5.81 
13.32 
16.93 
29.57 
3.15 
5.83 
3.18 
10.65 
9 

11.32 

5.18 
15.56 
45.42 

8.24 
22.91 
50.79 

6.71 
29.15 
11.99 
15.01 
31.84 
13.94 

8.65 
14.18 

14 
11.32 

8.37 
13.82 
21.46 
17.86 
37.39 
15.85 
12.77 

6.02 
11.32 

8. 59 
13.76 
27.74 
14. 79 
22.58 
16.38 
10. 16 

8.23 
14.52 

9.08 
17.21 
20.94 

22 
80.75 
36.79 
11.03 

41.1 

9.43 
15.34 
10.76 
21.03 
11.92 

9.69 



6.49 
3.93 
3.11 
21.38 
2.29 
4.91 
1.28 
8.64 
8.14 
9.23 
1.89 
2.2 

I. 84 
2.9 

2.96 
4.32 
3.66 
6.24 
25.74 
5.02 
16.26 
23.79 
4.51 
18.02 
6.18 
8.53 
9.3 
8.07 
7.42 
8.71 
10. 72 
8.01 
6.72 
11.08 
12. 32 
8.71 
28.78 
13.55 

II. 76 
2.59 
6. 64 
5.19 
5.45 

15.47 
8.65 

10.61 
8. 52 
4. 04 
4.71 
8.03 
6.82 
7.21 

14.02 

13.38 
100.84 

13.91 
7.02 

20.44 
6.21 
8.52 
6.15 

11.57 
8.58 
3.7 



10.52 
3. 98 

I. 64 
27.05 

4.06 
5.72 
3.36 
13.2 
13.6 
13.41 
4.77 
6.97 
4.14 
4.26 
15.1 
11.34 
4.39 
12.9 
50.46 
13. 18 
21.82 
28.69 
9.04 
23.66 
6.01 
7,7 
9.6 
9.45 
10.69 
1L06 
14.81 
8,72 
6.7 
11.03 
15.98 
10.59 
37.1 
30.64 
15.29 
3.98 
9.26 
10.28 

II. 67 
17.03 
13.95 
17.88 
14.37 

8.15 

8.29 
11 

5.35 

6.58 
16.83 
19.15 
136.45 
18.93 

6.84 
30.52 

6.72 
12.53 

8.22 
16.17 
15.72 

5.72 



5.63 
2.6 
1.97 

16.04 
1.12 
3.83 
2.37 
6.38 
7.83 

19.28 
2.57 

I. 42 
4.12 
2.95 
3.88 
3.52 
5.01 
7. 98 

26.54 
12.74 
12.51 
29.97 
3.18 
14.9 
5.07 
12.44 
6.97 
10.99 
12.34 
12.61 
6.93 
6.5 
9.05 
10.92 
9.58 
7.11 
35.26 
24.37 
7.33 
3.4 
5.56 
4.84 
20.68 
13.06 
8.98 
12.23 
8.97 
4.63 
4.31 
7.42 
6.86 
4.31 
14.13 
12.06 
101.33 

II. 35 
8.93 

24.13 
5.42 

23.99 
8.75 

12.14 

l^01 
2.73 



19.33 
3.01 
3.06 
48.44 
3.74 
6.57 
4.39 
11.36 
24.98 
21.02 
1.98 
1.87 
2.02 
4.34 
2.92 
4.35 
3.62 
10.43 
38.37 
5.22 
7.83 
18.24 
4.73 
25 
11.02 
11.15 
5.43 
5. 55 
4.08 
5.79 
5.13 
4.92 
5.49 
7.95 
13.89 
6.26 
16.78 
6.15 
6.11 
2.92 
5.87 
5.47 
5.7? 
6.08 
3.79 
16.05 
13.64 
12.33 
4.49 
8.69 
5.9 
3.05 
8.86 
12.86 
115.22 
19.19 
6.39 
17.29 
3.38 
7,37 
3.33 
8.02 
8.76 
4.49 



11.77 
2.43 
2.87 
42.69 
3.09 
5.7 
1.96 
9.38 
15.24 
29.63 
2.22 
5.45 
2.49 
4.95 
7.29 
8.81 
3.18 
10.06 
49.51 
7.37 
15.31 
19. 23 
2.18 
27.47 
11.92 
10.52 
7.59 
8.43 
7.67 
7.15 
7.31 
7.04 
8.22 
12.03 
16.95 
11.61 
10.7 
10.27 
7,79 
4.75 
21.8 
15.67 
5.81 
14.46 
6.99 
20.8 
10.06 
6.69 
6.71 
6.18 
8.42 
6.37 
9.78 
10.77 
114.23 
30.79 
7.32 
22.96 
3.24 
7.85 
3.79 
9.92 
6.61 
7.73 



17.21 
4.23 
2.04 

43.18 
4.25 
5.93 
2.74 
8.52 

20.74 

20,17 
2.43 

I. 54 
2.5 

5.37 
5.52 
6.31 
4.04 
8.81 
35.74 
5.53 
12.34 
26.32 
2.74 
23.31 
11.97 
8.59 
4.3 
7.59 
5.35 
7.48 
8.61 
8.09 
6.25 
8.17 
16.37 
4.77 
15.4 
7.82 
6.57 
4.26 
5.42 
6,17 
5.21 
7.51 
9.71 
14.7 
9.74 
8.73 
2.94 
6.07 
7.28 
4.05 
9.37 

II, 27 
135.63 

21.75 
5.13 

22.69 
2.37 
5.04 
2.57 
9.32 
5.69 
5.93 
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PUCE10Q7045 
PLACE1007048 
007053 
PUCE100706S 
PUCE1007070 
PLACE100707{ 
PLAttl007077 
PLAai0070l1 
PLACE1007082 
PUCE1007092 
PLACElOOrOOf 
PLACE1007097 
PLACE1007099 
PLACEt00710S 
PLACE1007l0a 
PLAai007111 
PUCE1007I12 
PLACE1007U0 
PLACE10fl7f32 
PUCE1007140 
PUCC100714S 
PUCE1007Ii9 
PUCE1007178 
PLACE1007tlO 
PLAC£i007201 
PUCE1007202 
PaCE100722S 
PLACE1007238 
PLACE1007239 
PLACE1007242 
PLACE1007741 
PUCE1007247 
PLACE10072S7 
PLACE1007274 
PLACEI007278 
PLACE1007282 
PLACE1007288 
PLACEI007286 
PLACEI007301 
PUCE1007S14 
PUCEIOOTaU 
PLACE1007328 
PUCE1007I38 
PLACE1007S42 
PUCE10fl7S4S 
PtjU£1007148 
PLACE10073$9 
PUCE10073S7 
PUCE1007375 
PLACE1007S77 
PLACE1007I88 
PUCE1007S92 
PUCE1007402 
PUCE1007409 
PLACE1007418 
PUCE100742Q 
PLACE1007431 
PUC£100745fl 
PLACE10074S2 
PLACE1007484 
PUCE1007480 
PUCE1007478 
PUCE1007484 
PUUS1007488 



IS. 78 
19.3 
9.31 
8.67 
18. 55 
17.03 
7.35 
41.36 
14.74 
9.52 
8.7 
5.03 
14.43 
9.93 
7.87 
24.26 
13.01 
7.28 
11.01 
8.1 
7.85 
21.25 
5.69 
9.72 
11.31 
14.96 
110.77 
53.4 
22.01 
8.39 
51.6 
13.13 
10 
7.6 
4.51 
6.97 
11.57 
16.68 
14.64 
9.78 
8.02 
6.83 
57.3 
41.9 
5.67 
20.6 
41.26 
8.65 
12.55 
6.98 
12.07 
24.21 
16.76 
9.51 
22.54 
14.67 
28.03 
6.82 
14.4 
49.36 
11.52 
12.6 
10.71 
14.59 



21.85 
14.44 
5.29 
4.77 
13.15 
17.73 
10.92 
35.79 
14.27 
6.79 
7.04 
2.47 
9.17 
9.89 
5.2 
33.98 
15.69 
5.04 
5.03 
6.86 
4. 78 
20.42 
6.23 
11.86 
9.93 
8. 93 
93.69 
44.43 
21.57 
6.41 
47.43 
15. 22 
9.05 
6.25 
6.36 
4.05 
9.64 
11.68 
13. 62 
10.14 
7.14 
6.45 
54.81 
26.92 
4.07 
15.07 
41.58 
8.31 
10.83 
4.2 
10. 56 
18.68 
19. 32 
9.82 
28.88 
16.22 
25.88 
6.06 
7.71 
48.08 
10.03 
13.38 
6.45 
14.99 



22.19 
24.23 
12. 35 
10.34 
15.2^ 

24.8 
12.26 
51.18 
12.93 

8.77 
11.33 

6.96 

8.68 
19.72 
13.72 
33.96 
10.39 

7.51 
12. 54 

9.35 
7.3 
20.37 
10.18 
11.22 

8.97 
16.56 
99.41 
54.82 
16.94 

6. 58 
46.65 
14.84 

8.75 

7.n 

6.4 
5.61 
10.32 
9.05 
12.24 
10.9 
6.45 
9.13 
50.58 
32.51 
4.44 
16.53 
38.73 
7.96 
9.7 
6.44 
14.15 
19.13 
15.87 
11.04 
22.62 
16.74 
21.18 
4.68 
4.99 
36.43 
12.45 
10.86 
6.68 
17. 16 



13.09 
9.41 
5.07 
5.02 

11.03 

24.48 
4.54 

37.04 
7.51 
4.99 
3.9 
1.99 
4.57 
4.22 
3 

8.75 
7.41 
3.97 
6.14 
5.74 
2.76 
9.68 
2.7 
5.23 
4.82 
5. 53 
39.5 

32.05 
9.88 
2.97 

38.48 
6.24 
2.44 
4.39 
3.01 
2.64 
4.04 
4.46 
3.61 
5.59 
3. 78 
3.46 

25.62 
26.5 
3.74 
8.68 

21.16 
1.51 
1.39 
4.26 
4.68 

13.92 
8.17 
5.11 

18.84 
8.73 

15.73 
4.06 
5.04 
21.1 
8.16 
4.17 
3.85 
7.24 



30.39 
10.57 
3.06 
4.28 
10.78 
26.32 
5.11 
46.87 
10.12 
5.23 
6.35 
2.48 
6.07 
5.46 
3.64 
19.56 
17. 53 
3.76 
8.23 
3.15 
4.42 
16.47 
4.22 
6.85 
6.82 
5.66 
91.72 
30.06 

9.n 

3.53 
53.48 
10.32 
7.1 
3.79 
2.72 
Ml 
6.1 
6.87 
5.07 
4.99 
5.35 
3.47 
27.62 
30.16 
2.2 
6.27 
26.14 
3.49 
5.63 
4.62 
4.55 
12.02 
8.78 
5.51 
13.11 
9.19 
16.55 
4.16 
6.12 
38.64 
8.35 
8.16 
4 

4.48 



13.83 
11.83 
4.56 
3.54 
10.43 
20.66 
3.6 
29.31 
5.83 
4.04 
2.61 
1.11 
4.14 
3.96 
1.32 
14,7 
7.08 
4.18 
7.16 
5.4 
3.52 
8.01 
2.51 
7.11 
3.46 
4.16 
72.21 
27.04 
7.42 
2.45 
36.76 
8.42 
2.96 
3.63 
2.17 
3.56 
5.17 
6.7 
2.97 
2.5 
2.25 
2.66 
24.63 
25.56 
1.81 
3.82 
23.96 
1.31 

I. 68 
2.93 
5.21 
7.51 
7.34 
7.23 
6.16 
6.79 

II. 3 
1.71 
1.89 

20.65 
4.82 
7.05 
2.5 

5.n 



9.78 
6.91 
5.35 
2.63 
6.96 

16.51 
6.43 

28.18 

13.51 
4.42 
4.31 
1.28 
4.7 
5.83 
1.96 

10.61 
9.51 
4.15 
4.79 
5.1 
3.05 

13.15 
2.33 
6.69 
5. 63 
5.42 

82.39 

24.59 
7.13 
2.7S 

30.03 
5.62 
4.72 
3.01 
2.35 
3.82 
5.17 
3.08 
5.09 
3.88 
2.6 
3.68 

49.58 

24. 13 
1.89 
4.58 

27.05 
3.83 
2.54 
3.59 
6.12 

28183 

11.49 
4.08 
9.22 

10.55 

26.89 
5.66 
4.23 

11.86 
9.8 
7.4 
4.9 
8.08 



12.74 
12.06 
25.19 
5.02 
7.21 
16.83 
5.8 
20.46 
10.86 
5.84 
10.62 
4.01 
5.17 
6.27 
5.82 
6.46 
4.37 
3.12 
4.84 
3.71 
2.29 
12.99 
2.04 
5. 59 
4.72 
6.71 
66.08 
23.68 
6.76 
1.3 
24.3 
3.59 
2.48 
2.85 
3.34 
3.22 
3.51 
3.72 
2.86 
2.16 
5.13 
2.3 
43.5 
20.5 
2.39 
3.48 
27.12 
1.42 
2.85 
4.11 
7.62 
13.55 
10.03 
2.01 
5.36 
5.47 
15.55 
4.38 
8.8 
16.68 
9.12 
4.S9 
L97 
3.67 



10.75 
15.93 
5.41 
2.74 
5.68 
13.48 
5.66 
26.31 
10.42 
7.46 
7.33 
1.45 
7.04 
9.12 
6.69 
7.98 
5.03 
4.45 
3.32 
4.08 
1.7 
9.63 
2.65 
16.1 
7.11 
5.73 
68. 98 
27.03 
5.92 
1.2 
28.99 
3.12 
2.64 
2.82 
6.03 
3.39 
3.72 
1.93 
3.16 
3.2 
4.46 
2.77 
58.48 
25.41 
3.75 
4.29 
33.74 
3.11 
2.14 
3.58 
8.27 
12.42 
10.79 

3.n 

7.49 
7.91 
26.27 
4.35 
6.06 
14.49 
12.88 
6.97 
S.47 
8.77 
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PLAGE1007040 
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S.13 
10.84 
16.8 
8.9 
97.87 
20.62 
146.09 
10.36 
9.47 
128.37 
13.14 
5.12 
8.48 
24.65 
10.75 
6.82 
7.97 
19.78 
21.34 
8.76 
12.83 
17.66 
14.53 
13.34 
26.1 
18.5 
43 
8.46 
14.69 
297.4 
17.57 
36.78 
8.55 
11.34 
11.68 
8.86 
7.76 
13.3 
20.52 
6.88 
5.96 
17.58 
34.11 
35.59 
91 
8.87 
13.9 
5.15 
73 
14.71 
6.43 
11.78 
8.5 
30. 6S 
9.85 
23.14 
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1.89 
147.78 
11.48 
3.27 
2.44 
4.45 
4. 32 
2.98 
7.04 
6.39 
7.26 
7.93 
7.19 
15.72 
7.6 
14.04 
8.37 
6.58 
2.8 
191 
1.97 
2.75 
6.37 
3.54 
16.38 
10.58 
5.18 
2.98 
55.54 
3.68 
4.42 
5. 92 
6.66 
2.89 
16.24 
3.12 
3.49 
5.28 



8.41 
11.62 
22.97 
2.72 
1.11 
3.2 
2.96 
9.27 
5.66 
7.25 
2.47 
2.1 
11.17 
5.03 
4.84 
10.14 
8.89 



14. 

7. 

4. 

2. 
11. 
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55 
36 
78 
54 
2.65 
2.64 
7.24 
163.66 
1.88 
83.65 
18.97 
2.21 
2.13 
5.05 
3.83 
3.03 
14.37 
12.92 
3.44 
15.52 
9.12 
12.74 
15.44 
20.88 
10.34 
8.27 
2.82 
6.51 
3.15 
3.83 
6. 93 
5. 37 
5.72 
9.26 
11.09 
4.98 
118.18 
2.75 
6.29 
18.37 
10.17 
4.66 
17.7 
5.11 
12. 53 
4.47 



12. n 

13,97 
22.37 
13.93 
4.41 
4.47 
4. 97 
9.06 
4.96 
9.07 
4.32 
7.39 
12.56 
3.76 
4.65 
6.45 
7.87 
15.3 
9.92 
4.97 
4.08 
8.65 
3.47 
2.57 
6.14 
124.76 
2.73 
73.22 
16.95 
3.25 
2.22 
6.3 
4.17 
3.74 
14.53 
13.32 
3.4 
15.45 
8.1 
0.35 
10.65 
12.98 
8.49 
11.5 
1.59 
3.34 
0.18 
1.45 
6.6 
5.2 
10.56 
6.55 
3.24 
2.08 
93.17 
2.82 
2.91 
17.04 
6.16 
4.93 
18.29 
3.17 
5 

4.13 



17.42 
12.02 
27. 18 
4.26 
2.67 
3.62 
6.83 
15.36 
7.88 
9.2 
3 

4.67 
8.92 
7.31 

10.58 
7.84 
5.55 

19.69 
9.16 
3.85 
4.5 
8.07 
4.68 
2.62 
6.85 

76.11 
1.8 

67.87 

19.33 
2.08 
2.24 
5.08 
2.65 
3.08 

15.21 
12.8 
5.68 

11.65 
8.15 
9.64 

16.68 

14.52 

11. 16 
12.4 
5.77 
7.24 
1.1 
4.03 
9.52 
8. 18 
8.1 
9.67 
9.93 
3.84 
93.5 
3.04 
4.76 

21.06 
5.89 
4.37 

21.21 
4.8 
7.53 
4.33 
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PUCE100S495 
PLACE100S4S7 
PLACE100$499 
PUCEI»S502 
PLACEIOOKia 
PUCE100551S 
PUCE100SS1S 
PUCE100SS2S 
PLACE100552S 
PLACE1OO5S30 
PLACEIOOSSat 
PLACE100SS39 
PUCE100SS43 
PLACE1005S44 
PLACE100S550 
PUCEt00$5S4 
PUCE1005S57 
PLACE1D0S5II 
PLACE1005S6S 
PUCE100SS74 
PUCEI005S84 
PUCE100S5S0 
PLACE1005595 
PLACE1005I01 
PUCEIOOSSO) 
PLACE100H04 
PUCE10Q5611 
PUCE100SC22 
PLACE1005S23 
PUCEY0O563O 
PUC£100S63fi 
PLACE100$S4S 
PUCE100SM7 
PUCE100SS48 
PLACE1005i53 
PLACEIOOSiSS 
PUCETOOSiSI 
PLACEIOOSm 
PUCE1005il4 
PUCE100SIM 

pucEioosm 

PUCE1005I8! 
PUCE1fiOSf98 
PLACE10057Q8 
PUU£100S725 

puuzioosrn 

PUCE10QS730 
PUUS10057SS 
PUCEtOOCTM 
PLACE100S74S 
PUUXI00S7S2 
PLACEI0OS7SS 
PLA£EI0057S6 
PLACE100$7iO 
PLACEt0057i3 
PLACE100S7S8 
PLACE100S771 
PLACE100S7U 
PLACE100S7I9 
PUGE1005802 
PLACE10Q5803 
PLACE100S8O4 
PUCEIOOSSta 
PUCE100SB1S 



11.05 
9.89 
23. 4S 
9.18 
33.31 
11.7 
8.43 
8.8 
26.91 
20. 34 
18.12 
42.25 
35.86 
4.98 
26.58 
23.49 
10.41 
10.87 
27.85 
29.21 
80.18 
14.81 
23.18 
11.31 
18.98 
8.92 
33.68 
30.69 
9.95 
8.17 
60.6 
17.8 
13.8 
28.95 
16.03 
15.9 
10.5 
12.82 
23.48 
12.48 
14.08 
22.57 
7.18 
17.69 
9.78 
10.04 
13.44 
5.88 
7.01 
8.04 
12136 
13.46 
10.54 
5.35 
18.11 
19.31 
24.23 
6. 96 
4195 
18.73 
14.16 
16.14 
7.59 
17.11 



11.48 
9.26 
21.47 
6.48 
27.28 
9.47 
6.62 

10.4 
22. 55 
15.73 
U.92 
35.31 
20.69 

5.73 
26.63 
15.23 

9.97 
11.46 
17. 24 
21.31 
66. 17 

9.97 
18.25 

7. 51 
21.86 

8.05 

22.2 
27.64 
5.8 

9.56 
66.64 
13.84 
11.09 
31.24 
13.03 
11.93 

8.34 
10.45 
27.28 
11.64 
13.16 
20.73 

6.68 
17.02 
11.27 

8.84 
12.68 
6.9 
13.06 

6.14 
10^07 

9.22 
16.55 

5.71 

17.1 
21.05 
23.82 

4.13 
40.56 
15.75 
12.88 
16.06 

9.87 

19.5 



9.86 
8.02 
29.66 

6.37 
25. f9 
10.48 

7.72 
11.16 
23.87 

21.3 
18.89 
35.69 
14.02 

4.38 
IS. 78 
16. 27 
10.58 

9,72 
16.24 
10. oi 

69 
11.59 
21.16 
IS. 39 
14. 52 

5.89 
29.76 
23.31 

5.03 

9.09 
49. 38 
15.64 
12.51 
20.78 

11.9 
10.98 

6.31 

9.32 
25.73 
13.67 
10.98 
1L81 

8.02 
22.05 
13.97 
11.08 

n.n 

7.74 
9.75 
6.43 
139. U 
14.54 
18.56 
8.64 
15.35 
13.08 
24.14 
7. 26 
57.56 
12.71 
18.69 
21.67 
17.86 
18.51 



5.01 
3.87 
8.65 
3.45 
10.65 
3.66 
4.49 
2.78 
12.32 
12.14 
3,17 
15.02 
11.25 
2.31 
16.15 
7.02 
3.15 
4.64 
8.47 
12.87 
73.19 
6.51 
12.01 
5.61 
8.39 
5 

11.8 

11.83 
2.69 
4.43 

29.59 
9.47 
5.66 

11.15 
5.52 
7.3 
5.3 
4.78 
6.86 
7.79 
6.38 
7.71 
7.04 

11.44 
7.09 
6.79 
6.36 
3.15 
7.43 
4.26 
89.6 
4.95 

10.11 
9.33 
9.45 

10.64 

14.86 
3.95 

28.57 

10.65 
6.94 

10.66 
7.9 
7.94 



5. 38 
6.07 
19.6 
3.87 
9.46 
3.88 
2.77 
4.21 

10.17 

14.27 
4.7 

20.49 
7,4 
2.15 

16. 35 
8.22 
3.37 
fi.41 
8. 97 

15.06 

89.15 
9.72 

10.55 
6.28 
9.87 
4.08 

16.07 
18.8 
3.21 
7.2 

36. 73 
9.48 
5.78 
9.99 
4.03 
8.49 
4.01 
5.95 

20.98 

10. n 

8.32 
10.65 

5.88 
15.51 

8.31 
10.76 

7.19 
14.38 
7.8 

4.82 
72.86 

6.97 
10.69 

6.58 
11.68 
11.47 
21.27 

3.94 
25.86 
14.22 

7.06 

8.62 

9.25 
18 



4.26 
3.47 
10.05 
4.29 
7.45 
4.7 
2.81 
2.23 
9.81 
9.82 
3.13 
15.33 
11.67 
3.58 
16.32 
4.71 
2.55 
6.88 
6. 39 
14.88 
68.42 
8.47 
9.94 
8.37 

6. n 

4.67 
9.26 

12.91 
2.46 
3.43 

29.78 
7.41 
5.71 

10.48 
S. 

5.09 
3.82 
3.56 
19.65 
6.99 

8.2 

7. 

4.02 

9. 

6.27 
10.55 
8.47 
1.73 
5.14 
S.89 
89.83 
8.84 
10.1 
7.47 
9.73 
13.73 
9.53 
3.49 
15.96 
15.85 
7.31 
11.86 

7. n 

6.6 



3.3 
3.99 
16 
4.21 
5.15 
6 
3.1 
3.21 

19.08 
8.49 
5.93 

32.11 
9.96 
3.94 

11.17 

11.04 
4.57 
7.08 
9.6 

14.12 

53. 92 
7,14 

19.07 
7.21 

12.21 
3.54 

20.54 

22.33 
4.37 
4.75 

61.43 
6. 37 
6.46 

23.48 
8.65 
13.9 
4.61 
5.23 

21.23 
11.1 
8.01 

12.18 
4.11 

12.59 
4.4 
4.59 
5.04 
4.63 
2.96 
4.13 
103.85 
5.58 
1.71 
1.74 
7.29 
6.13 

16.05 
3.16 

30.85 

21.48 
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3.93 
9.57 
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PLACE1005101 
PUCE100S102 
PLACE100S108 
PLACE100S110 
PLACE100SH1 
PUCE1005123 
PLACE100S124 
PUCEt00S128 
PUCEI005130 
PUUZ100S141 
PLACE100S14€ 
PLACE100S1S2 
PLACE1005157 
PLACE100S162 
PLACE1005170 
PLACEIOOSUf 
PLACEI005181 
PUCE100S1M 
PIACE100S18S 
PLACE10051S7 
PUCE100S189 
PLACE100S193 
PUCE10052N 1391 
PUCE100S2QS 
PLACE10OS218 
PLACE1005223 
PLACE100S225 
PUCE10052S2 
PLA(X1005239 
PLACE1 005243 
PLACE10052SQ 
PUCE100S2S1 
PLACE10OS26I 
PUCE1005271 
PLACE100S2n 
PUUS1005287 
PLACE1005299 
PLACE100530S 
PUCEI0OS307 
PUCE1005308 
PLAai005313 
PUCE1005320 
PLACE100$327 
PLACE100S331 
PUCE10OS33S 
PUCE1D05338 
PLACE100S3S1 
PLACE100S3S8 
PIACEI00S373 
PLACEI0OS374 
PLACE100S383 
PUCEID05388 
PLACE100S409 
n>CE10O54t0 
PlACE100S42f 
PLACE1D0S431 
PUCE100S4S3 
PUCE100S487 
PLACE10O$471 
PUCE100$47S 
PUCEI005477 
PLACE10OS480 
PLACE1005481 
PLACE10O5494 



11. S 
22.17 
10. IS 
3.97 
23.94 
18.94 
9.14 
8. S3 
12.43 
fi.07 
10. S2 
91. IS 
5.11 
24.79 
9.5S 
5. 55 
10. 56 
3.84 
5. 9S 
20. 53 
8.28 
39.26 
4 

48.27 
10.1 
36. 86 
5.34 
37.45 
7.93 
18.13 
5.37 
61.12 
7.03 
8.47 
20.92 
15.1 
10.04 
8.97 
12.01 
6.72 
8.48 
9.29 
31 
13. 95 
11.38 
29.59 
11.96 
73.8 
9.8 
31.25 
9.15 
14.78 
11. S6 
13.35 
10.65 
8.27 
7.85 
10.75 
7.1 
29.52 
9.37 
7.1 
Id. 21 
9.19 



9.29 

25.98 
7.73 
2. 39 

21.69 

14.48 
6.62 
4.81 

17.88 
3.99 
9.7 

76.84 
3.75 

23.25 
7.54 
5. 17 

18.07 
4.4 
5.07 

14.71 
7.72 

44*11 
1317,2 

41.57 
9.74 

44.94 
5.81 

31.95 
6.66 

27.58 
6.75 

61.95 
6.91 
8.61 
15.1 
8.12 
6.09 
7.38 
9.78 
9.28 
8.04 

12.54 
25.4 

13.38 
7.64 

23.98 
8.58 

70.81 
6.9 

37.89 
7.91 
7.34 

10.31 
9.74 
4.8 
7.3 
9.23 

11.01 
9.43 

27.39 
7.91 
8 

6.44 
9.94 



11.94 
27.54 
6.02 
3.45 
16.98- 
12.96 
6.15 
4.87 
12.88 
5.18 
6.88 
75.79 
6.06 
27.03 
6.99 
6.85 
15.09 
5.5 
5.66 
18. %S 
11.92 
39.59 
1202.3 
88.17 
10.26 
37.06 
6.83 
45.29 
12.45 
27.13 
7.77 
56.67 
9.71 
6.8€ 
22.31 
14.31 
8.79 

9.n 

».93 
13.18 
10.79 
14.31 
35.29 
13.69 
13.28 
23.59 
19.03 
70.61 
15.51 
30.27 

6.27 
14. 13 
14.09 
14.55 
11.31 

10.2 
18.96 
23.28 
5.8 

29.6 
13.74 

8.36 
10. 18 
10.69 



9. 18 
6.07 
2.99 
3.59 

14.04 
5.45 
2.06 
1.09 
4.58 
8.23 
6.24 

51.06 
2.82 

17.82 

11.08 
2.52 
7.48 
5.28 
2.88 
9.5 
4.24 

31.34 
1770.3 

48.38 
5.79 

23.02 
4.25 

20.08 
5.29 

19.28 
5. 96 

47. 53 
5.82 
4.77 
9.09 
5.25 
4.5 
4.47 
6.5 
4.37 
5.16 
7. 32 

16.09 
109 
5.94 

14.99 
4.6 
45.9 
3.87 

12.29 
5. 38 
9.31 
4.95 
S.14 
4.23 
3.04 
3.09 
4.33 
3.8 

15.57 
3.68 
6.61 
3.66 
3.34 



4.8 
7.69 
6.05 
3.78 
21.5 
9.5 
5.47 
3.42 

11.05 
2.88 

10.69 

95.95 
4.86 

28.77 

19.85 
4.13 
9.06 

11. n 
2.54 

10.66 
7.19 

38.68 
2457.3 

52.86 

10.41 

26.39 
3.02 

17.68 
3.66 
15.8 
4.93 

36.14 
8.14 
7.74 
13.8 
6.44 
5.75 
3.45 
6.01 
5.39 
6.95 
9.29 
17.4 
7.58 
7.87 
18 
4.51 

65.72 
3.73 

20.74 
5-79 
7.11 
5.84 
6.18 
3. 51 
3.82 
5.38 
7. 93 
6.04 

12.74 
6.31 
4.81 
4.78 
4.05 



5.47 
6.94 
3.33 
1.51 
8.57 
5 
1.8 
1.91 
5.79 
1.1 
5.88 

52.59 
2.4 

20.32 
14.4 
3.01 
8.01 
4.26 
3.26 

10. 36 
3.99 

28.91 
1744.3 

50.82 
5.95 

16.59 
5.27 

11.81 
4.36 

19.25 
3.55 

42.92 
5.96 
3. 
9. 
6. 
7. 
4, 
6. 
i 



27 
19 
19 

n 

18 
92 
05 
3.74 
5.14 
11.88 
7.27 
3.65 
12.79 
3.68 
42.52 
2.69 
12.12 
4.82 
6.02 
6.2 
4.53 
3 

2.32 
3.63 
7.46 
3.15 
15.37 
4.63 
4.45 
4.41 
3.41 



5.22 
7.15 
4.8 
2.14 

20.32 
6.89 
6.61 
3.3 

12.55 
9.65 
5.25 
42.4 
1.9 

10.52 
3.82 
2.09 

10.91 
3.84 
3.54 

12. 23 
6.84 

36.03 
1189.8 

27.19 
3.4 

23.41 
2.59 

24.42 
3.81 
6.8 
3.78 

20.88 
4.18 
3. 65 

14.68 
5.01 
4.03 
3.14 
5. 78 
5.69 
4.51 
4.92 
9.82 
7.77 
8.18 

23.63 
3.27 

55.33 
2.9 

33.17 
3,77 
6. 28 
5.09 
6.86 
2.48 
3. 59 
2.3 
6.29 
3.31 

14.04 
5 

4.92 

5.76 
4.87 



3.69 
5. 65 
7.23 
1.33 

16.74 
4.29 
3.46 
3.63 
S.44 
2.17 
8.14 
38.1 
2.79 

15.51 
8.2 
2.54 

12.85 
3.69 
4.33 

12.87 
7.52 

40. 58 
1397.9 

13.53 
3.26 

26.05 
3.79 

25.92 
3.89 

13.48 
5.49 

23.52 
3.69 
3.57 

15.64 
4.78 
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13.03 



S. 59 
6.06 

19.36 
18 
6.62 
8.95 
5.88 
7.46 
10.3 
8.07 
2.45 

14.87 
1.88 
4.91 
2.98 
4 

6.73 
1.12 
1 

11.53 
29.6 
8.44 
4.88 
2.43 
9.08 
19.94 
8.18 
39.11 
30.07 
21.92 
3.62 
43.53 
5.24 
27.66 
13.62 
16.48 
11 

36. 35 
10. 51 
14.27 
26.37 

8.34 

1.56 
38.14 
13.19 

17.3 
17.87 
12.53 
14.66 
10.79 
18.15 

4.57 

4.88 
20.32 

3.44 
15.32 
26.81 

9.04 
15.86 
6.6 

7.68 
15.88 
25.32 
15.64 



5.53 
7.46 
14.55 
11.19 

t.n{ 

4.47 
4.39 
8.85 
9.01 
4.71 
2.55 
17.66 
2.35 
7.64 
4.53 
5.13 
8.68 

0.69 
12.84 
34.14 
8.16 
10.96 
6.21 
13.29 
23.27 
8.06 
42.06 
31.55 
19.94 

3.97 
45.99 

7.84 
12.12 
10.81 
21.11 
11.25 

38.9 
15.03 
11.31 
21.62 
11.88 

3.17 
20.87 
15.06 
16.15 
19.27 
16.59 
15.53 
11.74 
16.36 

6.26 

7.78 
2S.43 
10.02 
21. IS 
27.83 
10.31 
16.19 
5. 

6.28 
20. 
29. 
14.98 



3.41 
2.35 
9.42 
12.64 
7.34 
L95 
2.18 
2.47 
5.2 
0.66 
4.7 
7.54 
1.78 
2.7 
2.04 
2.35 
2.05 
1.89 
0.62 
9.04 
10.69 
3.47 
8.2 
2-78 
7.39 
14.03 
5.83 
19.36 
16.2 
10,32 
2. 55 
27.78 
2. 14 
12.42 
4.23 
6.81 
4.47 
17.52 
5.99 
3. 36 
8.76 
6.47 
1.04 
17.38 
6. 12 
12.2 
8.96 
4.95 
8.65 
3.16 
8.87 
4.18 
4.02 
14.83 
13.05 
8.25 
10.52 
3.17 
8.6 
4.68 
3.82 
10.2 
6.24 
6.25 



9.33 
3.67 
10.87 
10.36 
5.29 
4.6 
9.39 
4.23 
6.1 
3.28 
8.1 
8.19 
7.14 
5.45 
4.08 
3.57 
3.45 
7.2 
4.18 
6.13 
22.13 
7.23 
7.53 
5.35 
11.05 
30.3 
7.98 
22.19 
15.66 
12.85 
6.19 
51.84 
4.97 
24.13 
10.81 
6.93 
10.26 
26.48 
5.51 
8.12 
18.18 

6.n 

3.51 
14.34 
12.19 
21.29 
30.05 
9.12 
7.35 
5,71 
22.44 
7 

11.98 
15.07 
22.34 

8.41 
16.97 

5.77 
6.7 

3.48 
16.23 
14.54 
11.85 
11.49 



4.49 
1.76 
10.03 
9.98 
3.45 
4.65 

4.8 
4.36 
4.37 

0.8 
2.19 
S 
2 



.65 
.28 



2. 
3. 
1. 
2 

I. 01 

1 

6.15 
12.84 
7.78 
9.87 
2.6 
6.74 
7.33 
4.77 
21.87 
13.35 
10.61 
3.35 
25.82 
3.74 

II. 64 
6.59 

13.71 
6.2 

21.84 
6.23 
8.15 

12.25 

11.76 
0.46 
7.01 
6.04 
13 
13 
5.25 
5.65 
3.35 
9.43 
3.55 
4.38 
12.7 
1.36 
6.63 
4.86 
3. OS 
8.17 
2.S2 
3.24 

11.76 
7.12 
8.38 



4.41 
3.96 
9.08 

8.5 
7.05 
4.65 

6.3 
9.51 
6.77 
3.51 
2.99 
7.35 
1.01 
3.71 
3.58 
1.94 
1.89 
1.88 

I. 54 
17.17 

16.2 
2.81 
4.28 
3.3 
9.05 

16.97 
4.77 

24. 56 

21.23 

1K03 
0.34 

21.25 
3.04 

10.47 

10.74 
6.23 
5.79 

27.95 
3.84 
2.7 

12.69 
8.27 
1.56 
17.2 
6.47 

13.46 
8.21 
6.7 
6.2 
2.35 

II. 73 
1.56 
3.44 

13.59 
2.52 
10.63 
9.28 
2.53 
14.67 
2.87 
18.48 
10.47 
18.49 
7.8S 



6.87 
1.76 
6. 56 
5. 29 
5.69 
3.26 
4.31 
9.11 
5.83 
1.87 
1.85 
9.99 

I. 49 
3.07 

3.9 
3.66 
0.91 
2.79 
0.77 
8.3 
19.15 
3.08 
6. 71 
3.26 
9.4 
16.65 
4.44 
28.32 
25.32 
18.31 

I. 55 
25.43 

2.49 
10.88 

II. 32 
11.27 

8.22 
27.86 

5.04 

9.49 
13.44 

3.74 

I. 08 
17.07 

II. 78 
15.12 

II. 3 
6. 34 
6.82 
6.14 
9.62 
4. 16 
4.62 

13.17 
7.35 

11.11 
8.37 
4.29 
2.81 
2.07 
3.42 

1I.5S 
9.57 
6.97 



4.79 
3.05 
7.77 
8.8 
4,94 
3.87 
5.14 

10.65 
6.22 
0,72 
1.89 

10.06 
0.82 
1.75 
2.9S 
4.31 
3.01 
1.52 

I. 59 
11.59 

19.4 
3.14 
6.1 
2.01 
10.62 
14.66 
4.99 
30.02 
27.11 
8.2 
0.72 
23.92 
3.28 
12.46 
12.32 
9,24 
6.09 
29.02 
3.23 
4.03 
9.66 
6.39 
1.78 
20.56 
6.75 
20.1 

II. 19 
5.89 

3.1 
2.14 
8.57 
0.55 
r94 
12.8 
3.43 
9.78 

7. 

L93 
3.85 
1.85 
3.06 
9.77 
9.87 
4.61 
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Table 474 



PUCE1003S49 
PUCE10035S3 
PUCE1003SS6 
PLACE1003S$a 
PLACE1003S73 
PUCC1O03S7S 
PUCE1003583 
PLACE10035S4 
PLACE1003SS2 
PUCE1003S93 
PLACE1003$94 
PUCE1003SH 
PLACE100359S 
PUCE1003(02 
PLACE10036O5 
PUCE1003C11 
PUCE1003C1I 
PUCE1003625 
PLACE1003S2S 
PLACE1003S30 
PLACE100)I35 
PLACE1003I38 
PLACE1003S44 
PLACE1003BS4 
PLACEtOOSISI 
PLACE1003iS0 
PLACE1003ifil 
PUCE1003S70 
PLACEinSf71 
PLACE100Sf97 
PLACE1003704 
PLACEIOOSm 
PUCE10037I1 
PLACE1003723 
PLACE1003724 
PLACEim73T 
PLACE100373I 
PLACEim742 
PUCEI003744 
PLACE10037SI 
PLACEt0037SQ 
PLACET003762 
PLACEI003765 
PLACE1003768 
PUCE1003771 
PUCE1003772 
PLACE10037B3 
PLACE10037S4 
PUCE100378S 
PLACE100379S 
PUCE1003I27 
PUCE1O03833 
PUCET003S3I 259. 
PUCE1003M5 
PLACE1003t50 
PLAC£1003t52 
PLACE1003IS8 
PLACE10038S1 
PLACE1003tS4 
PLACE1003I70 
PUCE10038S5 
PLACE100388S 
PCAC£1003tt8 
PLACE1003992 



16.21 
12.63 
9.49 
S.3 
32 
66.07 
S.33 
12.09 
29.77 
7.15 
7.18 
5.11 
31.57 
6.51 
10 
15.94 
7.78 
14.19 
11.55 
3.86 
8.33 
4.33 
35.03 
75.56 
7.81 
16.25 
12.05 
110.15 
11.47 
8.65 
10.51 
9.06 
28.05 
27.32 
29.33 
8.24 
5.02 
17.85 
5.48 
23.32 
40.1 
65.35 
93.01 
34.07 
5.38 
5.63 
5.15 
5.59 
34.98 
26.48 
9.74 
14.14 
i.31 
69.72 
9.53 
32.49 
13.9 
40.22 
14.51 
9.43 
10.07 
12.66 

IS. a 

6.59 



19. 52 
20. 69 
12.35 
4.9 
27.25 
60.03 
4.65 
10.66 
33. 55 
3.54 
8.49 
3.13 
29.75 
2.47 
6. 14 
16.54 
7.74 
21.53 
14.38 
4.65 
7.29 
3.09 
24.77 
74.57 
5.19 
21.8 
8.79 
83.05 
3.49 
10.83 
7.92 
8.99 
31.28 
34.97 
36.12 
6.31 
4.71 
18.69 
2.82 
22.73 
57.96 
58.09 
107 
21.23 
5.57 
7.96 
3.84 
6.96 
33.59 
33.02 
8.51 
10.78 
241.18 
60.2 
11.45 
28.32 
13.83 
66. S 
84.76 
6.5 
6.76 
12.76 
13.6 
4.85 



4fr 



27.74 

18.89 
9.77 

19.78 

37 

70.99 
6.88 

18.02 

28.89 
8.27 
9.31 
4.25 

31.55 
7.47 
7.29 

24.25 
12 

18.27 
14.6 

i 

10.19 
4.93 
24.25 
74.52 
8.37 
21.11 
12.65 
76.99 
4.69 
16.05 
10.14 
10.78 
32.33 
28.91 
25.65 
9.31 
5.03 
20.82 
3.4 
21.79 
44.54 
77.98 
70.69 
23. 34 
5.27 
4.89 
3. 95 
5.68 
27.31 
23.72 
10.55 
12.27 
222.89 
118.04 
9.42 
26.73 
13.86 
33.51 
122.59 
5.9 
3.91 
10.57 
17.45 
8.21 



11.72 
10.17 
7. 53 
3.8 
17.52 
42.8 
3.47 
7.17 
21.34 

3. a4 

5.03 
2.82 

14.81 
1.84 
5.28 
11 
3.48 

11.53 
5.94 
4.62 
5.35 
3.88 

19.14 

n.6i 

3.06 
1^32 
4.93 
55.55 
7,13 
9.21 
6.15 
5.34 
21.12 
18.16 
19.94 
2.89 
8.76 
14.24 
0.66 
9.9 
28.85 
35.3 
55.75 
10.87 
3.47 
1.17 
2.36 
2.81 
19.49 
12.5 
21.41 
5.74 
217.52 
40.89 
3.3 
21.76 
8.03 
12.47 
61.83 
2.94 
3.5 
6.28 
7.94 
5.64 



18.71 
18.28 
10.49 
7.59 
23.28 
62.9 
6.26 
8.48 
26.31 
2.24 
6.51 
S 

20.6 
4.91 
8.85 
9.1 
6.12 
22.81 
11.97 
4.58 
5.59 
6.02 
20.11 
72.17 
4.32 
17.1 
9.33 
52.05 
4.59 
10.08 
6.81 
6.7 
31.77 
26.8 
34.26 
4.06 
2.78 
7.57 
1.04 
15.26 
37.15 
88.27 
97. 14 
13.6 
7.27 
7.74 
3.83 
4.01 
15.1 
28.84 
16.48 
8.62 
173.45 
28. 14 
8.43 
30.69 
12.82 
57. 37 
70.16 
3.32 
6.22 
9.54 
12.36 
7.14 



13.09 
8.51 
7.08 
3.87 

16.23 
38.6 
5.07 
19.2 

15.85 
1.83 
3.38 
3. 14 

17.31 
0.98 
3.75 

12.46 
2.68 

17.82 
7.26 
3.02 
4.6 
2.38 

17.95 
67 
3.8 

13.06 
7.48 

50.86 
4.35 
8.25 
6.51 
5.47 

27.07 

21.24 

21.71 
2.72 
9.43 
8.14 
1.08 

16.38 

22.14 



.92 
.35 
.67 
.71 
.12 
.92 
.73 



46. 
46. 

6. 
2. 
2 
1 

2. 

21,27 
1L28 
10. 33 
5.66 
205.17 
25.89 
5.88 
26.63 
5.24 
18.72 
55.03 
3.4 
3.91 
3.51 
6.23 
2.75 



12.65 
8.12 

3. n 

5.3 
15 
75.17 
2.38 
8.54 
12.59 
3.11 
4.99 
3.75 
5. 31 
2.4 
6.45 
10. 14 

4. y 

13.8 
4.57 
3.68 
3.51 
2.01 
8.77 
35.39 
1.16 
14.44 
3.9 
tt.6 
3.71 
6.51 
4.22 
3.53 
16.12 
17.63 
26.66 
3.31 
1.8 
10.49 
1.74 
15.29 
11.09 
46.48 
33.33 
25.2 

i.n 

3.12 

1.65 
3.1 

12.2 
23.33 
5.7 

5.59 
163.55 
48.08 

6.51 
18.45 

7.08 
33.23 
69.32 

5.69 

3.49 
13.66 
14.56 

3.77 



15.02 


13.74 






9.44 


8.9 






4.66 


6.9 






6.3 


4.21 






18.28 


19.13 




u 


59.46 


62.58 






3.4 


4.1 




t 


7.15 


2.79 






8.49 


12.12 


t 


n 


5.19 


5.45 






3.18 


2.37 






4.1 


3.76 






17.81 


7.34 


u 


u 


4.6 


2.56 






5.07 


2.93 






10.62 


12.83 






5.29 


6.93 


t 


• 


9.54 


11.86 






4.49 


2.04 






3.68 


1.66 






4.48 


4.17 


t 


t$ 


3.6 


1.35 






10.6 


6.97 




u 


33.92 


31.06 




tt 


1.63 


2.96 


t 


#« 


12.72 


12.99 




* 


4.69 


4.41 




u 


63.39 


52.6 


t 


t 


2.69 


2.22 






4.97 


6.76 




$ 


3.63 


3.86 




u 


3.36 


1.83 


u 


tt 


16.73 


14.21 




u 


17.4 


10.81 




n 


13.83 


15.71 






2.56 


3.28 




tt 


2.2 


2.93 




tt 


8.98 


8.16 


t 


tt 


1.94 


0.38 


t 




14.75 


13.36 


t 


t$ 


14.54 


11.41 




u 


32.75 


38.3 




t 


44. 53 


44.51 






17.43 


28.3 


t 




1.77 


2.44 




$t 


2.24 


2.28 




t 


1.17 


0.84 




tt 


2.42 


1.88 


u 


t$ 


5.92 


10.73 


# 


$t 


16.94 


16.45 






3. 14 


1.91 




tt 


6.29 


7.37 


t 


tt 


139.4 


151.61 




tt 


43.86 


45.73 






3.87 


5.97 




t 


14.12 


17. 92 




tt 


4.19 


7.71 




t 


18.67 


19.13 






56.31 


42.37 






3.86 


5.74 






3.72 


6.33 






8.88 


12.28 






8.73 


9.07 


t 




2.15 


4.24 
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Table 473 



PLACE1003145 

PLACE1003147 

PLACE100S1S3 

PLACE1(KI3163 

PIACE100»72 

PLACE100S174 

PLACE100317i 

PLACE1003181 

PIACE1003IM 

PLAC£100318O 

PUCE1003200 

PLACE100320S 

PLACE1 003209 

PLACE10032t4 

PUCEI003229 

PLACE1C03238 

PLAC£tQ03249 

PLACEI0032SS 

PLACEI003258 

PLACE1003279 

PLACE1003294 

PLACE1003296 

PLACE1003297 

PLACEIO03302 

PLACEI003334 

PUS1003337 

PLACE1 003342 

PLACE100S343 

PLACEI0Q3344 

PUCE10033$3 

PLACE10033S1 

PLACE100336€ 

PLACE10033S9 

PLACE1003372 

PLACE1003373 

PLACE1003a7S 

PUCE100S378 

PUCEIMSS83 

PUkCE1003SM 

PUCE100S401 

PUCE100340S 

PLACE1003407 

PUCE1003420 

PLACE1003428 

PUCE1008432 

PUCE1003438 

PLACE1003452 

PLACE10034M 

PUCE10034SS 

PUCE100345S 

PUGEI0034S0 

PLACE1003478 

PLACE1003484 

PLACE1003483 

PLACE1003508 

PLAGEtQOlSOS 

PLACEI003S16 

PUCE1003S19 

PLME1I»352Q 

PLACE1003521 

PLACE100SS25 

PLACEt003S28 

PUCE1003S29 

PUttE1003S37 



12. 8S 
28.48 
10.51 
8.08 
11.82 
15.37 
5.18 
9.35 
23. (» 
8.27 
9.79 
126.72 
MS 
22.58 
11.83 
8.67 
64.47 
18.3 
49.07 
10.3 
21.78 
42. 17 
49.69 
25.32 
185.2 
48.98 
33.19 
6.84 
11.02 
19.54 
44.83 
12 
4.81 
13.64 
8.88 
22.91 
1.92 
15. 7S 
19.41 
8.87 
7.6 
10.24 
7.71 
6.55 
51.6 

I. 98 
3.01 
3.87 
2.92 
2.36 
4.71 
6.15 
6.84 

83. 14 
7.36 
82.2 
7.02 
4.08 
12.72 
14.95 
20. 17 
35.65 

II. 19 
3. IS 



9.94 
26,41 
10.55 . 
7.83 
10 
9. OS 
3.89 
6.29 
18.89 
8.79 
7.56 

130.26 
16.18 
19.76 
11.81 
6.17 
55.31 
25.49 
49. 35 
14.58 
16.35 
40.86 
50.94 
31.25 

152.92 
43. 27 
37.72 
5.22 
7.76 
21.69 
37.64 
18.42 
3.43 
7.8 
8.18 
23. 4S 
0.43 
12. S8 
13.29 
6 

8.07 
7.49 
5.57 
5.9 
69.55 
2. 35 
3.41 
4.87 
2.41 
4.17 
5.09 
2.11 
8.17 
41.9 
5.03 
45.22 
7.8 
1.81 
I6.8S 
10.13 
19.13 
25. 12 
16.69 
4.02 



12.43 
26.84 

11.78 
4.23 
K.87I 
12.28 
6.16 
8.52 
20.23 

9.4 
9.39 
137. 95 
2.48 
20.17 
10.65 

6.07 
48 
17.26 
44.47 

7.7\ 
23.18 
35. 97 

40.2 
29.06 
141.49 

41 
34.03 
10.11 

2.99 
17.69 
33. 66 
15.82 

3.93 
10.54 

9.38 
16.65 

0.47 
10; 55 
10.26 

5.04 

5.91 

7.79 

6.39 

4.45 
75. n 

1.48 
4.3 

5.y 

4.04 
3.68 
4.73 
2.66 
8.98 
88.74 
5.29 
3S.51 
7.71 
5.55 
9.1 
14.17 
25.59 
43.38 
21 
8.21 



3.74 
11.9 
2.97 
1.17 

<.n 

9.12 
2.81 

I. 78 
9.3 

3.25 
2.41 
113.01 
0.47 
11.54 
4.92 
3.06 
33.64 
10.97 
34.46 
5.42 
6.69 
38.78 
15.98 
9.93 
146.89 
31.2 
17.42 
7.16 
1.99 
8.25 
33.83 
7.6 
0.94 
3.88 
3.94 

II. 55 
1.45 

7.3 
6.3 
3.66 
3.39 
2.43 
3.78 
2.19 

36.76 
2.21 
1.A 
2.54 
1.6 
2.06 
4.08 
1.92 
4.36 

60.01 
1.12 

20.24 
2.88 
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109. 4 

8.86 

3.94 
18.15 

5.86 
13.28 
15.27 

6. 12 
1434.9 

35.7 
22.29 
12.72 

8.03 
21.11 
15.17 

9.28 

8.36 
18.89 
14.79 
12.46 

2.18 

5.38 
14.63 

23. a 

7.62 
15.12 
12.61 
19.61 
6.8 
12.55 
9.43 
25.95 
16.6 
4.07 
5.34 



8 

24.44 
9.29 
253.03 
27.« 
24.49 
253.61 
11.62 
224.87 
6.11 
16. 16 
16.82 
to. 54 
10.84 
10.38 
16.76 
7.38 
10.49 
15.95 
9.88 
34.37 
21.74 
10.87 
5.44 
10.43 
8.03 
16.44 
14.76 

12 
58.51 
10.53 
6.41 

23 
7.49 
1109 
22.58 
10.01 
897.35 
38.59 
18.87 
14.57 
11.29 
13.11 
13.54 
10.37 
10.4 
18.24 
11.54 
13.41 
9. 14 

5 

16.06 
20.67 
8,02 
18.88 
13.94 
12.2 
5.78 

8,n 

9.57 
17.43 
15.62 
3.3 

6.33 



Table 468 

7.6 12.23 10.86 

8.07 13.38 

4.99 5.8 

209.39 256.66 

10.41 12.7 

11.69 18.7 

106.96 112.25 

4.52 6.53 

129.92 144.43 

1.98 4.16 

6.76 9.53 

5.88 9.64 

4.38 6.32 

7.43 6.57 
5.9 6.11 

7.56 11.29 

2.51 5.7 

3.65 7,53 

5.04 5.25 

3.34 7.43 
25.05 28 
13.41 21.5 

3.42 3.04 

2.81 6.08 

5.02 5.52 
6.19 7.65 
6.61 7.04 
4.17 7.37 
5.14 10.39 
52.8 114.22 
4.68 5.51 
5.19 5.21 

21.95 14.11 

3.03 6.18 
8.34 129 
161 1122 
134 18 



701 08 891 84 
14.58 2122 



194 

7.69 
7.1 
144 
149 
101 
4.16 
111 
7.5 
125 
155 
2.78 
177 

1123 
4.21 

1104 
157 
158 
146 
4.56 
193 
7.95 
14.1 
121 
4.73 



11.11 
166 
4.81 
7.05 

1149 
171 
7.83 

10.59 

in 

1102 
4.85 
4.75 
18 
119 
7.14 
1101 
11.26 
2111 
145 
18 
162 
1113 
21.99 
16 
173 



1199 
4.19 
18175 
1118 
1124 
6121 
156 
97.69 
2.65 
7.59 
152 
111 
4.4 
4.93 
7.62 
198 
4.25 
7.02 
136 
2107 
10.91 
2.14 
104 
12 
4 
4.42 
156 
4.2 
8189 
133 
149 
11.K 
4.98 
7.45 
1109 
143 
874 
1139 
1111 
194 
4.72 
122 
1114 
7.98 
10 

111 
198 
154 
175 
195 
182 
11.49 
4.11 
9 

12.86 

14. 91 
107 
129 
105 
109 

1123 
105 
135 



133 
7.02 
126 

147.93 
1162 
1145 

13108 
4.58 

20139 
179 
122 
109 
4.55 
1 12 
115 
15 

I. 85 
177 

15 
4.42 
1194 
1126 
169 
178 
1 18 
126 
195 
7,11 
4.43 
11154 
198 
125 
157 
16 
115 
15 
111 
83146 
21 15 
105 
7,95 
184 
152 
169 
159 

II, 4 
16.88 

133 

11.91 
137 
4.38 
14 

1171 
156 
133 
181 

11 39 
157 
175 
142 
119 

1187 
164 
118 



4.89 
118 
196 

111 29 
1156 
1176 



4.56 
7.59 
116 
111 
1154 
20.21 



13164 120.26 



7.2 
207.09 
1.25 
1 53 
14.67 
147 
4.27 
179 
131 
123 
186 

iia 

193 
1163 
1102 
193 
189 
173 
131 
127 
121 
188 
8102 
192 
101 
182 
1.77 
3.88 
1 93 
193 



4.58 
231 
1.4 
191 
116 
4.34 
139 
19 
183 
4.43 
4.19 
1 14 
8 

1152 
12.47 
143 

lor 

191 
13 
138 

7 
199 

137.21 
7.98 
183 
181 
1.91 
178 
112 
184 



1189 11711 
3194 3171 



136 
1 39 
4.16 
144 
126 
122 
143 

14.03 
4.01 

1171 
116 
1 12 
7.26 
7.91 
121 
112 
147 

1143 
1.84 
1.69 
186 
7.53 
135 
101 
102 



7.66 
198 
1 12 
149 
199 
196 
4.95 

17,77 
4.07 

11.91 
1.28 
136 
158 

11.36 
194 
194 
163 
159 
163 
145 
4.67 
142 
7.98 
162 
1 39 
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10 



15 



20 



25 



30 



35 



40 



45 
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PLACE1000374 

PUCEIOOOUO 

PLACEIOOOUS 

PUCE1000397 

PLACE1000401 

PUUZ1000406 

PLACE100041Z 

PUCE1000420 

PLACE1000421 

PLACE1000423 

PLACE1000424 

PLACE1000430 

PLACE1000433 

PUCE1000435 

PLACE1000437 

PLACE1000442 

PU£Et000444 

PUCE10004$3 

PLACE10004SS 

PLACE10004SS 

PUCE100048I 

PLACE10004S2 

PLACE1000508 

PLACE1000$12 

PLACE1 000540 

PLA£E1000$41 

PLACE1000S46 

PLACE1000547 

PL>CE1 000580 

PLACE1000562 

PUCE10005C4 

PUCE1000583 

PLACEtO0Q587 

PLACE10005U 

PLACC10005M 

PLACE1000509 

PLACE10Q0805 

PLACE1000I1Q 

PLACE1000511 

PLACEIOOOttf 

PLACE1000S33 

PLACE1000836 

PUU£!000I53 

PlACEIOOOfiSC 

PLACEtOOOSSS 

PLACElOOQTtt 

PLM£I000712 

PUCEI000716 

PUWE1000740 

PLACE100074a 

PUCEt000749 

PLACE10007S1 

PLACE1000755 

PUUX1000769 

PLACEIOOOTTa 

PLACClOOOTtS 

PUC£100078i 

PUCE1000T9S 

PLACE100079S 

PUCE1000798 

PLACE1000812 

PUCE1000S23 

PUCEf000S25 

PUCE1000898 



4.3S 
16.1 
6.36 
11.59 
9.04 
13.08 
S.51 
18.93 
17.83 
9.91 
(.41 
9.9 
8.1 
28. 9S 
13.7 
4.21 
8. 39 
8.24 
9. 14 
29.59 
10.19 
14.54 
8. 74 
4.85 
12.96 
10.11 
13.1 
8.49 
22.37 
8.22 
17.41 
11.44 
7.15 
18.91 
11.7 
9.76 
16.65 
13.13 
44.34 
7.16 
7.75 
9.18 
13.52 
16.45 
17.59 
22.58 
15.91 
9. 51 
62.65 
21.69 
8.09 
5.85 
17.27 
3.3 
43. 2S 
31.35 
5.99 
62.95 
170.82 
34.34 
16.41 
25.51 
9.78 
37.15 



4.25 
6.91 
4 

7.26 
6.59 
8.33 
7.48 
23.33 
12.09 
10.66 
4.46 
7.48 
6.1 
26.53 
9.76 
4.33 
8.02 
8.08 
8.93 
27.02 
8.45 
13.99 
6.29 
3. 74 
8.47 
15.98 
11.96 
5.52 
15.31 
7,18 
14.24 
8.04 
6.59 
11.92 
13.56 
11.08 
12.34 
11.57 
42.43 
6.3S 
6.07 
4.57 
15.36 
24.27 
14.23 
27.08 
18.32 
6.38 
63.87 
20.13 
6.77 
6.89 
23.58 
5.09 
43.09 
17.11 
3.18 
70.84 
165.32 
30.96 
17.23 
22.51 
4.9 
32.03 



6.34 
17.82 
6.16 
11.9 
?.42 
14.95 
7.35 
27.28 
14.21 
9.25 
8.86 
10.47 
7.11 
24. 32 
13.69 
5.54 
5.47 
7.4 
7.88 
24.71 
9.18 
15.18 
6.02 
3.65 
7.79 
11.44 
11.32 
7.86 
18.14 

11.35 
7.49 
3,7 
9.8 
11.55 
9. 94 
15.55 
11.01 
32.52 
6.63 
5.61 
3.73 
9.28 
20.78 
11.72 
16.29 
12.16 
10.32 
75.82 
21.77 
9.49 
7.76 
23.84 
3.02 
44.83 
31.03 
7.12 
86.12 
165.81 
28.31 
19.15 
19.45 
7.M 
40.12 



4.3 
9.8 
2.37 
2.79 
3.23 
2.59 
3.42 
7.24 
5.67 
5. 17 
3.52 
5.49 

I. 95 
14.09 

6. 32 
1.97 
3.23 
2. 64 
4.6 

10.66 
6.24 
6.98 
2.46 
2.37 
4.5 
6.25 
7.18 
5.49 
8.36 
4.62 

10.42 
4.72 
3.14 
5.65 
8.47 
6.95 
9.49 
8-74 

26.13 
3.54 
4.09 
3.4 
7.56 
6.6 
6,71 

14. U 

10.41 
4.38 

66.13 

15.61 
5.21 
3.42 

13.28 
3.66 

22.77 
9.35 
2.4 

74.56 
123.39 

19.04 

II. 98 
15.2 
5.02 

17.98 



3.67 
10.53 
2.92 
5.06 
3.26 
5.96 
4.96 
14.78 
5.38 
5.46 
3.38 
S 

4.44 

14.79 

11.98 
3.93 
173 
6.34 
6.83 

16. 38 
5.2 

17. 38 
6.75 
3 

9.85 
17.26 
10. 25 
10.6 
10.85 
4.33 
10.44 
4.9 
3.88 
7.81 
13.84 
10.5 
9.68 
7.05 
31.67 
3.14 
5.95 
5.99 
11.63 
13.88 
8 

16.15 
18.03 
8.28 
88.56 
19.57 
7.14 
4.79 
21.64 
5.56 
18.03 
9.07 
4.01 
80.1 
175.42 
23.22 
12.41 
17.94 
3.89 
18.59 



2.84 
4.49 
2.52 
5.01 
3.54 
3.66 
3.44 
9.32 
4.01 
3. 16 
1.84 
3.45 
2. 14 
9.09 
9.08 
1.28 
7. 32 
3. 
3.55 
9.53 
4.46 
5.81 
1.48 
3.01 
7.03 
10.37 
10.48 
14.98 
7.86 
3.02 
10.34 
3.91 
4.15 
8.36 
9.08 
6.09 
6.14 
4.41 
19.73 
2.93 
4.33 
3.07 
7.5 
8.95 
7.43 

9.n 

9.89 
5.91 
67.41 
14:26 
4.97 
3.39 
9.26 
3 

27.54 
8.25 
1.88 
6158 
137.1 
14.81 
1124 
1161 
3.86 
17.35 



1.94 
5.18 
2.89 
109 
3.28 
186 
3.84 
4.07 
4.24 
3.23 
2.63 
3.57 
2. 34 
1184 
169 
2.62 
3. 64 
187 
4.93 
7.25 
1 55 
124 
4.68 
2.27 
175 
7.65 



4.18 
172 
124 
3.78 
16 

1158 
4.81 
1 32 
169 

61 56 
125 
4.51 
2.89 
122 
117 

1175 
10.6 

15.21 
152 

54.02 

1135 
2.01 
2.03 

1155 
176 

20.87 

11.80 
2.45 

5103 
104.41 

22.05 

1141 

1145 
4.94 

1192 



11 
102 
0. 95 
159 

2.6 
10.26 
4.02 
178 

in 

133 
2.91 
109 

I. 88 
11.65 

1 75 
4.3 
113 
1 OS 
165 
7.03 
2.41 
4 

3.01 
2.44 

15 
1 38 

12 
2.62 
135 
2.13 
117 
1 95 
164 
183 
153 
2.43 
107 

12 
31 23 
157 
172 
4.22 
4.09 
10.63 

II. 07 
7.13 

1133 
118 
47.28 
17.23 
141 
131 
10.98 
2.68 
24.08 
182 
4.94 
72.61 
82.02 
22.97 
1157 
1188 
155 
1121 



1.77 
192 
0.87 
148 
2.94 
6.27 
2.52 
175 
173 
2.82 
2.34 
155 
2.11 
12.23 
4.42 
2.3 
123 
11 
115 
4.61 
2.95 
105 
104 
1.75 
154 
185 
125 
164 
19 
2.7 
109 
126 
4.07 
187 
144 
116 
149 
4.65 
517 
132 
154 
133 
7.58 
113 
115 
11.87 
14.12 
128 
3142 
1162 
149 
2.82 
119 
2.93 
21.65 
7.46 
192 
4169 
9127 
28.25 
118 
12.99 

4. 
1197 
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I0VARG1002091 
|OVARC1002092 
0YARC1M2099 
I0VARC1002O94 
|0VAftC1002l07 
|0VAftC1002112 
|OVAilC100212S 
|OVARC1002127 
|0VAItC1002n8 
|0VAItC1002U3 
l0VAftCl0021S€ 
|0VARC1002158 
|0VAIC1tXI2185 
ioVAftCI 002176 
|oVAftC10Q2178 
loVARCI 002112 
ioVARC1002U5 
|PLAC£1000004 

Iplaceiooooos 
ipuceiooooos 

IpLACEI 000007 
IpLACEI 000014 
|PLACE1000031 
IPUCE1000033 
|PLACC1000040 
Pi>C£1000048 

Iplaceioooosq 
Ipuceioooosi 

IPLACEIOOOOfS 
|PLACE100007S 
|PLACE1000078 

Ipuceioooosi 
Iplaceiooooos 

|PLACE1000004 

Iplaceioooioi 

|PLAC£1000121 
IPLACE100013} 
|PUCE1000142 
IPLACEIOOOMO 
|PLAC£10001€3 
|PLACE1000172 

Iplaceioooioi 

|pLACE10001ft4 
PLACE1Q0018S 

Iplaceioooioo 

|PLACE1O0O213 
|PLACE1000214 
|PUCE100022fl 
|PUCE1O0O231 
|PLACE100O23S 
IPLACE100O24S 
|PLACE100024fi 
PLACE10002SI 
|PUCE100028S 
|PLACE10002I2 
|PLACE1000302 
PLACE1000304 
nj^1000308 
PLACE100030I 
|PLACE1000312 
PLACE1000330 
IPLACE1000332 
|PLAC£1000)47 
IPLACE10003S1 



18.78 
11.3S 
11.71 
f.ZS 
13.48 
28.38 
6S.1t 
8. IS 
S.22 
7.3 
14.33 
S.1S 
67.03 
10.61 
11.02 
1.32 
13.32 
9.74 
27.12 
91.12 
7.26 
2.23 
2S.49 
18.11 
8.82 
20.38 
S.4 
9.33 
8.68 
12.66 
18.43 
10.24 
24.93 
9.77 
13.24 
13.12 
9.91 
9.88 
26.84 
7.41 
27.22 
113.9 
17.72 
18.19 
9.66 
6.26 
9. IS 
26.57 
14.42 
7.58 
26.52 
45.69 
9.85 
14.3 
22.65 
24.34 
9.25 
15.07 
50.33 
7.8 
37.2 
19.72 
18.65 
4.55 



19.82 
7.73 
8.5 
6.49 
8.34 
33.01 
69.33 
6.37 
5.32 
4.6 
13.88 
5.03 
61.86 
13.89 
11.22 
5. 52 
14.59 
9.21 
18.01 
57. 04 
8. 75 
2.04 
34. 88 
15.97 
8.21 
17.3 
7.04 
8.81 
5.77 
13.3 
18.48 
9.79 
18.79 
8.35 
13.69 
18.46 
9.72 
8.89 
30.96 
5.19 
20.45 
71.51 
15.27 
14.48 
11.81 
6.05 
11.17 
22.54 
18.43 
8.02 
25.91 
36.58 
11.52 
14.29 
21.9 
18.15 
6.15 
8.86 
32.12 
7.45 
43.13 
22.93 
20.7 
3.12 



15.43 
4.3 
20.66 
6.65 
12.8tt 
27.23 
51.38 
5. 32 
3.88 
3.7 
13.02 
4.65 
54.25 
9.02 
6.01 
5.4 
15.01 
11.61 
21.46 
55.23 
8.28 
4.15 
32.13 
17.95 
10.8 
18.51 
6 

17.26 
17.49 
14.47 
16.12 
10.46 
23.44 
20. 14 
14. 14 
20.42 
12.83 
10.42 
24.74 
10.36 
29.16 
73.22 
19. 

17.72 
15.71 
11.46 
11.68 
23 

23.26 
8. 

22.56 
50.55 
11.33 
20.76 
21.53 
25.79 
7 

14.03 
45.32 

13.! 
26 

22.77 
25.21 

7. 



10.02 
3.87 
4.96 
2.69 
8.06 
12.79 
44.56 
1.95 
5.16 
3.29 
10.03 
3.18 
23.78 
5.22 
3.18 
2.92 
5.81 
4.85 
13.29 
34.88 
8.37 

I. 42 
13.67 
12.01 

5.78 
15.36 
2.42 
5.87 
7.42 
10.46 
10.89 
3.99 

II. 66 
5.83 
7.47 

15.19 
7.9 
4.19 
12.94 
3.1 
10.4 
49.28 
11.79 
7.66 
11.09 
4.09 
8.73 
11.03 
5.64 
1.98 
9.19 
14.83 
3.16 
4.5 
9.54 
8.82 
5.54 
6.88 
24.2 
4.65 
23.56 
9.1 
9.08 
2.8 



4.78 

5.5 
14.44 

4.04 

7.84 
21.35 
SI. 62 

4.41 

3.08 

5.14 
12.28 

3.11 
36.97 

6.29 

5.47 

5.92 
10.11 

7.73 
16.54 
52.28 
10.72 
4 

27.22 
14.01 
10.45 
23.63 
4.88 
11.39 
6.83 
23.06 
9.95 
5.51 
12.45 
7. 13 
11.68 
20.27 
8.22 
7.46 
22.4 
5 

14.2 
64.78 
14.01 
7.1 
11.55 

6.36 

8.08 
13. 14 

9.79 

6.24 
16.74 
17.16 

7.83 

8.13 
18.93 
18.47 

8.18 
10.38 
31.82 

6.15 
30.84 
18.25 
28.96 

3.17 



6.56 
2.76 
7.82 
2.24 
6.33 
12.35 
38.84 
3.09 
2.95 

I. 8 
6.78 
2.41 

81.97 
4.46 
2.82 
3.91 
6.86 
5.01 
9.78 

43.96 
8.06 
3.02 

II. 3 
16.72 

6.53 
12.54 
4.46 
8.65 
5. 75 
11.81 
8.28 

12. 
8.45 
8.08 

14.52 
8.5 
3.72 

10.59 
4.08 
9.22 

42.83 

13.86 
6.34 
8, 
3.94 
4.64 
7.79 
6. 
5, 

15.38 
15.14 
3.08 
8.1 
11.23 
8. 

3.68 

7. 
23, 

3.95 
17 
13.71 
11, 

2 



.31 



9. 88 
3.85 
5.85 
4.34 
9.41 
12.54 
65.71 
5.22 
2.58 
3.79 
8.59 
3.88 
48.19 
9.03 
6. 17 
6.46 
7.78 
4.83 
14.01 
6.98 
3.04 
1.88 
27.49 
14.29 
3.91 
8.78 
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21.41 
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25.6 
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33.83 
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48.42 

9.79 
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28.28 

4.63 
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11.9 
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9.13 
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20.55 
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4.18 
4.47 
8.37 

10.78 

111.33 
6.01 
5.3 
2.42 
240.06 
3.26 
30.3 

20.26 
4.9 
4.99 
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6.31 

13.86 
4.18 
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4.35 
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5.79 
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2.53 
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4.44 
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4.79 
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2.83 
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4.12 
29.31 
17 
23.64 
S.41 
197.68 
7.79 
9.88 
7.84 
4.46 
5.88 
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19.59 
9.0s 
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ft. 13 
S.35 
9.21 
66.79 
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20.53 
9.97 
93.84 
9.83 
30.39 
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24.05 
9.41 
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5. 97 
7.9 
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99.84 
4.35 
11.01 
7.11 
8.95 
9.55 
13.5 
14.91 
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20.93 
7.35 
11.25 
15.28 
32.05 
5.87 
31.79 
17.78 
8.59 
10.81 
7,75 
30.12 
27.99 
9.07 
4.39 
137.04 
10.54 
28.34 
9.57 
10.2 
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18.44 
12.84 
17.99 
7.42 
3.52 
7.22 
5.13 
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87.42 
9.95 
14.31 
5.35 
7.88 
8. 39 
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13.52 
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5.17 
40.21 
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9.8 
8.14 
25. 34 
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9.27 
8.11 
7.34 
5.99 
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9.29 
20.35 
14.97 
6.09 
24.57 
4.8 
5.88 
11.36 
27.24 
9.05 
25.87 
13.64 
5.24 
12.88 
5.51 
29.23 
28.47 
8.98 
6.21 
110.5 
9.21 
25.69 
12.59 
13.78 
0.27 
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12.05 
15.72 
7.24 
5.78 
4.15 
4.74 
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19.8 
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17.21 
7. 39 
94.06 
ft. 34 
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5.06 
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35.2 
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20.93 
11.44 
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6.19 
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9.05 
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30.71 
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15.81 
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2.97 
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5.91 
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6.52 
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51.59 
1.59 
5.5 
2.9 
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3; 66 
4. 56 
5.62 
19.07 
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18.26 
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12.24 
5.2 
7.5 
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7.89 
21.66 

6.97 
51.58 
14.11 
17.29 
34.49 
22.79 

5.82 
22.42 
262. 18 
25.43 

9.81 

9. 17 



13.22 
52.33 
23.55 

4.74 

6;92t 

7.28 
227.94 
10.42 

8.27 
30.24 
36.27 
24.41 

6.34 
22.97 
3»).06 

5.17 
14.95 
19.77 
46.94 
10^ 

5.86 
12.65 
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22.78 
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8.44 
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27. 14 
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23.83 
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11.17 
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54.33 
8.56 
8.11 
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101.88 
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10.1 
13 
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36.61 
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222.49 
13 

4.78 
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52.37 
272. n 

6.08 
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20.49 

13.8 
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44.44 

10.16 

14.83 

89.03 
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3.95 
9.43 
4.33 

10.71 
7.47 
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95.57 
9.36 
9.64 
31.51 
10.5 
22.28 
9.03 
17.67 
9.05 
11.38 
15.04 
12.88 
452.57 
11.18 
143.25 
12.11 
11.28 
15.72 
11.3 
21.51 
84 
86.97 
18.7 
14.55 
37.93 
47.65 
9.63 
8.43 
13.05 
22.78 
8.03 
15.96 
12.49 
24.56 
41.23 
15.8 
6.74 
8.86 
35.51 
25.75 
17.7 
31.08 
11.04 
9.46 
84.95 
22.37 
11.61 
67.36 
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11.41 
235.06 
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S.48 
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5.04 
11.72 
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9.18 
9.32 
137.37 
14.89 
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70.17 
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6.54 
26.56 
10.92 
19. 59 

9.66 
18.03 

5.89 
10. 29 
16.77 

8.81 
396.91 
13. 52 
152.71 
11.07 

8. 14 
17.28 

11-1 
18.12 
237.66 
107.76 
18.85 
21.25 
36.45 
39. 77 
12.52 

5.22 

12.4 
19.36 

5. 77 
13. 65 
10.05 
30.78 
29.61 
17.22 
8.5 

5.17 
29.95 
25.79 
16.61 
27.41 

5.87 

7.02 
36.44 
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90.08 

6.16 
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21.84 



22.97 
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1h69 
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130.24 
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4.04 
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7.96 
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11.06 
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4.07 
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203.8 
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17.51 
3.92 
14.09 
6.62 
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8.78 
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6.15 
163.58 
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4.82 
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7.49 
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15.26 
17.37 
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25.44 
31.14 
5.64 
5.82 
17.86 
3.8 
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8.22 
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3.25 
53.54 
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15.89 
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15.31 
2.72 
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3.71 
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3.43 
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3.45 
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3.89 
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3.29 
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14.13 
2.84 
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12.84 
9. SI 
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39.97 
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44.18 
21.2 
8.69 
11.63 
130.28 
4.7 
608.15 
31.41 
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21.41 
S.75 
32.43 
19.21 
12.38 
143.72 
56.13 
41.67 
24.72 
20.78 
17, S7 
26.29 
159.47 
5.46 
26.75 
10.86 
13U87 
5.48 
20. S 
67.7 
7.01 
6.26 
14.26 
19.42 
10.8 
22.01 
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37.5 
14.17 
7.5 
30.72 
9.83 
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10.27 
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16.04 
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9.17 
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10.89 
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7. 53 
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37.23 
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7.81 
63. 36 



10.81 
7.82 
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13.23^ 
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9.75 
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33.64 
18.93 
9.42 
9 

110.SS 
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29.ltf 
5.37 
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20.09 
164.07 
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42 
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18.89 
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10.66 
26.19 
60.91 
9.93 
4.46 
12.68 
15.15 
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46 

15.84 
9.53 
20.48 
8.6 
14.17 
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15.01 
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13.14 
19.09 
34.44 
40.4 
8.63 
11.83 
13.33 
10.14 
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11.27 
10.48 
24. 56 

2S7!56 204.62 269.89 
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13.5 
8.67 
9.23 
35.12 
49.18 
21.27 
19.43 
11.74 
11.58 
138.44 
6.14 
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28.89 
65.66 
11.19 
4.05 
22.05 
9.39 
9.9 
88.33 
33.71 
18.44 
12.07 
9.6 
7.88 
19.41 
146.09 
4.05 
10.67 
4.61 
28.64 
5.09 
11.S6 
69. 5S 
3.3S 
2.72 
6.9 
6.26 
5.45 
13.28 
106.48 
35. 76 
10.34 
2.31 
13.87 
4. 52 
6.99 



9.89 
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3 

5.72 
21.04 
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17.7 
6.93 
4.69 
6.06 
48.02 
1.28 
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11 
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36.96 

18.25 
15.1 
9.18 

81.99 
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70.71 
26.64 
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9.71 
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9.69 
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6.89 
4.99 
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13.5 
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41.61 
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9.55 
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7.44 
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3.47 
8.22 
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33.79 
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4.08 
4.94 
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26.19 
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6.81 
7.07 
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8.05 
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8.46 
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4.2 
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18.85 
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6.71 
34.87 
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3.97 
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20. OS 
9.56 
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32.55 
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4.87 
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4.38 
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7. 34 
3.45 
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8.83 
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55.95 
19.23 
3.2 
42,7 
5.82 
12. SS 
139.36 
22.43 
26.41 
13. S 
20.46 
7.62 
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3.32 
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7 
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10 
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4.49 
3.81 
7.72 
9.02 
4.21 
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5.47 
1.67 
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6.44 
10.99 
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3.88 
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2.47 
9.51 
15.85 
20.76 
6.64 
5.89 
4.2 
3.51 
11.33 
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15.99 
15.11 
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16.89 
13.88 
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11.21 
7.19 
129.04 
23.42 
34.52 
19.58 
10.87 
167.82 
11.89 
38.73 
60.14 
5.11 
13.9 
19.14 
7.07 
22.24 
5.62 
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8.25 
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6.66 
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8.73 
4.54 
64. 31 
19.42 
45.14 
58. 92 
7. 59 
202.75 
14. 59 
39.84 
28. 66 
4.54 
15. 39 
16.24 
4.03 
23 
7.2 
112.69 
8.24 
83.99 
8.16 
20.18 
38.92 
11.66 
3.63 
12.9 
468.29 
17.54 
62.97 
a. 4 
1957.3 
6.5 
2.52 
9.24 
7.06 
9.26 
9.05 
141.32 
24.67 
7.88 
27.72 
7.81 
8.58 
4.93 
8.88 
50.53 
8.85 
5.31 
6.51 
19.21 
5.5 
37.36 



52.74 

7. 33 
22.95 
162.62 
16.6^1 
19.12 
116.21 

16.5 
13.22 
14.04 
27.18 
13.49 
16.61 

8.62 
131.91 
25.54 
18.61 

77.5 
20. 93^ 
171. 29* 
18.31 
49.87 
66.85 

6.02 
21.97 
15.43 
15.62 

26 
10.83 
112.51 
13.89 
93.99 
10.03 
21.15 
34.99 

17.8 
14.35 
19.78 
451 
18.05 
42.21 

3.74 
1778 
15.88 

9.75 
16.38 

8.63 

8.55 

5.63 
115 
34.31 

13.1 
47.01 
13.25 

7.67 

5.56 
7 

36.06 
11.79 
8.35 
7.04 

i8.n 

6.17 
38.55 



Tabk459 
47.19 54.21 38.25 
8.55 4.11 5.54 
18.36 10.72 16.61 
149.32 142.05 170.39 
1^.14 7.55 8.09 
10.1 
91.21 
11.37 
9.03 
13.59 
6.98 
21.35 
3.25 
4.54 
121.1 
10.07 
11.47 
83.99 
5.64 



1L6 
78.57 
14.11 
12.72 

18.8 
13.33 
5.9 
10.63 

7.82 
123.08 

15.3 
24.65 
92.97 
9.6 
210.71 
13.81 
21.84 
78.28 

5.02 
16.43^ 
15.81 

8.02 
14.14 

9.33 
87.95 

8.67 

87.7 

7.45 

16.8 
21.18 
10.13 

7.96 
10.14 



7.99 
74.75 
5.17 
11.46 
13.31 
10.11 
3. 55 
5.39 
6.78 
113.29 
9.36 
21.87 
8L67 
6.42 
275.39 155.29 
8.54 6.37 



19.97 
49.48 
2.86 
16.29 
11.98 
4.02 
12.81 
4.27 
73.32 
2.89 
70.28 
4.69 
8.39 
29.78 
3.4 
3.09 
7.04 



14 
49.64 
2.29 
10.56 
5.79 
6.88 
9.89 
5.54 
75.57 
3.54 
83.78 
3,72 
11.91 
22.86 
6.5 
2. 98 
6.74 



449.8 544.78 414.46 
10.65 
25.12 
2.66 



12 
31.11 
5.98 
1241.4 
6.67 
6.65 
12,74 
5.95 
5. 18 
7.13 
136.41 
22.85 
6.91 
19.42 
8.64 
6.81 
6.03 
8.89 
34.94 
8.7 
10.56 
5.86 
28.9 
6.66 
11.76 



9.18 
21.1 
3.44 
1573.1 1807.7 
3.98 3.K 



2.34 
8.52 
2.46 
3.12 
1.41 



2.66 
9.22 
3.36 
3 

1.72 



95.11 117.09 
17.67 26.56 



5.36 
80.65 
4.5 
3.58 
1.07 
3.35 
19.9 
3.93 
5.66 
2.6 
18.17 
2.33 
101 



2.92 
12.46 
5.83 
4.26 
1.6 
3.32 
25.84 
5.47 
4.44 
3.34 
21.68 
2.81 
6.27 



54.01 
5. 29 

14.74 
110.43 
7.58 
7.15 

80.34 
6.32 
10.8 

16.09 
3.13 
2.37 
2.62 
3.93 
100.69 

10.28 
38.2 

76.62 
5. 77 
113.71 
6.6 
8.4 

41.22 
1.61 

10.51 
6.28 
1.73 
5.49 
7.23 

95:07 
1.21 

63.11 
4.86 

12.08 

11.88 
5.01 
3 

11.86 
466.17 
7.44 
46.83 
3.17 
1562.4 
2.59 
2.29 
9.69 
2.76 
5.35 
4.66 
134.61 
12.06 
2.47 
29.24 
7.1 
5.19 
2.56 
4.76 
29 
3.33 
3.17 
4.3 
18.73 
2.76 
13.35 



36.88 
2.67 
22.3 
102.21 
13.4 

14.07 

65.93 
4.06 
6.18 
6.06 
6.78 
3.48 
6.98 
3.64 
103.33 

14. 93 

24.12 

44. 55 
9. 03 

313.1 
13.8 

12. 92 

48.79 
2.5 

11.54 
6.12 
4.87 

12.55 
5.78 
111.13 
3.45 

54.66 
3.64 
8.99 

16.42 
4.37 
5.21 

12.75 
464 
6.63 

20.37 
2.23 
2343.9 
3.25 
2.53 
9.29 
2.88 
1.85 
2.23 

57.44 

25.82 
4.02 

22.48 
5.5 
3.06 
2.13 
3.03 

16.57 
5.54 
5.91 
7.17 

17.92 
2.24 
6.28 



39.01 
3.53 
29.56 
77.71 
16.29 
11.51 
74.08 
4.53 
8.61 
5.52 
11.56 
4.03 
4.42 
3.85 
117.09 
5.74 
21.41 
74.09 
8.9 
177.93 
11.32 
7-79 
51.15 
1.93 
8.19 
6.25 
5.66 
7.49 
6.45 
108.7 
2.95 
68.06 
2.94 
11.53 
39.6 
5.08 
1.93 
9.47 
478.98 
4.58 
35.04 
2. 28 
2243.6 
1.92 
3.57 
9.27 
3.49 
3.07 
3 

67 

35.99 
3.88 

15.27 
4.05 
5.18 
3.15 
4.96 

36.99 
5.88 
3.98 
3.53 

16.85 
3.12 

18.64 
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|NT2RP400192: 
)irT2RP4001931 
|mRF400193 
INT2RP4001931 
|NT2RF40fr1942 

IIT2RP400194I 
|l«T2RP4001S4l{ 
|NT2IIP4001 
b(T2RP4001l5l 

NT2RP4001)5S{ 
llfT2RP4001f6Si 
|irr2RP40019 
tKT2IU»400197i 
)kT2RP4001 
linr2RP400199S| 
|NT2RP400201 
|NT2RP400201 

lfT2RP4C02Q3,, 
|in'2RP4002043| 
|irr2RP4002 
|NT2RP4062I 
|NT2RP40020i 
lNT2n>40020l 
|NT2RP40020 
|lirT2RP400206 
|JIIT2RP4002071 
|llT2RP40t)2Q7 
)llT2RP400207i. 
|NT2RP4002081 
bT2RP400208 
|vr2RP4002 
iirT2RP40021 
llT2RP4002tn 
llir2RP4002]1 
|irr2RP400211 

|iiraiP4oa2i^ 

|llT»N00212q 
lirTW4002T 
IIIT2RP4002] 
nT2RP408213 
|lT»P40021^ 
|llTW4002l8i 
|KT2RP4002I-. 
lfT2RP4(»2U7{ 
rNT2RP40ll21 

|VT2RP4002i 
Ir2RP400221 
|mRP40022i 
|NT2RP400224I 
IIIT2KP40022 
|lir2M>40022 
llT2KP4O022j 
|NT2RP40022 
|llT2RP4002 
|llT2RP40022! 
|irT2RP40022 
|mRP400230i| 
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T2RP400233(| 
lirT2RP400234 
|nT2RP400236i| 
lRnRP40023l 
lilT2RP40023i 



22. 95 
31.71 
124.92 
21.23 
40.71 
3.45 
10.3 
15.45 
5.04 
26.47 
6.74 
7.84 
16. 36 
38 
24.73 
11.39 
16.73 
5.82 
18.95 
24.11 
12 

153.48 
40.68 
17.65 
5.1$ 
19.67 
4.49 
19.28 
26.93 
12.48 
4.69 
48.22 
21.8 
118 
131.42 
9.21 
16.25 
59.92 
12.24 
65.39 
10.15 
23.38 
16.88 
28.59 
5.08 
5. 25 
3.81 
5. 45 
6.38 
19. 38 
35.82 
1.58 
5.84 
35.43 
22.95 
13.7 
10.23 
15.18 
8.45 
36.27 
2.84 
9.6 
2.79 
24.08 



20.54 
30.66 
135.92 
9.61 
46.99 
3.93 
8.04 
15.77 
4,87 
19. 18 
6.56 
6.46 
22.03 
36.95 
23.55 
15.95 
14.11 
5.03 
25.2 
28.29 
15.65 
150.01 
39.2 
14.46 
7.64 
23.04 
2.91 
11,77 
23.83 
9.47 
4.27 
85.51 
28.93 
22.05 
129.9 
7. OS 
10.45 
73.72 
16.73 
168.51 
13.02 
25.82 
7.65 
22.57 
7.53 
3.74 
1.86 
3.2 
5.14 
17.71 
21.31 
1.78 
5. 18 
25.77 
20.57 
13.76 
12.39 
15.97 
5.65 
19.86 
2.81 
7.94 
2.98 
18.92 



20.03 
39.53 
123.56 
28.3 
4hl1 
9.62 
13.38 
21.11 
6. 27 
22.05 
3. 55 
14.19 
28.3 
48.12 
24.27 
16.62 

II. 76 
4.44 

14.1 
25 

20.88 
95.82 
39.83 
13.17 
7.19 
16.87 
8.1 
21.52 
24.19 
12.44 
5.09 

III. 5 
25.95 
20.04 

145.31 
12.08 
26.23 
76.92 
29.34 
135.79 
11.19 
19.72 
12.65 
36.35 
8.31 
5.62 
2.83 
5.65 
7.04 
14.08 
27.47 
7.25 
13.48 
32.22 
22.28 
25.96 
16.74 
20.14 
13.02 
28.94 
9.7 
13.29 
7. 18 
33.22 



14.02 
15.12 
117.23 
17.33 
32.73 
6.08 
10. 29 
11.34 
6.87 
22.48 
6.86 
9.15 
17.31 
29.2 
15.39 
10. 15 
12. 16 
7.72 
17.22 
19.27 
9.3 
64.65 
19.31 
10.87 
5.68 
12.91 
6.42 
11.04 
19.25 
9.18 
6.55 
22.9 
13.09 
17.73 
124.89 
10.75 
9.01 
61.59 
16.04 
98.21 
12.5 
13.23 
11.9 
26.74 
11.66 
11.93 
8.57 
5.42 
6.83 
18.19 
30.46 
3.8 
7.69 
22.21 
19.59 
11.44 
11.6 
18.18 
8.55 
13.28 
4.27 
10.99 
5.28 
37.33 



11.73 
11.86 
83. 52 
8.99 
26.67 
1.55 
3.79 
9.6 
2.41 
9.35 
3.2 
3.49 
12 
31.09 
14.66 
7.56 
9.31 
3.9 
10 
12.78 
9.08 
34.92 
30.56 
3.28 
1.88 
7.48 
3.43 
6.62 
16.65 
6.34 
1.89 
29.06 
13.73 
6.26 
86.8 
5.68 
12.04 
43.1 
8.23 
29.79 
4.36 
6.3 
7.3 
19.36 
6.59 
2.92 
1.H 

I. 97 
3.57 

II. 3 
20.08 

1.3 
2.79 
30.41 
16.95 
11.61 
8.3 
10.48 
4 

11.25 
0.88 
5.46 
1.95 
27.57 



7.04 
11.1 
79.43 
14.741 
27.19 
2.05 
3.791 
7.02 
1.7 
15.94 
2.07 
5.37 
7.09 
30.9 
5.03 
6.98 
11.09 
4.37 
14.87 
20.33 
6.85 
59.97 
26.73 
4.52 
1.94 
6.56 
5.27 
7.49 
23.73 
7.57 
1.66 
16.21 
11.32 
13.72 
130.87 
5.1 
10.44 
56.16 
7.86 
27.09 
7.32 
10.39 
14.74 
12.02 
7.86 
3.8 
1.73 
2.98 
3.25 
8.8 
26.03 
0 
5. 

16.71 
19. 16 
14. H 
6.18 
11.51 
9 
15 

0.87 
5.57 
2.56 
13.68 



.25 
i.42 



.83 
.46 



7.85 
5.42 
61.4 
12.02 
19.11 
2.15 
3.46 
4.68 
3 

17.83 
1.97 
2.96 
9.7 
21.07 
8.32 
8.4 
15.09 
5.69 
15.39 
11.41 
4.02 
51.1 
27.83 
5.26 
2.82 
8.07 
3.76 
7.2 
2Q.7 
7.79 
2.86 
28.91 
21.21 
15.37 
116.59 
3.65 
10. 14 
80.78 
20.93 
86.97 
8.88 
10.9 
12.63 
11 
4.55 
2.79 
3.4 
3.71 
6.5 
22.47 
19.35 
0.61 
4.19 
15.9 
15.53 
7.05 
9.56 
13.4 
3.47 
7.56 
1.22 
5.78 
3.24 
19.74 



6. 56 
8. 14 
54.06 
19.38 
35.23 
2.81 
4.08 
3.24 
2.63 
14.03 
1.5 
4.43 
16.29 
21.03 
9.1 
7.61 
12.65 
2.8 
7.04 
17.55 
3.61 
38.55 
37.55 
2.89 
1.16 
4.85 
2.11 
13.73 
21.48 
10.15 
2.04 
8.21 
10.01 
6.12 
193.03 
7.4 
17.51 
84.66 
15.43 
65.15 
11.55 
7. 33 
14.19 
23.37 
4.87 
4.05 
4.64 
3.22 
5. 55 
17.63 
24.1 
0.65 
2.88 
32. 72 
IS. 69 
8.48 
4.97 
11.06 
4.84 
12.49 
1.79 
8.11 
1.85 
22.15 



5.03 
7.84 
63.46 
17.02 
32.36 
1 

3.41 
4.94 

1 

17 
1.8 
3.21 
13.08 
23.16 
9.68 
5.52 
8.98 
2.78 
10.89 
17.78 
4.24 
53.86 
52.18 
2 

2.09 
9.75 
2.28 
14 
20.63 
9.98 
1.79 
26.28 
16.62 
8.09 
130.26 
5.23 
8 

86.01 
17.62 
29.84 
11.53 
11.09 
17.64 
23.58 
6 
2 

3.09 
3.36 
8.67 
22.91 
27.06 
1.92 
3.6 
23.26 
17. 98 
10.18 
3.02 
13.62 
5.83 
16.8 
3.04 
5.48 
1.33 
15.46 
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NTzmooisss 

NTZRP40015S7 
NT2RP4(raiSfi8 
IIT2RP4(n)1S59 
NT2RP4001Sn 
IIT2RP4001S74 
lfT»P4001575 
VT2RP400I578 
liniP4001SS2 
irT{RP4001S93 
irT2RP4O0l605 
irr2RP400150R 
IT2RP40016Q7 
IIT2RP400t81Q 
MT2RP4001614 
irT2RP400162S 
irT2RP4001i26 
)rT2RP4001(34 
rr2RP4001638 
irT2RP400]644 
irT2RP4001648 
NT2RP40016S6 
l(T2RP4001686 
NT2RP40016rO 
NT2RP40016n 
inr2RP4001679 
irT2RP4001695 
NT2RP4001696 
RT2RP4001699 
RT2RP4001717 
irT2RP4O01719 
HT2RP400I72S 
NT2RP4001726 
NT2RP4001730 
NT2RP4001739 
IIT2RP4001741 
mRP40017S3 
HT2RP4001780 
NT2RP400I7S7 
irr2RP400179Q 
NT2RP400t79S 
IT2RP400180S 
RT2RP4(mi80S 
VT2RP4001809 
lfT2RP4001817 
RT2RP4001B22 
RT2RP400182S 
irT2Rf 4001827 
NT2RP4001828 
r2RP4001836 
r2RP4001838 
IT2RP4001841 
IT2RP4001849 
mRP40018l1 
RTZRP4001877 
ITZRP4001879 
r2RP400tUfl 
RT2RP40018i3 
IIT2RP400I896 
lfTZRM001898 
iT2RP400190I 
IITW4001910 
RRRP400192S 
IT2RP400I92S 



5.61 
14.43 
20.92 
38.32 
15.01 
25.53 
5.89 
138.32 
9.9 
39.07 
8.89 

18. n 

6.86 
3.61 
9.32 
4.1 
25.96 
5.5 
6.66 
54.14 
19.49 
13.27 
5.12 
3. 97 
60.48 
63.4 
25.41 
10.8 
7.34 
14.1 
12.35 
3.63 
27.43 
17.07 
13.08 
36.21 
17.2 
8.36 
449.13 
7.47 
63.42 
8.84 
5.95 
55. 79 
34. 65 
6.52 
3.6 
92.63 
61.47 
44.8 
1.15 
120.68 
5.44 
120.57 
4T.n 
2L67 
38.95 

i.n 

20.14 
54.69 

17.19 
121.38 
17.35 
13.94 



4.66 
18.57 
33.87 
29.49 
7.71 
25.21 
6.11 
1H.83 
23.21 
48.78 
11.75 
11.14 
5.47 
1.38 
7.4 
3.9 
32.39 
5.13 
10.41 
31.27 
10.73 
8.07 
4.37 
4.22 
67.97 
46.03 
48.09 
7.02 
4. 14 
8.06 
7.72 
2.94 
19.04 
14.23 
27. 52 
33.9 
14.59 
7.54 
316.48 
3.89 
46.97 
7.88 
5.69 
43.66 
23.28 
3.81 
2.46 
82.49 
38.75 
31.89 
7.83 
83.99 
4.67 
86.96 
41.26 
26.1 
24.39 
9.6 
21.68 
54.01 
14.63 
105.48 
19.33 
13.08 



4.4 

12.18 
32.23 
40 

15. 

25.8 
13.99 
176.17 
17. 14 
46.75 

9.28 
16.78 

8.59 
4 

5. 36 

7.53 
24.45 

5.73 

10. 

53. 
26.93 
17.13 
7.8 

8. 36 
86.27 
74.85 
50.45 
11.48 
12.45 
13.01 

11.2 

5.27 
36.39 
28.12 
18.78 
43.76 
16.48 
12.21 
382.02 

8.52 
73.29 
10.54 
10. 38 
54.44 

22. n 

10.26 
7.23 
90.1 
56.29 
48.09 
5.55 
187. 16 
11.88 
121.65 
29. 
20.85 
36.19 
11.58 
20.53 
78.1 
24 

128.54 
26.78 
14.09 



6.85 
9.17 
19.47 
37.57 
14.4 
22.48 
11.72 
106.73 
17.16 
25.68 
6.36 
12.15 
11.52 
7.17 
10.94 
8.2 
30.25 
8.25 
8.73 
60.84 
21.07 
8.91 
6. 14 
10.93 
37.88 
69.08 
43.83 
9.54 
8.78 
8.07 
8.9 
5.13 
17.49 
18.6 
28.99 
24.77 
7.48 
7.55 



1.41 
4.93 

17.65 
26.2 
7.44 

16.52 
4.86 



2.54 

4.07 
14.08 
39.13 

9.88 
21.02 

9.13 



98.03 117.94 
3.08 11.08 



17.84 
2.98 
11.21 
4.98 
1.24 
2.88 
4.59 
8.64 
3.86 
4.08 
32.15 
12. 28 
6.79 
1.29 
2.63 
33.85 
70.96 
20.99 
3. 39 
2.82 
5.02 
5.51 
1.69 
15.05 
22.34 
19.24 
17.24 
4.99 
2.73 



15.12 
4.4 
15.99 
6.05 
4.9 
8.46 
6.06 
19.85 
4.21 
5.57 
47.2 
14.22 
8.31 
4.07 
2.89 
40.42 
7tS4 
24.93 
6.61 
5.44 
5.29 
7.17 
2. 36 
17.67 
22.39 
16.38 
19.76 
6.73 
5.75 



579.25 624.67 556.76 



8.8 
43.26 
9.34 
8.15 
43.11 
22.82 
6.23 
4.29 
26.32 
48.73 
43.58 
9.67 
139.43 
5.66 
10L03 
28.86 
19.88 
23.27 
7.5 
23.47 
65.64 
14.51 



139 
32.42 
4 

3.79 
38.36 
15.26 
2.19 
1.65 
25.71 
53. 93 
41.3 
6.83 
130.99 
118 
9L48 
24.84 
15.94 
20.66 
6.4 
19.99 
57.05 
10.05 



5.62 
28.05 
5.93 
5.46 
44.76 
16.99 
2.7 
1.68 
216 
46.7 
52.3 
6.27 
191.28 
2.21 
118.7 
22.31 
14.99 
27.73 
S.78 
18.99 
6177 
1125 



121 33 15114 104.65 



14.84 
14.02 



7.91 
192 



7.52 
2.48 



5.43 
101 
2104 
21.18 
7. 38 
1178 
191 
140.07 
1153 
20.23 
4.38 
4.83 
4.83 
2.72 
13 
102 
125 
158 
10.07 
22.38 
11.82 
7.24 
121 
157 
60.13 
80.35 
40.69 
158 
4.48 
S.3 
4.84 
109 
1115 
1123 
17.13 
1165 
191 
177 
48134 
4.59 
20.69 
4.96 
1 95 
37.5 
101 
167 
0.91 
20.01 
40.24 
3114 
7.38 
92.44 
103 
109.17 
17.4 
7.59 
3161 
191 
1181 
213 
1149 
6131 
199 
4.72 



164 
184 

1101 

3123 
118 

2138 
172 
117.64 

1153 
20.2 
106 

1112 
4.03 
185 
156 
172 
134 
167 
159 

2174 

1128 
7.86 
108 
4.05 

4104 
513 

2174 
102 
175 
4.01 
7.79 
138 
9 

1115 
1151 
43.11 

7.96 
15 
49196 

158 
20.32 

1 55 

117 
3154 
1113 

in 

17 
17.73 
4194 
27.95 
14.64 
814 
4.71 
140.23 
14.34 
1166 
41.13 
4.94 
11.88 
4174 
1192 
11185 
7.67 
101 



146 
168 
131 
30.47 
127 
1143 
119 
16141 
1139 
2166 
109 
116 
151 
106 
11 
127 
7.78 
4.85 
169 
3192 
1141 
143 
186 
182 
6144 
511 
3161 
123 
117 
4. 24 
121 
112 
1124 
115 
14.38 
31.46 
1147 
181 
4114 
107 
20.73 
159 
7.95 
5186 
1173 
18 
137 
2106 
3184 
48.98 
4.59 
82.84 
138 
134.58 
21.88 
4.85 
3121 
4.11 
1151 
5157 
20.72 
87.82 
141 
4.86 
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NT2RP4001213 7.81 5.05 8.73 

rr2RP400t214 3.93 5.31 4.9 

lfT2iU>40012l9 16.88 22.36 19.11 

NT2ltP4001228 31.88 2S.26 28.99 

NT2SP4001235 19.17 16.01 20.65 

NT2RP400I256 7.87 5.89 15.98 

irr2RF400I2S7 10.17 7.29 12.91 

NT2RP4001260 9 7.35 9.45 

NT2RP4001261 14.73 14 19.92 

JfT2XP4001274 46.98 48.98 34.12 

lfT2RP4001276 24.77 28.67 28.03 

lfT2RP4001283 274.25 154.44 255.86 

NT2RP4001299 70.57 64.2 62.96 

irr2ltP4001313 1.97 3.19 11.08 

NT2IP400U15 13.31 15.88 15.77 

lfT2tP4001320 57.94 46.23 43.52 

lirT2RM00132S 218.13 214.83 355 

IIIT2RP4001336 66.24 37.07 61.11 

NT2RP4001399 6.71 9.24 9.26. 

NT2itP40O1343 117.66 66.55 122.62 

NT2ltP4001344 93.1 59.49 108.06 

NT2RP400I34S 8.99 7.64 17.74 

NT2RP4001351 19.43 14.61 27.02 

linilP40013S3 3.32 5.15 ' 8.01 

]IT2tP4001355 4.79 4.Z3 4.91 

irr2RP4001367 14.2 16.14 22.96 

NT2IP400t372 4.19 2.77 S.41 

irr2U»4001373 51.47 33.24 43.9 

irT2RP400l375 4.45 4.59 11.77 

irT2RP4001379 5.44 4.91 12.41 

KT2RP4001381 28.02 25.15 21.15 

mRP4001386 29.68 19.44 36.04 

NT2ftP4001389 11.24 11.58 9.67 

IIT2KM00I396 5.21 4.67 8.34 

NT2RP400I407 5.86 5.49 6.51 

irr2tP4001409 8.48 7.57 16.74 

lfT2RP4001410 76.31 89.86 99.62 

NT2RP4001414 30.84 57.5 61 

liT2RP4001424 11.24 11.55 15.27 

IVT2RP4001433 19.8 14.14 16.87 

lfT2RP400l498 69.21 52.84 81.07 

IIT2RP4001442 7.93 5.58 7.34 

l«T2RP400f447 7.95 6.53 5.53 

irr2RP4001466 26.98 30.25 30.96 

imRP4(HI1467 56.03 66.43 78.02 

irr2RP4001472 23.78 41.35 30 

NT2RP40Q1474 7.87 8.46 14.35 

NT2RP4001483 6.68 4.49 11.62 

lirT2RP40O1488 25.21 54.85 68.99 

IIT2RP4001492 10.33 5.85 8.11 

RT2RP4001498 7.69 4.58 4.14 

l«T2RP400t502 209.76 206.24 150.3! 

irr2RP4001S03 7.44 8.32 13.64 

NnRP4001507 13.79 9.83 18.56 

RnRF400l$10 5.75 3.91 6.87 

iVT2RP40OI516 8.14 6.69 9.41 

NT2RP4001520 131.31 

inr2RP4001523 33.88 

MT2RP4001524 21.05 

IIT2RP4001529 19.64 

lir2RP4001531 12.2 



Table 456 



173.55 237.05 

38.97 38.29 

28.36 29.26 

17.51 18.7 

— - 10.44 17.59 

lfT2RP400l546 200.55 317.08 217.26 

NT2RP4001547 50.85 72.72 70.29 

lirr2RP400l551 5.28 7.23 6.07 



8.57 
6.79 
23.96 
28.25 
14.75 
8.52 
9.33 
7.52 
14. 97 
11.26 
20.15 
208.49 
46.39 
5.06 
13.24 
51.85 
324.05 
S8.79 
9.34 
134.91 
106.25 
11.99 
22.21 
5.72 
4.97 
11.42 
7.79 
16.16 
7.62 
7.76 
23.38 
29.56 
9.26 
6.72 
7.81 
7.93 
25.06 
31.08 
11.2 
12.54 
58. 91 
6.34 
6.92 
13.22 
42. 37 
13,57 
7.2 
7.08 
28.07 
7.33 
7.14 
118.11 
9.66 
10.78 
6.33 
7.53 
131.12 
18.41 
13.82 
21.14 
14.87 
217.42 
50.48 
6.96 



3.73 
4.2 
11.89 
18.75 
7.88 
4.59 
4.43 
2.82 
13.67 
8.82 
20.05 
145.59 
43.31 

I. 72 
9.24 

61.21 
260.73 
61.6 
4.49 
97.85 
89.38 
4.82 
10.47 
0.75 
2.19 
11.61 
3.S5 
26.86 
2.36 
2.24 
16.12 
18.78 
6.9 
2.25 
4. 54 
2.96 
52.86 
20.37 
4.99 
11.03 
49.01 
2.77 
3. 73 

II. 9 
52.35 

13.9 
5.31 
3.5 
36.56 
2 

3.13 
105.88 
7.22 
5.48 
3.38 
2.26 
129.89 
8.08 
9.16 
10. 37 
8.44 



3.8 

2 

15.23 
24.21 
8.3t 
3.98 
6.16 
3.63 
11.83 
9.09 
19.84 
283. 17 
37.19 
1.96 
10.09 
49.26 
208.15 
67. 
4.79 
136.86 
122.67 
6.81 
17.51 
1.22 
1.13 
7.99 
1.91 
13.77 
2.63 
3.26 
13.96 
18.25 
5.34 
1.78 
1.79 
5.53 
47.85 
24.44 
6.97 
6.56 
54.6 
3.09 
3.72 
17.04 
39.87 
13.93 
5.23 
3 

22.06 
4. 79 
3.73 
95.3 
6.9 
8.77 
4,41 
3.8 
116.61 
12.46 



22.92 
10. 35 



252.35 233.58 
41.66 51.65 
2.03 2.81 



4.8 3.72 3.86 
6.35 2.95 4.56 
)2.2 5.76 8.23 
24.62 30.13 29.4 
4.98 7.75 11. 
3.22 7.66 6.44 
4.58 7.66 4.3 
1.87 4.5 2.81 
31.07 30.65 37.38 
7.45 6.66 5.77 

15.05 9.27 8.86 
127.22 121.38 88.24 

12.59 32.14 14.83 
1.4 3.15 1.49 

4.21 7.24 8.5 
36.69 35.49 37.13 

240.45 201.7 209.88 
54.66 37.6 43.21 

2.82 4.96 4.68 

58.06 81.43 87.93 

65.91 65.77 78. 19 
4.98 6.9 5.71 
14.3 12.05 12.26 
1.09 1.47 0.82 
2.63 2 2.13 
7.67 8 4.49 

2.83 1.62 2.32 

10.57 24.44 16.81 

2.14 3.81 2.97 
r.93 5.12 3.63 

17,03 26.57 24.23 
18.75 24.44 26.66 
3.69 2.72 3.74 
3.47 3.22 1.99 
3.65 1.8 5.23 
4.77 6.78 4.46 

42.92 82.06 57.7 
13.71 23.74 21.51 

6.22 6.82 6.88 
10.55 8.89 6.43 
39.37 44.33 43.61 

4.34 2.59 3.24 
3.38 1.74 
5.41 8.17 9.81 

17.7 35.75 26.38 

11.58 12.27 10.38 
4.32 3.7 3.69 
3.02 2.79 3.04 

36.35 46.46 23.9 

7.35 5.55 5.24 
4.3 3.05 2.12 

44.44 56.95 57.25 
4.97 6.76 6.61 
10.23 16.21 17.48 
4.72 4.9 4.63 
4.88 3.25 3.25 
94.53 82.4 103.86 
21.96 12.77 13.03 
8.02 5.86 9.68 
12.83 17.42 17.09 

9.15 12.78 10.56 
165.76 290.78 247.68 

70.8 75.31 63.14 
2.74 2.79 2.73 
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Table 455 



10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



1IT2SP4OO0949 
irT2RP400095S 
lfTUP4000959 
lfT2RP4000962 
linRP40089fS 
ffnRP400097S 
irT2RP4(»0979 
1IT2RP40009S4 
RT2RP400098S 
IIT2RP4000988 
imRP4000989 
NT2ftP40009n 
IIT2IP4000994 
IIT2RP400099S 
lfnRP4000997 
IIT2RP4001001 
llT2RP4Mt004 
1IT2RP40010M 
NT2RP4001009 
(rT2RP4001010 
NT2RP4(I01013 
fiT2RP4001029 
IVT2RP40010S9 
HT2RP4001041 
l(T2RP4001042 
rr2RP400104S 
RT2RP40010S0 
KnRP4(»1051 
VT2RP4001057 
IT2RP40010I3 
VT2RP4(»10S4 
irT2RP40ai057 
VT2RP4001079 
irnRP4QQ1079 
irT2RP4001080 
IIT2RP400108ff 
irr2RP4001095 
MnRP^1098 
NT2RP4001100 
rr2RF400110S 
NT2RP4001110 

iinRP4O0ins 

irT2RF40011t7 
KT2n»480n22 
RT2RP4001123 
NT2RP400112I 
KT2RP4001127 
mRP4001138 
HT2RP4001U3 
VT2RP4«1148 
irr2RP4001149 
iT2RP40011Sa 
IT2HP40011S9 
IT2RP40011I2 
■nRP400117Q 
inRP4IMI1174 
ir2RP4001l7S 
inRP400117S 
ir2Vmil84 
inRP4001188 
VT2V40Q1I99 
IT2V400120fi 
mRP4001207 

inRP400i2ig 



10.71 
S.B1 
46.28 
11.98 
21.72 
12.7 
15.15 
6.41 
6.85 
17.65 
4.65 
6.25 
8.9 
77.3 
122.55 
12.46 
5.22 
13.69 
16.48 
12.07 
109.49 
20.54 
9.27 
36.4 
15.57 
36.69 
14.02 
21.06 
5.02 
6.13 
6.3 
10.58 
4 

8.77 
8.56 
8.1 
21.9 
9.87 
67.64 
4.62 
4. 35 
9.9 
47.61 
7.49 
15.99 
32.2 
5.7 
6.95 
12.5 
6.15 
10.56 
2.08 
28.55 
19.05 
4.82 
28.66 
41.57 
940.52 
63.86 
38.14 
7.47 
64.73 
7.32 
10.03 



9.2 
4.35 
46.79 
9.47 
16.11 
11.46 
9.34 
6.08 
5.41 
11.88 
7.43 
7.92 
9.21 
49.17 
129.24 
16.44 
3.76 
13.25 
20.86 
13.64 
147.49 
17.68 
12.23 
40.27 
10.3 
45.09 
22.04 
26.13 
3.25 
4.37 
9.96 
14.37 
5.51 
14.47 
8.71 
13.85 
10.2 
7.14 
83.13 
5.85 
3.52 
15.92 
50.63 
13.49 
10.87 
2r75 
5.54 
3.88 
11.65 
6.48 
12.29 
2.58 
18.66 
7.92 
3.9 
24.87 
44.74 
839.83 
45.01 
14.18 
5.66 
49.7 
3.58 
7.34 



16.65 
6.4 
57.49 
12.39 
23; 28 
22.76 
21.99 
14.46 
12.86 
13.93 
6 

5.23 
16.92 

79. 
107.05 

15. 

7.06 
17.25 
24.07 

9.65 
90.54 

29.5 
13.79 
32.69 
17.88 

54.4 
12.83 
23.41 

6.98 
7.2 
15.17 
13.96 
5.6 
11.97 

5. 39 

11.2 
20. 98 
14.73 
87. 53 

6.18 

3. 95 
16.54 
46.56 
11-17 
15.29 
27.43 

5.37 

7.12 
11.43 
10.09 
14.62 
2.6 
30.75 
22.71 

7.97 
30. 19 
48.16 
1091.9 
63.95 
33. 12 
10.86 
69.67 
10.38 
12.93 



6.86 
6.28 
28.43 
11.59 
13.29 
9.51 
15.27 
6.57 
6.12 
10.42 
6.61 
9.42 
10.87 
45.61 
94.09 
14.39 
6.01 
8.9 
12.83 
9.47 
50.6 
9.58 
8.52 
14.35 
10.18 
22.18 
10.97 
17.4 
7. 18 
7,29 
12.02 
6.93 
4.49 
8.98 
7.24 
8.73 
20.1 
8.69 
54.87 
8.6 
6.4 
12.73 
30. 24 
8.93 
13.96 
23.25 
7.81 
9.78 
11.35 
9.88 
14.76 
5.53 
17.14 
10.51 
5.23 
18.82 
32.54 
860.36 
€0.3 
25.99 
10.65 
51.07 
7.n 
9.04 



2. 65 
2.77 

49.02 

10.69 

14.47 
5.19 

12.98 
1.97 
4.31 
7.43 
2.52 
4.63 
4. 94 

34.69 
70.8 
8. 88 
1.06 
7.61 

13.33 
5.84 

80.74 
9.72 
7.63 

IS. 64 
7.53 

26.84 
2. 91 

11.41 
2.13 
2.91 
5.98 
4.54 
1.94 
3.49 



5. 
5. 
8. 
4. 
47. 



74 
59 
21 
17 
17 
S.I 

I. 65 
4.3 

19.2 
3.06 

II. 8 
13.48 

3.72 
5.56 
7.29 
3.88 
6.44 
2.21 
15.33 
6.28 
1.81 
12.05 
33.99 
609.5 
52 
15.11 
3.07 
49.14 
2.4 
5.66 



3.74 
1.08 
25.11 
8.83 
13.18 
6. 19 
9.04 
3.73 
1.27 
7.63 
1.81 
4.12 
9.69 
39.35 
26.94 
9. 17 
2.64 
7.07 
10.38 
7.62 
63.83 
9.68 
4.92 
11.72 
8.42 
16.1 
3.84 
16.25 
3.82 
4.39 
5.07 
4.48 
2.06 
1.98 
5.86 
7.65 
22.42 
6.42 
71.93 
3.62 
2.39 
5.05 
17.67 
4.64 
8.64 
17. 12 
4.66 
5.09 
7.76 
5.87 
4.57 
L02 
1L97 
6.38 
3.87 
22.33 
41.64 
960.82 
64.4 
24.84 
4.16 
54.08 
3.4 
7.56 



2.78 
2.31 
20.47 
6.01 
9.73 
5.82 
9.28 
2.22 
1.5 
9.24 
2.98 
5.36 
11.79 
32.71 
46.25 
8.14 
1.83 
7.25 
13 
5.8 
38.95 
7.27 
8.03 
23; 48 
5.86 
31.95 
9.37 
15.66 
4.33 
2:87 
7.19 
7.26 
1.66 
7.36 
5.43 
7.59 
25.97 
4.56 
63.14 
2.72 
2.86 
12.1 
37.4 
5.55 
4.92 
8.86 
3.57 
4.09 
9.34 
3.55 
8.21 
2.86 
7.91 
7.29 
2.53 
28.85 
26.8 
721.44 
59.44 
10.23 
4.96 
37.12 
3.22 
3.96 



1.39 
3.19 
30.52 
4.92 
13.42 
10.95 
10.97 
3.31 
2.5 
12.28 
2.09 
2.51 
23.69 
38.95 
80.17 



4.44 

52.28 
4.7 
6.75 
9.92 
5.84 

24.71 
3.59 

11.32 
2.83 
3.18 

9. a 

9.16 
2.7 
2.56 
5.54 
3.27 

28. 91 
7.67 
104.74 
2.96 
1.95 
7.78 

37.77 
4.07 

11.31 

11.87 
2.2 
4.44 
8. 18 
2.98 
6 
2 

12. M 
6 
3 

25.07 
24.72 
858.51 
58.17 
17.15 
7.07 
41.91 
3.79 
6.73 



.61 



.36 
.13 



2.41 
3.37 

16.93 
5.77 

15.34 
9.25 
8.24 
3.09 
1.16 

11.72 
3.85 
2.44 

21.99 
46.1 

57.14 
5.33 
1.05 
7.3 
7.56 
3.25 

51.67 
8.7 
4.44 

16.78 ' 
7.9 

14.49 
3.94 

18.06 
3.14 
3.35 
7. 97 
8.36 
1.04 
7.44 
6.58 
6.54 

25.72 
4.16 
100.86 
3.35 
2.46 

11.14 

12.69 
4.81 

11.27 

13.23 
3.61 
3.91 

11.45 
4.94 
7.23 
5.29 

18.83 
7.28 
2.09 

34.84 

38.38 
780.83 

76.19 

15.95 
8.52 

43.36 
1.65 
5.83 
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NT2RP4000S68 23.22 21 79 
NT2RP4000S83 S.85 2.dS 
IIT2RP4000SaS 133 19 
NT2RP40005M 7.43 10.21 
irr28P4000590 fi.SS 7.M 
irT2RP400€599 40. SS 42.1 
NT2RP4000S03 1128 11.07 
IIT2RP4000607 1104 30.52 
NT2RP4000i14 10.28 12S 
NT2RP4000834 8.31 4.3 
NT2RP4000638 23.34 31.48 
liT2RP4000€48 20.24 2167 
NT2RP4000657 2117 33. S7 
NT2RP4000691 158 4.18 
NT2RP4000897 1 38 118 
liT2RP4000704 1.9S 1.59 
IIT2RP40007ia 2197 14 
JfT2RP4000713 4.84 3.28 
NT2RP4000724 1 82 3.53 
irT2RP4000725 1 89 2.42 
Vr2RP400072S 11.58 119 
IIT2RP4000737 1178 11.71 
irr2RP4000739 1 74 4.93 
NT2RP4000749 1148 11.21 
NT2RP4000789 1 99 1128 
NT2RP4000n4 128 105 
irr2RP4000781 4.81 197 
IT2RP4000783 17.33 30.73 
IIT2RP4000788 24.76 1158 
IIT2RP4000792 1 04 4.94 
NT2RP4000809 342.08 122.2 
NT2RP4000817 1 94 1 91 
ltT2RP4000821 131 37 90.35 
irTZRP4000822 14.58 12.28 
NT2RP4000823 2931 8 2587.2 
irr2iP4O0O88I 7181 54.25 
RrT2RP400083S 27. H 14.49 
NT2RP4000837 1 72 4.87 
ilT2RP4O0O839 141 23 121 82 
lir2RP400084C 2127 1132 
lir2RP400tt48 112 11.85 
ir72RP400B855 113 7.14 
NT2RP4000883 1 72 1 8 
NT2RP4000885 41 32 28.52 
IIT2RP4000873 144.08 (19 
IIT2RP4000874 10.17 1 08 
irr2RP400087S 14.13 12.82 
irT2RP4000878 3108 31 12 
NT2RP4000879 1 38 fi.S3 
lfr2RP4000880 31 09 21 71 
iT2RP4000891 701.32 71189 
irr2RP40D0894 21.41 14.41 
irT2RP4000898 2.97 2.72 
NT2RP4000899 44.53 41.78 
irT2RP4000907 4.19 4.02 
MT2RP4000908 14.45 17.83 
irT2RP4000910 21122 171.01 
NT2RP4000918 3.58 1 94 
irT2RP4000925 157 114 
NT2RP4000927 11 2.28 
ir2RP4000928 1 4 7.34 
irr2RP4000929 1 84 1 91 
VT2RP400094ff 159 192 
NT2RP4000947i 138 4.07 



Table 454 



2136 
7.97 
2137 
1168 

iTrt 

3112 
12.79 
24. 32 
1191 
127 
44.47 
21 97 
37.98 
183 
10.53 
2.11 
1155 
2.49 
2.74 
12r 
20.97 
1121 
1191 
22.1 
1179 
14,72 
184 
3148 
2127 
10.98 
157.03 
14.48 
131.55 

20 
33012 
90.89 
2194 
185 
232.83 
2188 
1175 
11.29 
148 
38.54 
13134 
1144 
21.34 
27.77 
114 
47.85 
430.85 
21.14 
11. S2 
6107 
1125 
111 
317.29 
4.06 
128 
4.02 
14.03 
1148 
14.08 
10.59 



1118 
148 
18 
168 
112 
2151 
188 
1153 
183 
7.5 
17.42 
11 17 
4148 
198 
134 
191 
1188 
157 
131 
135 
12.34 
1121 
195 
1184 
12.18 
7.84 
154 
217 
26.79 
187 
12101 
7.T1 
91.69 
11.12 
1530.8 
72.05 
22.19 
102 
17181 
21.05 
1115 
1188 
117 
3171 
13148 
7.29 
126 
3184 
187 
50.74 
898.54 
1113 
4.95 
3131 
124 
1104 
25137 
7.07 
179 
4.89 
158 
195 
115 
4.84 



1121 
2.06 
113 
2.44 
1.79 
1135 
109 
17.65 
189 
2.83 
11.63 
145 
41.57 
137 
4.77 
1.47 
151 
113 
1.85 
1.7 
1122 
125 
178 
1131 
18 
148 
143 
1151 
17.17 
1.88 
16145 
101 
114.89 
144 
2690.7 
94.12 
7.07 
2.92 
16129 
17.81 
144 
4.82 
4.81 
311 
7172 
179 
7.3 
31.48 
151 
4176 
840.24 
185 
1.01 
37.51 
194 
7.21 
288.44 
101 
4.75 
1.52 
4.86 
185 
4.03 
129 



147 
16 
164 
1.85 
153 
2108 
7.92 
2101 
11.93 
142 
1192 
11 tt 
4106 
118 
1175 
112 
1199 
4.31 
166 
124 
7.45 
7.06 
163 
1135 
7.13 
101 
137 
1128 
17.48 
4.24 
171 36 
135 
7117 
1129 
2293 
9131 
21.11 
188 
177.66 
1128 
1153 
162 
197 
4151 
155.93 
4.52 
7. 14 
17.83 
132 
41 
748.75 
11 K 
182 
4109 
133 
131 
24115 
189 
4.U 
188 
173 
104 
177 
197 



1124 
162 
10.5 
144 
1 82 
24.88 
161 
2184 
10.16 
164 
1158 
31.87 
3104 
101 
128 
1.95 
7.53 
132 
133 
4.75 
118 
1163 
148 
10. 75 
1 73 
4.16 
139 
1188 
11.21 
165 
11164 
137 
100.95 
11 17 
1708.4 
7164 
1112 
1 57 
124.91 
105 
19 
4.65 
4.42 
43.48 
87.22 
181 
199 
20.58 
185 
2103 
898.32 
11.08 
118 
31.81 
1.89 
4.66 
188.21 
132 
12 
15 
4.09 
112 
148 
0.38 



165 
4.57 
7.96 
187 
145 
1183 
11.76 
2113 
195 
183 
175 
2188 
2115 
134 
122 
178 
131 
1.82 
4.03 
1.9 
2152 
1139 
127 
11,02 
188 
4.89 
148 
1188 
1185 
4.16 
164.8 
163 
7186 
1127 
1550.9 
58.37 
24.88 
4.18 
117.98 
14.78 
14. 72 
121 
129 
3135 
97. 84 
19 
11.91 
24.01 
136 
30.08 
324.76 
1134 
3.29 
31 28 
111 
18 
180.84 
108 
1 18 
1.38 
117 
4.29 
197 
0.58 



11.87 
3 

7.04 
16 
162 
1191 
102 
2114 
1138 
188 
1198 
31.95 
3187 
4.88 
111 
148 
11.22 
108 
181 
178 
1147 
1101 
7.1 
11.19 
105 
159 
103 
21.97 
11 18 
152 
12166 
4.85 
8189 
1178 
2581 9 
82.02 
2144 
7.79 
10154 
13 
1139 
153 
177 
41.09 
11106 
153 
1122 
24.14 
188 
3107 
79155 
17.24 
4.86 
42.89 
IM 
4.87 
18137 
117 
4.02 
1.2 
152 
1.99 
1.29 



tt 
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Tabk453 



10 



IS 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP40im23 
NT2RP4000324 
NT2RP4000334 
IIT2RP40(m343 
NT2RP400034S 
NT2SP4(»»349 
NTCftP4000355 
NT2KP40Q0355 
lfT2RP400036{) 
NT2RP40003I7 
NT2RP400097Q 
lfT2V4000373 
irT2RP400037C 
irr2RP4000381 
lfT2RP40003U 
IIT2ftP4000390 
NT2ftP40003flS 
irT2KP4e0039l 
irr2RP400040fi 
irr2SP4000407 
NT2KP400a413 
IIT2RP400041S 
NT2IF4000417 
NT2RP4000423 
NT2RP4000424 
irT2XP4000447 
NT2RP400M43 
NT2XP4000449 
irT2IP40004S3 
HnftP40004SS 
IIT2RP400045i 
lfnRP40(KM57 
IIT2RP400M61 
NT2RP4000a2 
irT2RF4000463 
irT2RP4000471 
lirT2RP4m472 
RT2RP400047S 
RT2RP4m4S0 
VT2RP4000ai 
lfT2RP4000a3 
irr2RP4000487 
irr2RP40004M 
irT2RP400O497 
r2RP40004M 
iT2RP4m50a 
IIT2RP4000S07 
lfT2RP400051S 
)fT2RP400051i 
NT2RP4000S17 
1IT2RP40Q0S18 
Vr2RP4O00S19 
IT2RP400Q524 
lir2RP4000529 
lfr2RP4000S37 
irT2RP400QS4t 
lfT2RP4000S43 
ST2Rf4O00S4S 
ffT2R?4000S4i 
VT2RP4O0OS49 

vr2RP4m)sss 
ifr2RP4mmss7 

IIT2RP400DS58 
MT2RP40imSIO 



42.99 
28.87 
11.51 
20.88 
12.35 
8.77 
253.25 
11.98 
88.52 
5.32 
8.13 
52.18 
4.35 
4.21 
15.3 
9.32 
4.73 
15.1 
8.93 
14.2 
8.36 
5.58 
4.81 
8.56 
6.63 
7.22 
10.44 
14.23 
8.01 
9.03 
7.04 
13.26 
55.44 
42.85 
85.58 
25.28 
7.71 
14.81 
12.42 
7.17 
21.87 
11.87 
16.33 
5.81 
26.54 
16.19 
14.47 
34.88 
8.8 
6.83 
5.66 
11.25 
3.66 
9. 85 
22.62 

6.n 

7.3 
22.52 

4.78 
11.61 
15.54 
11.07 
14.08 

6.31 



31.25 
20.72 
10.77 
12.62 
14.21 
16.24 
117.6 
36.7 
30.1 
7.72 
8.8 
85.56 
4.76 
7.62 
8.64 
12.91 
6.04 
12.32 
7.1 
8.(5 
8.44 



9r 



13.95 
8.07 
10. 34 
6.17 
8.71 
37.43 
30.75 
62.21 
34.12 
9. 85 
18,77 
10. 39 
5.4 
12.5 
8.84 
41.67 
3.81 
11.6 
14,2 
9.74 
29.88 
4.78 
4.39 
5.23 
13.8 
2.61 
11.61 
26.04 
5.01 
6.98 
30.13 
4.57 
18.79 
16.2 
12.42 
10.84 
4.01 



39.68 
25.53 
15.15 
32.18 
17. 
12.89 
189.34 
79.91 
86.81 
13.11 
7.29 
49.83 
3.85 
7.46 
28.13 
21.1 
14.2 
17.4 

18. 8? 

8.74 

5.25 
14.82 
52.11 
12.56 
14.44 
12.49 
15.79 
14.02 

8. 68 
17.02 

17.6 
46.48 
56.94 
92.77 
24.81 

9.52 
16.55 
22.37 
16.93 
29. 34 
15.81 
19.05 
10.08 

46.3 
13.24 
21.49 
36.21 
15. 95 
11.92 

9.62 

9.43 

3.86 
11.68 
23.49 
14.31 
11.29 
32.57 

9.21 
20.98 
17.27 
10.89 
18.04 

7.32 



23.73 
23.74 
9.55 
18.49 
1L42 
11.44 
264. 37 
60.03 
28. n 
9. IS 
7.4 
33.3 
5.98 
8.53 
9.56 
9.57 
5.91 
15.43 
7.22 
9. 39 
7.32 
8.19 
6.27 
7.59 
7.04 
6.8 
7.44 
8.35 
7.74 
7.99 
5.76 
8.13 
34.13 
75.69 
65.01 
15.24 
10.37 
11.79 
9.71 
6.71 
14.63 
9.26 
IK 91 
3.87 
21.94 
21.4 
11.59 
23. 73 
7.22 
5.6 
6.13 
7.22 
4.66 
7.98 
9.39 
6.57 
8.27 
13.3 
6.74 
6.99 
7.73 
8.61 
10.75 
5.77 



23.52 
16.71 
9.47 
14.22 
8.n 
12.7 
149.78 
57.95 
30.27 
7.75 
4.81 
22.86 
2.65 
4.41 
6.37 
7.3 
3.76 
7. 99 
4.81 
7.38 
6.23 
3.66 
2.89 
6.28 
3.08 
2.54 
5.19 
8.81 
5.15 
5.45 
3.52 
4.23 
24.48 
50.54 
52.99 
25.16 
5.54 
4.98 
8.11 
1.97 
7.41 
6.43 
7.25 
3.09 
11.56 
11.25 
12.91 
25.4 
3,73 
2.28 
3.29 
5.12 
0.22 
5.49 
8.19 
5.43 
7.56 
16.56 
1.72 
2.21 
3.7 
4 

6.08 
2.76 



24.08 
21.66 
9.13 
8. 72 
9.63 
9.21 
254.47 
82.79 
84.86 
6.58 
4.6 
20.18 
3.6 

5. a 

8.78 
6.9 
3.4 
12.09 
7.48 
7.23 
4.25 
6.69 
2.96 
6.14 
2.9 
3.42 
4.9 
8.15 
4.89 
3.17 
4.72 
7.52 
24.96 
40.64 
43.38 
15.87 
5.62 
3.82 
7.69 
4.16 
9.82 
6.73 
5.15 
2.81 
20.83 
11.2 
17.96 
27.6 
6.26 
L95 
2. 14 
6.11 
1.66 
4.94 
12.07 

3.n 

3.29 
19.62 
3.53 
3.33 
5.61 
8.57 
12.87 
5.36 



25.22 
28.32 
6.39 
14.98 
12.1 
11.37 
267.02 
39.96 
22.5 
5.65 
4.29 
8.95 
3.64 
6.16 
3.98 
4.45 
2.49 
10.09 
4.73 
8.05 
14.9 
6.51 
1.78 
5.59 
3.66 
2.02 
2.34 
9.09 
6.56 
4.44 
1.66 
11.15 
29. 53 
52.98 
67.48 
19.6 
6.84 
5.79 
2.98 
2.54 
17.08 
8. 06 
7.41 
2.48 
11.71 
15.02 
12.44 
24.2 
5. 56 
2.26 
2.66 
9.96 

I. 44 
7.65 

6.5 
2.53 
6. 55 
18.71 
3.64 
4. 79 
5.6 
12.02 

II. 5 
5.37 



26.31 
24.57 
6.12 
17.89 
7.85 
7.34 
316.08 
40.28 
29.04 
7.62 
3.27 
13.1 
2.24 
4.44 
7. 28 
8 

4. 28 
7.98 
7.43 
7.66 
11.64 



43 

56 
25 
14 
2.94 
3.11 
11.62 
4.27 
4.36 
2.58 
9.14 
26.44 
43.57 
75.6 
16.58 
6.67 
4.35 
6.14 
3.59 
21.67 
10.31 
10.6 
1.77 
6.48 
6.9 
18.01 
28.54 
4.23 
2.51 
2.57 
4.n 
0.06 
1.72 
9.43 
4.6 
3.66 
21.42 
0.82 
2.09 
2. 76 
7.59 
16.9 
6.37 



20.02 

21.68 
5.89 
14.7 
8.02 

11.23 
192.79 

37.12 
23 
4.05 
2.44 
7.55 
1.76 
4.11 

10. 59 
7.73 
1.61 
7.95 
4.16 
8.08 
8.91 
4.11 
2.97 
4.46 
1.14 

I. 68 
4. 18 
7.03 
8.08 
4.13 
3.46 
8.56 
29.5 

42.53 
83.4 

II. 2 
3.82 
2.67 
7.56 
3.12 

14.93 
7.08 

17.63 
2.22 
8.74 
5.02 

18.95 

29.19 
5.23 
3.47 
2.25 
2.74 
0.23 
3.24 

12.67 
6.37 
5.22 

13.96 
4.41 
3. 96 
4.84 

12.85 

20.52 
4.62 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP300467Qi S.7B S.9 IS. 55 
IIT2RP4000008 4.28 3.76 9.74 

irT2RP4000018 777.28 720.79 HI 71 

NT2RP4000023 12.08 13.49 11.95 

lfT2RM00DO2S 10.92 10.01 10. 

IIT2RP4000035 13.84 12.06 18.1 
NT2RP4000041 7.9$ 4.85 12.17 
NT2RF4000049 $.5 S.69 14.31 
IIT2RP40000S0 7.92 €.2 13 

IIT2RP4000051 11.64 12.9 17.08 
lfT2RP4000083 9.36 7.43 9 
irT2RP400006S 8.57 S.45 7.62 
NT2RP4000070 8.9 10.6 11.32 
IIT2RP4O00074 7.09 6.56 7.33 

NT2RP4000078 10.64 7.98 15.22 

NT2RP4000080 39.53 29.48 35.07 

NT2RP4000099 17.27 15.29 21.59 
NT2RP4000102 8.52 8.93 15.05 

lfT2RP4000103 20.66 29.01 31.17. 

liT2RP4000108 10.35 7.66 11 

IIT2RP4000109 9.73 11.84 8.78 

IIT2RP4000111 9.68 7.22 7.83 

RnRP4000112 16.91 11.4 24.28 

inRP4000115 7.34 4.25 10.98 

IIT2RP4000129 24.84 25.48 33.51 

NTZRP4000t37 20.7 16.54 14.08 

IT2RP4000138 7.91 6.25 8.72 

HT2RP4080141 11.63 7.1 7.39 

inRP4000147 7.8 8.75 6.46 

inftP4000150 22.83 40.43 32.64 

l72RP40a0151 5.35 2.77 7.92 

linRP40001S7 5.03 3.17 7.55 

irT2RP40Q0159 7.7 6.21 14 

lfT2RP4000163 11.36 16.35 22.24 

MnRP40Q0167 6.72 10.76 11.28 

RnilP40Q0171 17.67 20.8 16.76 

IIT2RP4000175 7.88 11.5 9.21 

R72IIP4000180 8.25 9.87 9.45 

irT2RP40Q0185 3.44 9.69 9.07 

IIT2RP4000192 3.66 2.3 7.85 

NT2RP4000t94 4.94 3.92 6.27 

IIT2RP40Q0198 4.44 3.86 8.22 

ffnRP400021Q 4.32 3.9 5.46 

RT2RP4O00212 10.41 10.12 9.74 

linRP4000214 21.41 28.56 31.47 

RT2RP400e216 18.56 17.54 17 

ilT2ftP4e00218 20.76 13.22 21.73 

linRP4000223 11.85 6.5 8.31 

II72RP4000243 10.56 9.93 12.96 

liniU>40Q0246 7.12 5.86 5.64 

KnRP4000250 11.29 8.98 12.39 

irT2RF4000256 3.26 5.13 6.67 

MT2ltP48Q0257 23.54 23.13 30.8 

N72RP4000259 6.19 5.55 3.54 

872RP4000261 4.72 2.05 7.37 

MT2tP4000262 2.93 2.46 11.12 

IT2RP4O00263 8.03 5.82 13.8 

WnRP400028fl 36.69 25.69 34.43 

K72RP4000286 7.96 5.71 10.34 

RT2RP400029Q 6.28 5.27 10.35 

M72RP400029I 23.37 31.04 45.88 

IT2RP4000301 9.06 21.31 16.13 

IT2RP4000312 7.37 5.86 10.71 

irT2RP400Q321 14.11 6.64 13.51 



5.95 
7.01 
458.85 
6.59 
<.87 
13. 28 
6.47 
6.89 
9.91 
9.37 
6.21 
5.43 
10.92 
6.07 
9.04 
14.73 
9.54 
7.45 
15.7 
5.11 
8.41 
10.68 
20.79 
5.53 
13.19 
10.11 
5.36 
5.05 
5.67 
26. 18 
5.7 
5.12 
7.81 
7.82 
6.86 
13.24 
7.19 
8.5 
5.25 
7.16 
5.67 
4.42 
5.03 
6.43 
14.93 
9.05 
16.85 
9.5 
11.2 
5.65 
10.04 
4.51 
34.24 
8.67 
6.8 
5.21 
7.33 
21.81 

8. a 

7.67 
29.65 
18.84 

6.75 
10. n 



Table 452 

8.n 
3.13 
552.02 
4.27 
3.46 
10.2 
2.4 
4.49 
4.4 
6.75 
2.56 
1.38 
5.17 
3.64 
4.02 
7.78 
12.81 
6.98 
16.08 
5.39 
4.9 
5.18 
19.36 
2.81 
12.49 
6.13 
2.95 
2.2 
2.45 
18.45 
2-57 
2.41 
5.43 
6.7 



93 
81 
94 
86 
82 
58 



1, 
7, 
5 
4. 
3. 
4 
6.92 
2.19 
2.17 
6.54 

12.43 
3.32 

12.17 
4.18 
9.86 
4.43 
3.49 
2.18 
27.3 
2.13 
1.48 
1.63 
4.75 

13.93 
4.4 
3,77 

20.44 

21.42 
4.45 
5.65 



4.78 


1.73 


4.19 


3.14 






2.8 


0.87 


1.61 


I.IG 






180.81 


608.14 


341.39 573.73 


t 


t 


3.03 


5.43 


2.46 


2.58 


tt 


tt 


6.52 


5. 55 


3.38 


7.2 




t 


10.62 


12.01 


14. 28 


15. 1C 






5.6 


2.83 


2. 55 


3. 5S 






2.04 


3 


3. 25 


4.73 






3.61 


2.52 


5.2 


9 39 






7.7 


7.83 


11 79 

11.19 


8 18 


t 




4.7 


2.12 


2 88 


9 98 


8 


tt 


3.74 


3.79 


9 ii 

4* ^4 


1 14 




t 


4.74 


3.9 


1 


3.41 




tt 


2. 14 


2.7 


1. 99 


t 11 




tt 


9.72 


4.12 


T >C 
f . 09 


9.44 






7.51 


7.13 




ft Cft 

9. w) 


%t 


tt 


6.62 


5.87 




1 CJ 

J. 94 


t 


tt 


5.31 


5.6 


C KB 


e 19 
9. iZ 






13.47 


20.04 


1 J. 99 


19 Cft 

1Z.99 


% 


t 


5.22 


4.96 


£. o9 


9 AA 

3.44 


f 


tt 


6.21 


6.7 


1 fi7 


J Oft 
4. 99 




t 


7.24 


9.51 




9 M 






22.3 


16.09 




17 AA 
1 f .44 






4.32 


2.76 


9 CI 


9 97 

Z. Zf 






13.21 


12.38 


1C C 
la. a 


19 0 

IZ. 9 


tt 


tt 


6.89 


9.81 


D. 99 


1A A!7 
19. 4f 


t 


t 


3.73 


3.09 


i, 1 1 


C ZA 

a. a4 


t 


t 


2.55 


3.83 


9 9i 


1 C7 
1. 9i 


t 


t 


1.71 


3.71 


1 itc 
1. 01 


9 OC 


t 


tt 


19.86 


24.1 


It fit 


9n 99 
ZII.9Z 






4.58 


2.81 


1 71 


9 tA 

9. 94 






3.03 


2.61 


4. 99 


9 99 

Z.99 






9.16 


5.02 


7 04 


7 ie 
r. 19 






5.1 


11.58 


B. Of 


1 J 17 

14. 17 


t 




2.94 


6.09 


1 CJ 


Z.98 






11.48 


17.22 


1 1. ft 


19 ftC 

13.99 


t 




7.44 


5.84 




9. r 1 




t 


7.21 


9.47 


C EC 


T T9 
1. fZ 






5.08 


3.89 


C CI 


O CI 

9. 91 






3.22 


2.99 


Z. 88 


9 9A 

Z.B4 






4.33 


4.73 




9.3 






1.89 


2.14 


9 AA 


f HI 
I. 01 






1.97 


3.56 


9 C9 

Z. 9Z 


1 at 

3. 91 






3.07 


4.86 


A Cft 


9 AA 

Z.44 


t 


tt 


12. 75 


14. 71 


lA C9 
IV. 99 


11 


t 


tt 


6.3 


7.12 


A ec 


A ea 
4. 69 


tt 


tt 


21.91 


12.16 


Ift Cft 

19. 99 


99 99 

Z9. 33 






9.75 


8.04 


7 AC 
I.U9 


It flJ 
1 1. 94 






11.7 


8.64 


0 C9 

a. oa 


1A 99 
111. Z3 






4.42 


2.37 


9 SI 
c. a 1 


1 97 

a. CI 




tt 


5.45 


5.46 


S 81 

a. w 1 


a. 91 




tt 


2.56 


3.11 


2.41 


2.48 






37.51 


26.44 


19.58 


27.22 






4.17 


4.34 


3.84 


5.01 






3,76 


2.37 


3.23 


3.88 






2.61 


2.49 


2.62 


2.71 






4.76 


8.35 


4.53 


5. 93 






11.89 


23.3 


25.5 


21.75 


t 




5.47 


4.56 


4.72 


2.93 






4.58 


5.45 


2.24 


4.35 






28.9 


16.58 


13.08 


6.43 




t 


12.52 


13.04 


8.64 


8.86 






S.45 


4.08 


4.23 


5.32 






7.11 


6.38 


8.75 


12.76 







1465 



EP1 074 617A2 



Tabic 451 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP30043U 
IT2RP3004341 
NT2RP300434S 
MnRP300434a 

NT»PI0O435S 
MT2RP30043S6 
lfT2RP300436Q 
NnRP30043S1 
NnRP3004374 
linRP30043r8 
IIT2RP3004399 
tlT2RP3004405 
HT2RP3004406 
IIT2RP30044n 
IIT2RP30044Z4 
inr2RP30044t8 
MT2RP3004432 
IIT2RPS004434 
lfT2RP300444€ 
NT2RP30044S1 
lir2RP30044S4 
KT2RP30044I6 
1IT2RP3004470 
liT2RP3004472 
NT2RP300447S 
lfnRP30044«l 
iT2RP30044ei 
RnRF30044M 
IIT2m00449S 
RT2»»30044f8 
IIT2ltP300450S 
IIT2RP3[XM504 

iinmixMsos 

IIT2RP3004S97 
NT2ftP3004519 
HT2RP3004S24 
IIT2RP3004527 
Knia>3004534 
NnRP3004539 
NT2RP3004541 
lfT2RP3004544 
NT2M>3004S51 
NT2RP30045S2 
lfT2RP30045$7 
lfT2RP3004SS1 
IIT2RP30045I6 
lfTaP30045S9 
IITaP3004572 
IIT2RP300457I 
ilT2RP30045t4 
IITaP30045ei 
NnSP3004S94 
NT21P30OaO3 
lllT2RP300ai2 
IIT2ieP3004i17 
IIT2IP3004S1I 
lfT2IP300a2S 

Vr2IP3004f4a 
IT2IP30a4$42 
IIT2m004S47 
■niP3004IS2 
RT2m004S€9 



20. IS 
4S.S2 

S.41 
8.2 
46.27 
13.69 

6.66 
11.41 
22.43 

6.08 
SO. 03 
2S.24 

5.46 
48.02 
21.84 
12.83 

9.06 
41.77 

6. S9 

S. SS 

28. OS 
3.04 

17.88 
6.S8 
4.96 
9,27 

22.33 
7.51 

I. 96 

29. OS 
6.1 

13. 34 
26.86 
60.88 
6.96 
3.09 
22.27 
31.26 
19S4.5 
4.71 
14.72 
17. 32 
12.43 
19. 37 
11.18 
2. 52 
16.46 
20.41 
12.48 
6.49 
8.34 
4.64 
18.77 
4,79 
6.46 
8.05 
36.58 
19.60 

II. 6 
4.25 

16.02 
10.52 
28.1 
7.74 



16.11 
46.06 
7.27 
11.9 
44.89 
17. 9S 
4.92 
7.43 
16.96 
4.11 
39.45 
30.84 
2.89 
80.1 
13.45 
9.11 
4. S9 
40.01 
5. 36 

I. 31 
27.38 

4.95 
12.48. 
4.48 
8.32 
6 

15.69 
6. 36 
3.67 
43.68 
6.29 
8.17 
13.87 
42.22 
&9S 
3. 32 
16. 91 
36.6 
1225.4 
4. 69 
10.14 
IS. 37 
7.15 
11.98 
12.99 
4,37 
13. 14 
16.28 
13. 38 
6.06 
6.1 
4.62 
25.61 
6.26 
6.92 
8. 14 
23.11 
16.42 
9.72 
10.31 
23.4 

II. 7 
24.38 

7.41 



15.61 
66.9 
12.03 
19.15 
52.771 
13.45 
9.79 
12.2 
27.29 
S. 92 
48. 92 
27.39 
3.95 
76.06 
15. 39 
14 
7.61 
43.16 

jii 

35.9 
3.07 
17. 63 
12.1 
13.71 
11.18 
32.45 
10. 01 
4.31 
52.3 
10.2 
15.98 
24.17 
15.16 
8.15 
8.34 
24.48 
41.52 
1438.4 
10.04 
22.05 
16.21 
13.73 
21.3 
15.15 
4.66 
29 
28.7 
19.74 
8.06 
9.57 
7.46 
21.44 
5.77 
12.58 
15.39 
37.29 
18.21 
13.73 
12.87 
27.93 
14.69 
41.76 
20.24 



11.35 
30.5 
7.28 
6.37 
25.21 
12.62 
7.46 
11.26 
12.91 
5. 52 
39.78 
23.96 
6.86 
27.26 
11.3 
10. 53 
7.92 
46.87 
19.42 
5.8 
43.6 
5.17 
17.19 

9.n 

7.25 
8. 66 
17.18 
7.96 
5.07 
32.37 
8.29 
13.28 
16.13 
60.93 
5.81 
4.29 
12.8 
32.19 
1526.7 
5.61 
12.49 
16.43 
9.94 
18.2 
12.15 
6.9 
10.83 
14.13 
11.19 
7.21 
5.07 
7.78 
21.59 
8.8 
12.71 
8.87 
24.87 
11.76 
7.08 
7.49 
15.96 
13.60 
13.15 
7.31 



11.45 
32.86 
2.26 
5.32 
14.4 
8.18 
3.18 
4.38 
14.7 
2.91 
39.18 
13.72 
3.8 
18.49 
8.55 
6.29 
3 

29.7 

10.09 
1.27 

34.57 
2.65 

13.76 
2.81 
5.54 
2.73 

10.83 
3.04 
2.67 
24.7 
5.15 
6.98 

11.34 

61.18 
3.02 
1.92 

14.38 

22.11 
1505. 7 
3.18 
7.26 
8.76 
5.53 

12.57 
8.14 
2.44 
7.99 

11.71 
9.39 
4.59 
2.29 
2.88 

19.15 
3.9 
4.69 
3.8 
25.7 

10.91 
6.4 
7.74 

15.92 
6.27 

14.47 
6.69 



16.93 
24.48 
2.19 
6.29 
28.82 
11.72 
5.93 
7. 34 
16.73 
4,87 
55. 24 
17.1 
2.54 
29.22 
12.78 
12.31 
6.19 
37.75 
11.41 
2.52 
29.99 
2. 97 
19.32 
3.83 
4.58 
3.48 
15.46 
6.85 
3.48 
28.45 
5.43 
13. 95 
13.03 
59.93 
3.27 
0.77 
10.78 
22.1 
in9.6 
4.71 
9. IB 
13.79 
6.65 
16.98 
12.54 
3.94 
8.15 
13.43 
9.67 
4.3 
4.9 

3.a 

22.94 
4.9 
5.32 
5.79 

22.47 

14.71 
4.21 
5.84 

16.39 
6.34 

12.02 

6. a 



14.61 

35.75 
5.01 
9.92 

51.32 

10.41 
2.87 
4.62 

18.55 
2.31 

61.97 

23.05 
2.58 

40.17 
6.83 
8.49 
2.13 

43.11 
8.35 
2.84 

27.84 
3.32 
8.38 
1.66 
2.83 
3.79 

12.05 
8.17 
2.86 

17. 59 
3. 36 
9.69 
8. 55 

38. 93 
2.74 
1.76 

10.59 

23.08 
7n. 34 
4.15 
8.78 
6. 55 

10. 18 

18.98 

12.08 
3.97 
3.35 

13.97 
3.98 
5.13 
3.85 
3.01 

29.86 
5.46 
2.31 
3.78 

22.39 
6.25 
3.68 
4.28 

17.40 

1122 
4.02 
4.02 



18.8 
44.1 
3.58 
4.97 

39.58 
5.58 
5.09 
4.39 

21.02 
2.56 

46.46 

19. 32 
3.57 

40.49 
10.8 
6.86 
2.45 

55.91 
8.97 
1.81 

20.66 
1.95 

10.38 
6.76 
3. 65 
5.2 

10.67 
5.21 
2.05 

12.79 
4. 35 

13.04 
9.71 

40.66 
2.78 
0.64 
7.77 

21.05 
2507. 5 
S.52 
11 

10.61 
9.42 

16.22 

12.56 
3.31 
6.43 

16.78 
9.35 
4.76 
3.5 
5.54 

27.19 
7.72 

10.42 
6.88 

33.72 
8.76 
2.39 
3.2 

17.88 

14.86 

12.27 
6.68 



16.46 

42.23 
4.59 
6.08 

50.42 
7.23 
3.61 
7.23 

26. 27 
2.6 

63.83 

24.46 
3.49 

25.13 
17.8 

11.07 
2.73 

45.48 

10.87 
2.66 

27.06 
4.76 

11.73 
5.57 
3.08 
3.34 

10.95 
S.83 
1.78 

20.95 
5.77 

16.21 
9.3 

35.92 
2.24 
1.58 

17.02 

18.57 
2418.6 
6.2S 

10.96 

10.66 
7.62 

18.63 

14.07 
3.2 

21.27 

16.75 
8.35 
4.1 
2.08 
3.28 

18.84 
5.82 

14.75 
7.16 

21.11 

11.12 
2.04 
9.33 
14.1 

18.18 

12.65 
4.21 



1464 



EP1074 617 A2 



Table 450 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IIT2RF3004005 
NnRP30040U 
l«T2RPa004016 
IfT2RP3i)04025 
NT2RP30040S0 
NT2RP30O4O41 
lfT2RP3004042 
irr2RP3004044 
NT2RP30040S1 
NT2RP3004052 
linRP3004053 
KT2RP30040SS 
NT2RP30040SS 
NT2RP30040fi3 
inr2RP3004O67 
linr2RP3004070 
lirr2RP)00407S 
tfr2RP3004078 

mitnaomt 

IITZRP30040a4 
irr2RP30040l7 
IIT2RP30040M 
irT2RP3004093 
IIT2RP300409S 
NT2RF30(M102 
IIT2RF3OO4I10 
RT2RP30IMt19 
IIT2RP30Mt2S 
imRF3(NMt29 

NnRrao4tio 

linRP3004133 

HT2RP3a0414S 

NnRP3l)a4148 

WT2RP3(NM1SS 

MT2m004US 

ltT2RP3004179 

lir2RP3004185 

IT2RP3Q(m8t 

lir2RP3004189 

NT2RP300419Q 

ffmP3004191 

NnRP3094202 

IIT2RP3004205 

IIT2RP300420I 

NT2RP30O4207 

iinRP3004209 

liT2RP3004215 

NT2RP30IM219 

lir2RP3004242 

Vr2RP300424S 

IIT2RP30042S3 

»T2RP30042S8 

NT2RP30a42(2 

inRP3004275 

I72RP3004282 

irT2RP3004289 

IIT2RP3004294 

IIT2RP3004298 

Vr2RP3004308 

RT2RP300432f 

inr2tP3004322 

lfr2RP3004332 

r2RP3004334 

IT2RF300433S 



23.75 
22.54 
7.39 
22.82 
4.S6 
4.1 
2602. 1 
32.34 
19.22 
20.9 
19.14 
5.06 
26.03 
29.14 
7.95 
905.81 
11.59 
T3.83 
33.39 
25.34 
13.47 
72.24 
28.49 
33.29 
34.73 
7.05 
11.05 
3.08 
11.05 
6.85 
8.31 
5.99 
53 
8.18 
77,97 
9.55 
6.31 
6. 31 
15.83 
64.52 
122.58 
18.55 
10.59 
15.55 
1.65 
27.4 
22.45 
5.58 
4.18 
3.85 
7.46 
8.43 
5.75 
5.37 
4.88 
6.43 
4.71 
64.72 
10 
23.29 
4.19 
9.53 
14.9 
9.94 



15.81 
11.33 
7.18 
15.93 
4.65 
2.26 
1724.7 
21.11 
22.27 
17.89 
11.65 
6.81 
28.01 
22.42 
8.62 
834.59 
15.27 
11.53 
27.25 
24.44 
17.06 
81.09 
18.88 
26.66 
35.32 
4.57 
7.96 
3.32 
13 
5.7 
5.24 
4.29 
37.5 
8.86 
53.41 
6. 18 
5.21 
7.01 
7.3 
34.39 
123.5 
13.31 
7. 33 
12.16 
8.42 
23.65 
23.53 
5.12 
6. 28 
4.1 
3. 55 
4.33 
6.49 
6.56 
27. 86 
5.13 
4.44 
55.93 
7. 69 
38.14 
4.29 
11.83 
13.13 
8.5 



26.46 
21.98 
IS 

25.25 
8.61 
3.06 
1778.2 
30.01 
34.06 
21.89 
20,87 
8.6 
36.98 
34.14 
20.76 
965.28 
23.01 
17.13 
43.84 
39.2 
17.12 
78. 

45.95 
48.11 
40.77 
10.07 
13.76 
9.52 
16.54 
8.22 
20.22 
13.16 
48.88 
12.7 
68.62 
11-2 
6.12 
6.86 
21.16 
57.67 
138.79 
21.41 
14.79 
17.94 
9.24 
14.82 
27.86 
13.51 
13.02 
9.37 
9.07 
9.6 
6. 12 
6.47 
18.63 
10.92 
6.56 
73.74 
11.97 
42.57 
4.98 
11.13 
17.93 
13.66 



14 
6.11 
10.92 
22.37 
' 4.83 
5.03 
2098.3 
12.91 
33.29 
18.39 
15.13 
5.3S 
19.3 
23.83 
10 

291.19 
8.7 
13.53 
12.1 
27 
15.44 
57.09 
14.41 
23. 16 
25.98 
7.67 
6.77 
6.05 
13.66 
6.11 
8.3 
5.33 
32.7 
12.14 
51.37 
6.95 
9.04 
7,94 
9.58 
48.45 
74.78 
14.01 
6.1 
7.47 
5.53 
17 
11 
6.61 
6.15 
4.89 
5.38 
7.18 
6.38 
6.33 
6.39 
5.92 
4.95 
63.66 
7.21 
12.44 
4.8 
7.92 
15.28 
9.26 



10.54 
3.13 
9.82 
10.03 
3.44 
2.28 
1690 
11.29 
21.4 
15.57 
10.18 
3.54 
19.54 
23.28 
4.39 
622.85 
5.82 
5.08 
13.49 
15.25 
8.85 
57.97 
12.09 
21.66 
17.75 
1.49 
3.42 
1.93 
11.08 
4.3 
3.21 
L78 
23.92 
3.98 
46.12 
^94 
2.95 
4.08 
5.21 
40.38 
46.86 
15.47 
4.73 
8.64 
2.88 
13.67 
7.75 
L08 
3.05 
2.24 
2.69 
4.84 
2.36 
1.33 
3.74 
2.79 
2.62 
58.3 
2.5 
16.53 
1.3 
3.85 
11.06 
7.37 



14.12 


16.28 


18.58 


18.43 






3.73 


3.05 


4.94 


3.43 




t 


5.35 


6.27 


5.44 


4.76 






12. 12 


21.2 


17.91 


21.7 






3.8 


4. 36 


2.41 


1.96 






1.57 


2.62 


0.7 


0.71 






1795. 1 


1947.3 


2828.9 2085.3 






11.3S 


7.18 


15.29 


26.2 


u 




25.83 


12.31 


39. 18 


27.89 






16.97 


13.27 


17.39 


19.16 






12.84 


3.1 


7.99 


5.77 




4 


2.7 


2.8 


3.03 


2.13 






21.1 


20.16 


18 


15.03 


t 


$ 


19.51 


31.01 


26.84 


12.72 






4.65 


3.75 


4.12 


8.39 






595.78 


278.31 


1380.6 1279.5 


$ 




8.89 


3.95 


5.77 


5.73 




r 


9.89 


12.88 


11.48 


12.45 






7. 53 


6. 38 


8.07 


6. 79 


$ 


tt 


16.2 


38.67 


47.1 


47. 33 






8.53 


10.22 


10. 37 


8.13 




t 


55.36 


77.78 


70.88 


90.98 






18. 33 


8. 92 


23.19 


25.5 






33.49 


19. 24 


23.44 


21.47 






24.22 


15.74 


23. 36 


12.18 


t 


tt 


3.89 


2.25 


3.65 


1.62 






4.11 


3.84 


3, 73 


1.51 


t 


t 


1.78 


1.81 


1.49 


1 






8.18 


7.67 


3.97 


5.87 




t 


3.04 


r.9i 


3.1 


2.41 




tt 


4.09 


3. 33 


4.08 


3.29 






2.69 


2.63 


4.11 


3.14 






15.17 


30.82 


36.4 


44.13 






4. 25 


2.59 


2.94 


3.13 




tt 


31.89 


49. 51 


25.55 


55.19 






2.88 


4.01 


3 


3.7 




t 


2. 38 


1.55 


0.61 


2.3 






2.67 


3. 74 


2.3 


1.82 




tt 


8.89 


4.83 


e. # 








53. 55 


47. 37 


42.21 


45.49 






44.19 


48. 51 


70.16 


47.4 


$$ 


t$ 


6.42 


10. 97 


12.13 


10.67 






2. 92 


2. 52 


2.35 


2.6 




f 


7.63 


5. 59 


7.13 


12.18 


t 




3.67 


2.31 


1.22 


2.02 


$$ 


$$ 


16.8 


19. 95 


17. 39 


12.49 






10.82 


4. 22 


8.07 


7.54 


tt 




4.81 


3.19 


3.17 


3.09 






4.41 


4.72 


3.98 


3.45 






1.94 


1.48 


3.04 


2.11 






1.44 


2.57 


2.47 


3.21 






3.38 


6.14 


4.76 


3.41 






2.74 


4.69 


0.6 


2.65 






2.3 


2.5 


1.89 


3.75 




tt 


5.05 


2.71 


3.54 


3.27 






3.35 


2.25 


2. 59 


3.21 






3.32 


2.88 


5.45 


3.88 






70.43 


70.1 


51.46 


68.44 






3.75 


5.84 


3.48 


5.36 




$ 


8.76 


14.14 


5.43 


9.71 




t 


0.91 


2.93 


1.84 


2.18 




tt 


4.05 


4.3 


2.24 


2.92 


t 


tt 


7.25 


6.62 


11.71 


9.43 




t 


8.88 


4.73 


8.17 


4.32 
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Table 449 



liT2RPS0037tfi| 
IIT2RP3003721 
RT2RP3003722 
linRPI00372f 

immoo37e9 

IIT2RP30037S1 

lfT2RP30Q3740 

NnRP3003746 

HT2RP3003749 

NT2RP30037S4 

irT2RP3003759 

IIT2RP3003764 

lfT2RP30037S9 

ifT2RP30O3767 

HT2RP3003778 

NT2RP3003779 

NT2RP30O3783 

NT2RP3003787 

IIT2RP30O3789 

NT2RP300379S 

irT2RP3003799 

NT2RP3003800 

IIT2RP30O380S 

in2RP3003809 

IIT2RP3003819 

liT2RP3003824 

IIT2RP3003825 

IIT2RP3003828 

limP3003831 

irT2RP3003U3 

IIT2RP3003838 

NT2RP3003842 

KT2RP3003843 

tT2RP3003844 

IT2RP3003848 

lfT2RP3003849 

IIT2RP3003882 

mRP3003870 

mRP3003874 

IIT2RP3003878 

RT2RP3003880 

RT2RP300S889 

MT2iP3003891 

IIT28P3008914 

linRP300381S 

liT2RP3003918 

Rr2RP800392fl 

NT2IP3003924 

lfT2RP3003932 



KT»P300394|] 
IT2RP3003943 
RT2RP3003959 
RT2RP3083983 
linRP30039$9 
IIT2RP3003972 
NmP3003973 
IITaP3Q03979 
irr2RP30039«l 
lfT2RP3Q03982 
VT2tP3003989 
IT2IF3003992 
IT2RP300400Q 
Hr2RP3IHM001 



7.01 
13.04 

3.89 

9.91 
IS. 24 
21.75 

6.25 

8.07 
12.41 

6.51 

5.04 
37.79 
53.84 

8.01 
24.16 
12.68 

21.6 
6.7 

8.11 
28.23 

7.73 

80. n 

19.72 
8.63 

19.91 
4.44 

15.83 
7.18 

49.77 
7 

22.92 
3.09 
23.17 
11.64 
11.56 
5.16 
8.43 
9.39 
8.27 
6.84 
11.2 
6.9 
13.51 
2.72 
13.41 
7.35 
10.75 
33. S2 
13.16 
1K8S 
12.22 
7.2 
7.72 
7S.69 
18.74 
4.57 
6.48 
4.4S 
141.06 
7.33 
10.71 
46.04 
75.38 
14.94 



8. 27 
10.15 
8.42 
10.2 
10.41 
24.76 
8.21 
4.76 
10.83 
6.89 
4. 82 
25. 83 
52.07 
8.08 
27.96 
5.29 
12.18 
5.75 
11.36 
17.85 
3.87 
76.75 
20.08 
14.84 
12.71 
5.34 
8.99 
6.66 
38.05 
12.76 
45.16 
1.45 
13.65 
8.51 
8.88 
5.61 
5.43 
U.91 
8.06 
5.28 
8.02 
11.63 
11.29 
1.62 
9.97 
6.41 
6.92 
17.62 
5.83 
14.76 
9.19 
4.68 
13.55 
75. n 
14.24 
5.37 
6.48 
3.72 
117.79 
5.76 
10.02 
43.58 
38.37 
10.16 



14.18 

23.8 
15.57 
12.37 
15^.84 
24.08 
13.85 
18.45 
19.25 
16.88 

10.4 
53.35 
31.23 

7.88 
20.47 
15.64 
19. 59 
13.41 

13.5 
M.78 

9.64 

98.8 
15.07 
28.37 

21.8 
16.42 
17.57 
13.27 
46.92 

5.52 
37.16 

4.55 
18.94 
12 

8.25 
9.2 
11.03 

15.6 

7.54 

7.66 
13.91 
11.35 
17.94 

6.58 
16.94 

5.09 
10.79 
18.55 

7.58 
15.54 
12.29 

6.57 

ii.n 

7r03 
13.95 
14.74 
12.61 
9.63 
158.74 
16.01 
27.87 
55.68 
57.12 
22.03 



5.47 
10.64 
8.33 
9.7 
f.27 
12.03 
9.2 
7.1 
6.47 
6.39 
5.36 
42.39 
39.67 
8.43 
21.14 
10.68 
7. 99 
6.04 
7.92 
13.94 
5.67 
62.18 
17. 29 
7.81 
8.29 
6 

10.52 
7.4 

12.19 
6.51 
16 
4.66 

21.62 
9.56 
8.42 
5.16 
6.94 
7.42 
6.09 

10.08 
8.47 
8.75 
8.42 
5.33 
9. 16 
8.06 
7.41 

12.63 
6.21 
9.97 

11.49 
7.12 
9.14 
129.26 

14.48 
8.17 
7.2 
4.82 
103.46 
6.18 
8.13 

31.62 

93.25 

15.95 



2.75 
S.81 
6. 34 
5.8 
189 
11.65 
5.84 
1.15 
8 

6.73 

I. 64 
40.22 
26.34 

4. 34 

16.84 
4.35 
4.9 
3.64 
6.55 
17.1 
2.6 

49. 64 
8.51 
4.06 

12.89 
3.26 
9.35 
S.95 

13.59 
1.52 

14.78 
0.91 

II. 25 
4.9 

3.89 
1.5 
2.53 
3.U 
3.19 
2.52 
2.77 
7.41 
7.04 
2.56 
3.98 
2.84 
1.86 
9.6 
2.22 
7.98 
8.56 
5.58 
1.71 

82.85 
9.03 
2.14 
3.25 
2.41 

88.31 
2.48 
4.12 

22.83 

54.67 
8.73 



3.52 
9.58 
5.67 
5.18 
4.46 
6.88 
6.01 
4.58 
6.02 
2.6 
1.95 

42.13 

21.22 
4.24 

15.25 

10.53 
7.06 
1.85 
6.67 

12.18 
3.17 

73.93 

14.67 
5.86 

15.12 
2.18 
8.99 
4.81 
13 
3.02 

18.49 
2.25 

18.44 
7 



1 

04 
43 
38 
61 
65 
72 
7.12 
9.51 
7.49 
2.54 
5.29 
2.93 
6.22 
13.46 
4.38 
8.34 
4.42 
5.18 
6.64 
106.1 
12.62 
5.46 
3.S5 
2.62 
102.32 
3 

8.61 
36.4 
51.6 
15.13 



6.58 
11.26 



09 
04 

n 

57 
86 
3.94 
6.17 
13.69 
2.96 
25.68 
14.6 
4.39 
32.15 
3.1 
6.28 
4.2 
5.52 
13.09 
2.83 
101.61 
17.48 
6.78 
8.35 
5.16 
8.88 
5.75 
11.7 
3; 01 
26.73 
1.5 
16.81 
7.94 
8.15 
2.36 
2.84 
4.29 
2.59 
Ml 
3.7 
7.37 
10.43 
2.7 
7.39 
4.26 
6.71 
9.41 
1.9 
3.34 
7.78 
4.42 
6.69 
81.78 
20.67 
5 

3.26 
1.15 
155.94 
4.61 
5.84 
32.87 
36.78 
13.16 



5.29 
11.19 

6.47 
11.22 
7.5 

8.08 

5.22 

4.56 

7.75 
10.54 

2,71 
27. 55 
22.88 

2.88 
22.31 

5. 95 
6.7 

4. 99 

5.69 
11.24 

1.93 
58.63 
12. 39 

7.04 
11.58 
4 

7.14 
3.03 
8.2 
1.46 
7.91 
2.49 
22. 17 
10.02 
6. 21 
2.09 
2.47 
2.22 
2.64 
6.22 
8.83 
8.06 
12.21 
1.4 
4.87 
2.94 
4.36 
16.84 
2.22 
3.84 
12.51 
3.92 
7.88 
51.98 
19.68 
3.91 
4.26 
1.72 
13L47 
2.79 
9.52 
30.71 
36.39 
15.23 



3.83 
10.89 
3.17 
5.51 
6.93 
5.08 
4.61 
4.9 
8.42 
7.77 

I. 17 
28.87 

28.5 
4.34 
26.7 
4.41 
5.9 
1.46 
3.28 

13.99 
2.55 

58.22 

11.94 
6.7 ' 

14.32 
3.14 
8.67 
3.24 
8.68 
3.08 

II. 58 
0.97 

19.21 

13.51 

10.88 
1.97 
3.72 
5.4 
5.21 
4.3 
6. 95 
5.22 
12.8 
2.69 
7. 36 
4. 43 
3.03 

13.76 
2.59 
3.84 

10.79 
6.05 
9.75 

65.78 

26.47 
5.17 
5.78 
1.86 

147.6 
5.02 

13.56 

18.85 
38.4 

21.06 
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PIT2RPa003396 

IIT2RP30034OS 

NT2RP3003409 

rr2RP3003411 

NT2ftP30034eO 

irT21IP3003425 

irr2RP300342€ 

irT2RF3003427 

IIT2RF3003433 

NT2RP3003437 

irnRf30Q3448 

ltT2RP30034SS 

in2RP30034e2 

NT2RP3003464 

irT2IIP30034€9 

ilT2IU»3003473 

NT2RP3003474 

NT2RP300347S 

IIT2RP3003490 

IIT2RP3003491 

MT2RP30O3493 

NTZRPSOOSSOO 

RT2RP3M3527 

NT2RP3003S32 

Vr2RP3003S35 

IIT2RP3003536 

irT2RP3a03S43 

IIT2XP3003549 

rr2RP30035S2 

RT2RP3003S55 

irr2RP3003S5fi 

KT2RP3003564 

IIT2RP3003S72 

lfT2RP300357€ 

JirnRP30035S7 

lfT2RP3003S89 

IIT2RP30O3S92 

1IT2RP3003$93 

lfT2RP3003(t4 

IVT2RP3003€21 

lfT2RP3003€2S 

irr2RF3003€27 

1IT2RP3003S3S 

irr2tPS003S42 

lfr2tP3003i4S 

lir2KP3003S48 

lirT2RP3003l49 

irr2RP3003S50 

irr2IP3Q03S5S 

lfT2RP3003fi59 

RfT2IP3003fi2 

ir72RP3003fS4 

NT2tP3003CS5 

NT2RP3Q03I71 

IIT2RP3003(72 

IIT2tP3003l73 

NT2RP3003C79 

rr2RP3O03m 

irT2RP300SS8S 
irT2RP3003ll9 
NT2RP3003i97 
RT2tP30037O1 
HT2RP3003704 
NT2RP3002714 



16.4 
3.1 
7. 35 
11.09 
19.06 
6.27 
7.49 
28.71 
4.33 
3.79 
50.3 
10.05 
10.37 
14.66 
17.22 
10.99 
3.37 
25.58 
6.09 
18.8 
4.17 
5.9 
7.67 
10.91 
• 11.7 
5.83 
83.01 
5.05 
5.72 
7.3 
16.08 
21.9 
4.45 
10.13 
4.99 
8.81 
16.97 
8.95 
16.19 
23.31 
30.15 
13.85 
43.56 
9.55 
11.93 
6.59 
26.09 
12.61 
6.54 
9.46 
8.5 
4.6 
11.75 
70.45 
12.42 
8.49 
10. 33 
13.23 
3.02 
9.23 
9.83 
9.67 
10.73 
1.87 



12.74 
2.78 
11.81 
12.25 
32.9 
5. 68 

a. 53 

32.12 
3.61 
2.73 
43.28 
10.38 
9. 93 
13.89 
14.94 
11.83 
3.95 
23.74 
2.59 
17.56 
0.97 
4.89 
4.U 
16.22 
29.85 
2.22 
79.4 
3.91 
3.03 
5.08 
18.05 
11.18 
3.71 
4.39 
3.94 
6.29 
13.2 
15.57 
15.38 
178 
13.92 
10.22 
19.06 
5.41 
7.13 
6.34 
26.77 
11.46 
4.65 
5.9 
8. 39 
5.97 
13.45 
72.23 
9.87 
4.06 
9.46 
15.82 
3.35 
7.33 
7.26 
9.01 
9.76 
2.51 



.27 



16.94 
7.09 
12.63 
14.86 
36.55 
8.42 
6. 
28 
3 

8 

42.61 
13 
17.25 
13.26 
13.68 
10.53 
4.83 
27.15 
4.93 
17, 
1.27 
5.02 
6.47 
14.72 
32.07 
11.18 
71.54 
9.39 
6.03 
11.06 
20.35 
19.14 
12.53 
10.89 
10.87 
8.93 
13.23 
14.21 
25.69 
21.55 
27 
17.05 
24.94 
10.21 
13.91 
9.24 
29.81 
21.64 
10.33 
15.28 
10.9 
8.27 
13.25 
46.58 
13.46 
14.72 
20.98 
26.63 
12,97 
11.82 
6.91 
11.76 
12.38 
9.59 



16. 32 
5.18 
9.44 
7.42 
h 21.71 
5.84 
7.22 
30.38 
5.72 
7.3 
71.29 
9.15 
9.92 
12.87 
14.5 
13.09 
6.73 
19.99 
5.92 
22.58 
6.14 
7.79 
6.19 
12.47 
25.66 
6.74 
99.52 
4.98 
6.81 
9.46 
13.82 
32.64 
6.23 
7.2 
4.59 
5.98 
12.11 
12.38 
16.13 
19.16 
27.09 
10.88 
24.57 
6.42 
10.67 
8.44 
22.55 
12.98 
8.68 
7.57 
5.37 
6.79 
12.32 
69.47 
13.04 
9.56 
8.71 
9.67 
5.93 
8.17 
7.08 
7.31 
10.7 
7.99 



6.79 
1.78 
12.96 
4.83 
11.78 
2.62 
3. 59 

20.54 
1.58 
2.16 
41.3 
4.03 
5.42 
7.49 
4.98 

12.46 
2.05 

21.31 
1.54 

14.42 
0.62 
1.8 
2.35 
4.81 

21.89 
1.99 

61.99 
1.49 
1.98 
2.64 
7.72 

13. 35 
1.91 
4.48 
3,45 
6.78 
9.09 
7.8 
12.3 

8.79 

17.35 
8 

26.12 
5.7 

5.31 

4.41 
18.26 

5.46 
1.7 
5.1 

1.92 

3.03 

5.11 
88.76 
14.86 

3.99 

5. 36 
11.59 

1.59 

6.77 

5.61 

4.94 

7.93 

2.41 



16. 93 


14.73 


19.34 


18.41 


I 


3.2i 


1 '1.96 


3.43 


3.41 




4,71 


' 6.95 


7.18 


6.3] 


r 


5.1 


\ 7.12 


7.74 


6.4^ 




14.57 


23.43 


20.87 


21.3 




3.03 


4.29 


2.39 


4.31 


\ t 


AAA 


6. 93 


6.05 


8.2 




27.6 


31.57 


21.98 


21.07 




3.56 


2.47 


5.63 


2.7E 




3.14 


2.83 


3.31 


4.36 




73.4 


51.17 


39.73 


51.96 




7.96 


7.2 


5.94 


6.56 


9 


4.43 


5.52 


5.S6 


5.92 


t 


9.91 


18.26 


16.54 


18.98 




9.94 


19.05 


18.28 


19.4 


t 


13.39 


10.9 


7.59 


8.71 


* 


5.99 


2.42 


1.56 


2.61 




0.35 


11.64 


10.85 


19.52 


t 


3.26 


2.21 


16.1 


3. 36 




27.63 


10.64 


13.18 


15.87 




2. 97 


3. 62 


2.46 


1.88 




6.18 


6.6 


5.32 


6. 99 




4.17 


. 6.12 


6.18 


4.88 




8.89 


14.42 


12.45 


12.16 


- 


25.49 


14.16 


14.9 


18.19 




4.05 


4.59 


4.1 


3.31 




69.1 


35.13 


38. 35 


47.54 




3.34 


2.95 


6. 92 


3. 73 




1,74 


4.06 


3.11 


1.34 




6.2 


9.1 


6.02 


7.32 




7.64 


10.69 


7. 28 


10 


t $t 


24.42 


5.9 


11.04 


13.84 




3.3 


2.99 


5.76 


5. 28 




6.35 


2.99 


3.48 


6.99 




2.48 


4.61 


2.31 


2.5 




3.45 


8. 93 


5.16 


5.31 




12.9 


9.83 


6.59 


9.69 


t 


13.05 


6.6 


6.07 


15.06 




18.94 


17.5 


16.33 


15.44 




10.95 


10.2 


15.44 


18.25 




16.31 


10.08 


25.7 


26.09 




10.73 


7. 14 


16.59 


27.58 




25.77 


9.71 


16.11 


10.79 




4.71 


4.31 


4.84 


5.39 




7.85 


4.02 


4.25 


4.25 




4.52 


4.4 


2.95 


3.73 




23.64 


34.18 


24.81 


32.1 


t 


10.24 


6.28 


12.27 


13.31 




4.51 


3.42 


4. 72 


11.15 




6.1 


4.35 


6.43 


5.32 




5.94 


1.35 


3.6 


1.97 




4.25 


2. 14 


1.93 


3.82 


t 


5.74 


4.75 


7.06 


5.47 


M 


53.27 


45.85 


13.94 


22.44 


t 


11.85 


11.18 


14.12 


13.48 




4,91 


4. 97 


6.88 


5.68 




8.11 


4.9 


8.58 


8.09 




10.92 


9.49 


10.99 


9.67 




1.88 


2.09 


1.47 


1.07 




3.83 


2.32 


5.97 


3.24 


t 


6.06 


2.11 


3.71 


4.84 


t 


5.19 


3.31 


2.92 


4.49 


9 tt 


10.02 


15.87 


9.99 


12.47 




3.23 


1.8 


2.83 


0.9 
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NnRP300Sm4 
irr2ftP3003047 

rr2itP30030so 

lfr2RP300S053 
lfmP30O)OS9 
irr2RP30030S1 
IIT2RP3003068 
r2RP3003071 
VT2RP300307S 
mitP3003078 
lfT2RP3003081 
linRP3003090 
irr2RP30Q3097 
irr2RP300309B 
lir2RP3OOS101 
IIT2RP3003109 
IT2RP300I121 
lirT2RP30031S3 
KT2RPS00S1S7 
RT2RP3003138 
IIT2RP3003139 
NT2RP3G0314S 
IIT2RP3003150 
NT2RP30031S7 
irT2RP3003iaS 
RT2RP3mi9S 
NT2RP3003)97 
KT2ftP3003203 
IIT2RP3003204 
irmP3003210 
IIT2RP3003212 
liT2RP3O03213 
irr2RP300S224 
lir2RP300322f 
lfr2RP3003230 
IIT2RP300323S 
IIT2RP3003242 
NT2RP3001251 
IIT2RP30032$2 
NT2RP30032S8 
irT2RP30032fO 
lfT2]a>30O32M 
mftP3003273 
lfRRP3(m3278 
lir2RP3003280 
tfT2RPSeOS282 
NT2RP3O03290 
NT2RP3003S01 
XT2RP3003302 
RT2RP300SS11 
IIT2SP3003812 
IIT2RP3003313 
irT2RP3m327 
IIT2RP3003330 
«r2RP3003$44 
r2RP300334S 
ir2RP3m348 
Rr2RFS0033n 
ir2RP30033S4 

irrzspsoosssB 
imp30O3ns 

IIT2tP30033n 
VT2RP3003384 
lir2RP3003385 



20.51 
318. S8 
6.01 
4.73 
3.4 
3.92 
13.64 
501.47 
11.52 
14.89 
14.34 
4.38 
14.02 
6.1 
11.04 
27.77 
14,74 
8.34 
4. 53 
14.49 
17.72 
29.81 
3.07 
36.91 
12.88 
56.79 
14.34 
13.42 
19.08 
6. 33 
6.37 
5.67 
55.68 
4.57 
7.29 
79.63 
73.44 
104.1 
10.37 
15.2 
20.33 
39.02 
4.51 
10.07 
8.01 
6.34 
5.35 
10.24 
44.6 
4.75 
24.36 
11.86 
9.48 

28. n 

7.42 
7.58 
77.06 
5.79 
50.09 
10.01 
13.81 
8.13 
15.97 
10.44 



12.05 
233.21 
3.67 
4.39 
2.18 
4.63 
16.72 
582.68 
4.82 
14.12 
14.21 
6.96 
15.06 
7.46 
12.65 
29.32 
6.75 
7.45 
5.11 
14.02 
13.28 
27. 36 
5.2 
26.34 
12.16 
51.34 
9. 96 
14.29 
17.04 
8.19 
8.5 
4.05 
53.67 
3.58 
5.28 
66.15 
66.48 
73.55 
11.27 
11.75 
21.23 
33.16 
4.91 
13.81 
8.36 
4. 14 
4.64 
13.13 
31.52 
4.55 
35.16 
10.76 
7.49 
45. 14 
9.51 
7.33 
82.34 
9.35 
93.38 
14.26 
11.33 
11.7 
16.59 
16.16 



18.28 
307.78 
13.67 

9.42 

5.45 
10.62 
19.09 
529.35 
12.85 
17.86 
20.22 

9.84 

14.8 

9.23 
14.52 
24.18 
15.15 
12.11 

11.L 
31.57 
16.88 
41.27 

3.99 
31.25 
2L32 
61.74 
23.45 
19. 75 

30.4 
12.29 
11.56 

5.85 
56.74 
10.67 
14.91 
103.5 
77.54 
126.64 
12.13 
13.65 
23.55 
49.85 
15.07 
15.32 

9.74 
6.3 

5.82 
10.58 
44.49 

11.5 
29.14 
12.83 
11.81 
40.86 
10. 17 
10.55 
60.61 
12.49 
122.44 
18.12 
19.09 
14 
24.94 
15.37 



17.95 
283. 91 
6.04 
5.4 
• 4.75 
7.14 
13.94 
407.82 
9.77 
9.88 
13.69 
6.19 
11.66 
6.48 
11.99 
32.49 
12.65 
8.93 
4.41 
15.47 
11.32 
37,92 
5.23 
37.59 
13.29 
61.27 
8.85 
14.19 
16.33 
9.16 
8.16 
6.17 
16.3 
6.47 
8.17 
95.3 
45.7 
135.43 
9.17 
15.47 
13.01 
37.17 
7.81 
10.69 
5.35 
6.51 
6.64 
8.04 
25.69 
8.43 
9.01 
7.95 
7.32 
24.02 
9.56 
7.96 
59.72 
5.84 
53.2 
8.66 
11.92 
6.42 
10.9 
14.39 



10.92 

158.8 
1.27 
1.52 
1.77 
5.71 

11.08 
335.95 
5.93 
7.71 
9.02 
3.29 
5.57 
4. 67 
8.27 

26.06 
4.66 
5.28 
2.55 
a. 83 
8.97 

28.86 
1.85 

20.43 

10.08 

47.04 
5.2 
7.85 

10.47 
9.84 
5.18 
2.96 

18.72 
2.35 
2.63 

92. 56 
33.8 

95.34 
5.92 
7.62 
6.75 

29.58 
4.36 
5.74 
2.41 
1.72 
2.67 
5.22 
16.4 
3. 14 
9.9 
5.85 
3.83 

22.59 
3.26 
3.11 

39.01 
3.66 

56.67 
5.26 
5.85 
2.73 
5.8 

15.35 



17.93 
215.31 
2.97 
1.2 
1.03 
3.17 
9.11 
447.01 
5.76 
7.1 
9.23 
2.43 
6.77 
4.01 
8.65 
31.9 
5.96 
6.18 
1.77 
7.42 
7.87 
28.23 
1.66 
24.91 
11.04 
47.44 
5.54 
8.04 
7.75 
6.29 
3.57 
2.21 
16.37 
3.36 
3.43 
60.75 
25.86 
99.58 
6.54 
6.38 
11.13 
23.32 
2.59 
4.93 
1.56 
3.27 
3.3 
4.9 
28.65 
4.46 
12.13 
3.91 

Ln 

18. K 
4.U 
4.95 

41.31 
3.54 

30.98 
5.87 

11.47 
1.97 
5.57 

10.89 



12.47 
289.99 
2.45 
1.65 
2.8 
3.68 

15.51 
379.51 
7.19 
3.81 

12.85 
4.26 
8.05 
3.99 

11.09 

22.67 
4.11 
2.52 
1.57 
8.07 
7.6- 

19.57 
3.17 

16.55 
7.56 

61.96 
6.63 
8.52 
7.19 
r.27 
6.2 
4.78 

11.98 
2.91 
3.72 

SS.H 

41.52 

79.05 
5.47 
7.6 

14.98 

18.19 
2.42 
4.8S 
1.8 
3.2 
2.13 
4.58 

36.54 
2.2 
5.11 
3.77 
4.61 

15.05 
3.31 
5.04 
20.2 
2.78 
100.88 
4.9 

12.29 
7.35 

11.93 

10.54 



17.92 
339.63 
4.04 
2.69 
1.96 
3.67 
9.65 
122.11 
9.4 
7.38 

17.91 
4.05 
9.19 
4.01 
9.21 

12.21 
5.09 
4.07 
3.58 
6.92 

10. 95 
16.3 
2.46 

12.31 

13.67 

79.57 
9.8 

12.56 

12.58 
7.36 
5.26 
3. 56 

29.14 
2.15 
2.45 

70.39 
43.2 

81.02 
5.61 
4.08 

15.72 

26.52 
2.45 
5.26 
2.02 
1.42 
0.74 
1.19 

47.16 
3.71 
5.46 
4.31 
4.57 

12.99 
3.26 
6,17 

47.64 
3.58 

61.77 
3.64 
9.6 
4.71 
4.66 
6.35 



24.95 
305.02 
3.78 
4.02 
1.97 
3.35 
9.79 
170.7 
27.45 
11.24 
10.55 
2.94 
6.11 
3.93 
8.98 
14.33 
12.75 
7.32 
2.61 
9.16 
5.4 
17.5 
1.85 
12.99 
13.84 
80.02 
4.5 
10.13 
11.16 
5.46 
6.14 
3.34 
26. 24 
2.81 
3.81 
55. 23 
38.85 
71.32 
2-73 
5.36 
16.47 
25. 18 
2.99 
3.08 
2.23 
0.91 
2.31 
1.93 
60.3 
1.64 
6.49 
3.7 
4.3 
8.77 
4.42 
6.71 
67. H 
3.64 
52.32 
2.35 
11.66 
8.09 
4.64 
9.2 
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Table 446 



NT2RP300Z701 
irr2RP3002705 
MT2KP30027M 

irr2Rp30027ii 

irr2RP3002H2 
NTZRPSOOZrU 
NT2RP300272t 
NT2RP3ini272Z 
NT2RP3002r23 
lirr2RP30027S7 
IIT2RP300273a 
NT2RP3II02742 
NT2RP3002744 
ll(T2RPa00275S 
NT2RP3002757 
jrr2RP300275S 
NT2RP30027I2 
jrT2RP3002763 

irr2RP3002no 

irT2RP3002ni 
firT2RP30027S$ 
HT2RP30027IO 
tfT2RP3002799 
MT2RF30O2801 
IIT2RF3002S02 
KT2RP3O02S1O 
JIT2RP3002818 
IfT2RP3002821 
lfT2RP3002S23 
lfT2RP3002S25 
lfT2RP3002S29 
IIT2RP3002831 
IIT2RP300283S 
NT2RP3002845 
NT2RF30028S2 
KT2RP3002M1 
IIT2RP3002tt9 
NT2RP3002S74 
VT2RP300287f 
llT2RP30028n 
IIT2RP3002S87 
ir2RP3002900 
RT2RP3002902 
]fT2RP3002$09 
lfnRP3002911 
irr2RP30a2948 
irnRP30029S3 
irT2RP3002SSS 
NT2RP30a29SI 
IIT2RP30029S9 
irr2RP3002972 
lir2RP300297« 
IIT2RP3002983 
irr2RP30029tS 
IIT2RP30029I8 
Wr2RP3003O00 
NT2RP30O3OO8 
NT2RP300}Of2 
mRP30030IS 
MT2RP3003018 
IT2RP300»)28 
IT2RP3903029 
NRRP3NI032 
UT9BP3imilU1 



IK4 
30.23 
25.52 
87.34 
11.51 
17.13 
70.08 
20.45 
12.21 
4.67 
12L73 
4.82 
11.76 
8. 91 
18.22 
16.5 
6. 55 
6.0! 
13.79 
6.48 
7.93 
12,74 
44.32 
9. 13 
6.6 
21.61 
12.26 
3.08 
5.94 
46. 16 
36.39 
9.11 
16.68 
38.76 
27.07 
6.45 
6.19 
12.63 
143.63 
16.65 
11.91 
24.9 
50.68 
5.43 
32.27 
97.24 
130.89 
11 
11.7 
10.47 
9.18 
17.8 
14.39 
4.55 
8.52 
3.67 
10.96 
M3 
94.04 
4.14 
3.8 
10.59 
18.44 
8.5S 



8.8 
29.89 
23.92 
128.24 
9.81 
13.75 
117,72 
20.54 
14.76 
4.9 
88.31 
5.31 
7.9 
6.64 
14.86 
15.69 
8.17 
4.94 
15.86 
3.94 
7.61 
8.68 
36.15 
7.96 
5.16 
13. 43 
21.33 
2.76 
5.9 
68.1 
46.01 
9.95 
11.51 
32.47 
21.18 
10.44 
9.1 
13.11 
148.27 
19.83 
8.65 
40 
50.65 
3.6 
38. 37 
12L54 
155.36 
13.27 
7. 18 
5. 67 
3.34 
13.14 
16.02 
5.27 
6.19 
3.71 
2.87 
3.47 
42.5 
3.97 
4.39 
12.84 
18.02 
9.82 



15.19 
43.68 
35.27 
131.86 
14. 14 
17.42 
122.3 
15.56 
21.14 

12.9 
164.33 

8.05 
17.24 

6.82 
15.85 
16.85 
14. 93 
14.86 
20.19 
12.38 
12.09 
15.54 
61.61 

8.02 
13.06 
30.89 
22.29 
7, 

9.87 
69.32 
39.22 
10.41 
17.27 

30.9 
24.92 

9.71 

10.7 

17.2 
181.51 
22.97 
14.58 
47.49 
63.54 

6.73 
39.37 
134.73 
174.07 
12.07 
10.81 

11.5 

9.31 
17.07 
14.98 

7.28 

9.48 
3.5 
10.84 
10.69 
71.87 

9.63 

9.49 
18.85 

27. n 

9.95 



9.64 

30.05 
19.02 
149.35 
■ 7.18 
8.41 
101.88 
16.97 
7.75 
7.24 
156.37 
6.59 
10.03 
7.81 
13.62 
13.98 
9. 33 
7.96 
13.26 
8.16 
7.52 
10.03 
71.32 
8.82 
9.48 
15.94 
12.03 
5.13 
7.27 
16.84 
22.92 
14.39 
10. 91 
12.04 
24.24 
7.81 
6.8 
9.07 
254.93 
18.33 
12.86 
50.72 
17.78 
6.91 
37.75 
183.88 
145.08 
9.74 
11.8 
11.46 
7.48 
16.61 
15.99 
6. a 
9 
6.2 
10.43 
4.62 
52.22 
5.98 
7.13 
9.48 
16.77 
12.39 



4.21 
23.71 
13.81 
126.88 
5.15 
9.55 
70.22 
11.11 
4.55 
2.22 
134.11 
2.59 
4.45 
5.13 
6.41 
8. 17 
2. 38 
3. 26 
7.67 
4.01 
4.23 
4.49 
40.17 
3.17 
2.83 
9.02 
10.84 
0. 98 
1.84 
16.8 
16.02 
9.89 
4.09 
7.1 
10.22 
2.41 
3.23 
5.37 
183.87 
13.19 
6.78 
36.84 
28.94 
1.07 
22.31 
103.17 
99.42 
5.71 
8.8 
3.57 
3.85 
7.47 
6.52 
1.04 
4.1 
1.26 
9.08 
0.4 
37.75 
1.6 
4.25 
5.29 
11.22 
5.K 



7.04 
23.42 
19. 
84.85 
2.41 
4.36 
94.12 
10.65 
7.76 
4.66 
152.93 
2.11 
6. 38 
2. 63 
8.83 
9.33 
7.36 
4.46 
4.65 
1.77 
4.31 
9.67 
61.97 
7.55 
4.69 
13.72 
9.9 
2.74 
2.08 
11.22 
11.21 
8. 12 
9.65 
5.17 
18.18 
4.65 
3. 
6. 

216.77 
15.19 
9.6 
57.77 
15.05 
4.91 
32.66 
110.98 
98.1 
6.63 
11.76 
3.82 
0.87 
16.55 
11.68 
3. 38 
8.27 
2.48 
7.16 
1.73 
51.79 
1.48 
1.98 
7.18 
12.42 
4.87 



4.79 
20.15 
19.34 
16.58 
5.29 
13.41 
113.7 
14.55 
4.96 
2.62 
81.07 
2.29 
6.88 
2.84 
10.99 
15.83 
4.56 
4.15 
6.38 
3.51 
4.14 
11.67 
38.77 
6:99 
3.71 
15.57 
12.08 
3.88 
2.79 
9:52 
24.02 
9.96 
4.06 
5.18 
20.47 
6.77 
4.89 
8.08 
137.83 
13.02 
8.16 
42.16 
19.17 
4.39 
41.98 
109. 55 
201.22 
7.47 
8.8 
2.62 
5.21 
15.58 
18. 52 
4.84 
7.55 

^37 

5.31 
0.84 
66.36 
2.56 
3.07 
11.38 
15.36 
6.47 



10.1! 
25.03 
.22.92 
37.78 
7.06 
9.28 
122.46 
10.8 
7.72 
1.49 
85.63 



3 
8 

1. 
9 

11.78 
5.11 
2. 77 
6.79 
4.07 
3.39 
8.3 
29.46 
2.43 
3.1 
16.49 
10.85 
1.7 
3.12 
7.53 
7.98 
4.98 
4.72 
12.27 
22.49 
4.85 
3.27 
3.93 
99.6 
8.47 
11.85 
48.86 
20.83 
3.43 
41.35 
85.09 
181.14 
5.75 
13.15 
3.28 
5.53 
17. 59 
18.36 
3.07 
8.24 
2.4 
8.35 
1.69 
44.43 
2.43 
2.88 
8.45 
17.44 
4.02 



7.18 
27.52 
17.32 
38.54 
4.78 
8.38 
107.48 
10.74 
6.61 
3.15 
82.42 
2.78 
6.87 
1.38 
10.38 
10.47 
6 

3.35 
5.16 
2.45 
4.41 

11.43 

32.11 
2.63 
3.55 

23.18 
7.02 
1.98 
3.09 
4.62 
9.64 
9.9 
7.36 
9.29 

18.97 
5. 14 
3.99 
8.08 
141.63 

12.29 
6.83 

41.82 

23.73 
4.07 

47.38 
95.2 
165.58 
5.17 

14.41 
4.09 
7.19 

21.86 

19.45 
3.43 
9.04 
2.73 
5.42 
1.54 

68.31 
2.28 
1.84 

12.28 

10.48 
3.82 
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Table 445 



NT2RP3Q02377 
NT2RP3002397 
RT2RF3D02404 
NT2RP3002410 
NT»lP30e2414 
IIT2RP3002430 
lfT2BP3002443 
IIT2RPI002454 
IIT2RP3m45S 
IIT2RP30024» 
linRP3002462 
IIT2RF300246I 
IIT2RP3002470 
IIT2RP30024a4 
NT2ftP3002491 
NT2RP3002494 
NT2RP3002497 
ltT2RP3002SO0 
NT2RP3002501 
lfT2RP3002S12 
ffr2RP3a02529 
NT2RP3002S33 
NT2RP3002S3I 
r2RP3002$40 
IIT2RP3002S43 
]inRP3002S45 
rfr2RP300254l 
lfT2RP3(»25S2 
IIT2RP3002558 
IIT2RP30025fiS 
ffT2RP3O02S(S 
MT2RP3002S71 
RnRP3002S72 
IIT2SP3002573 
RT2RP3002S77 
RT2RP3002S7I 
IT2n>3W25<2 
lfT2RP3002S87 
KT2RP3002S90 
in7RP3002S02 
IT2RP3002S03 

irr2Rp3m$2i 

ll72RP3002t22 
linRP300IS24 
linRP3002l2l 
Mr2RP30O2^9 
ir72RP3002l31 
NT2iB>3002M7 
lfTZRP3002S49 
lfT2RP30a2SS0 
RT2RP3002i52 
VT2RP3002t54 
IIT2IP3ll02iS7 
irr2RP1002l59 
ll72RP30029n 
IIT2RPS0O2M3 
IIT2RP3002IS4 

Hr2Rp3002ir 

Vr2RP3002l71 
linRP3002IS2 
RnRP3002SS4 
r2RP3002H7 
VT2RP3002€S8 
RT2RHiQ0Zt98 



20.63 
5.32 
6.S4 
7.62 
5.43 
5.66 
12.97 
12.06 
4.76 
SS.03 
20. IB 

3. as 

IL44 

3.62 
13.97 
24.09 

1.45 
16. $< 
32. 52 

5.61 
570.71 
33.09 

6.02 

4.32 
12.62 

2. 99 

6.99 

4.39 
34.53 
13.64 
7.6 

8.13 
74.15 
32.62 
47.28 

8.63 

6.19 
10.07 
544.94 

7.19 
14.44 

6.81 

6.75 
26. K 

6.59 

5.76 
48. 35 
12 
9.3 
26.89 

5.52 
20.14 

19.5 
15.92 

5.S9 
10.53 
28.81 
32.83 
38.88 
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456.61 
0.88 

13.61 
3.37 

12.96 
3.18 
6.06 
2.84 
3.01 
9.59 

152.03 
7.12 

17.43 



4.07 
12 
47.7 
13.14 
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7.62 
3.6 
14.13 
8.6 
5.39 
40.15 
47.02 
9.53 
5.8 
6.01 
6.03 
7.38 
4. 75 
5.07 
6.09 
7.33 
10.19 
9.29 
6.74 
4.89 
18.83 
46.58 
5.33 
8.57 
4.87 
80.5 
14.69 
24.74 
30.55 
29.25 
3.68 
8.37 
7.17 
8.89 
4.72 
5.93 
4.22 
8.05 
5.38 
6.85 
11.2 
7,64 
11.16 
6.98 
5.97 
206.09 
3.45 
7.78 
5.14 
12.28 
5.76 
8.44 
4.58 
5.39 
5.64 
61.15 
4.73 
9.04 



1.87 
8.69 

28.57 
8.87 

33.54 
4.07 
3.17 
0.17 
7.32 
4.4 
1.37 

39.26 

38.11 
8.22 
0.8 
1.18 
2.09 
2.36 
0.71 
2. 46 
2.26 
5.82 
5.77. 
3.83 
4 

2.11 
15.46 
87.18 

1.89 

I. 83 

0 

86.76 
15.73 
26.96 
15. 52 
26.76 
1.57 
4.32 
1.4 
3.53 

I. 42 
1.38 
1.46 
1.81 
2.01 
3.16 
4.92 
3.81 

II. 36 
3.29 
3.53 

224.87 
0.32 
1.9 
1.22 

II. 33 
3.45 
3.11 
1.41 
0.35 
1.52 

60.41 
0 

2.14 



1.79 
4.55 
21.63 
10.49 
33.35 
3. 35 
5.23 
1.25 
15.63 
4.34 
2.09 
28.02 
28.76 
8.62 
2.63 
1.83 
1.54 
3.86 
0.4 
1.93 
2.81 
5. 26 
12.23 
4.48 
4.77 
2.05 
12.75 
35.96 
5.28 
4.32 
1.52 
128.25 
4.63 
28. 23 
22.26 
28.05 
0.37 
7.01 
2.11 
3.86 
2.2 
2.82 
2.65 
1.73 
2.22 
4.05 
6.67 
2.33 
10. 59 
5.92 
4. 

171.66 
0.79 
3.69 
2.6 
13.44 
LS3 
3.26 
2.26 
0 

1.74 
66.84 
2.96 
3.36 



1.19 
2.42 
29.91 
5.89 
80.48 
7.42 
2.57 
3.26 
6.9 
2.3 
2.04 
46.65 
72.37 
9.1 
1.53 
0 

I. 75 
2.27 
0.62 
2.08 
4.01 
4.29 
2.88 
2.35 
3.33 

1.6 
6.48 
45.08 
3.26 
4:68 
0 

85.31 
10.12 
17.61 
24.69 
30.76 
2.44 

II. 86 
0.35 
3.05 
1.63 
1.33 
3.43 
3.37 
6.25 
3.73 

4.6 
1.74 
8.67 
6.91 
4.78 
441.79 
0.92 
9. 33 
0 

7.88 
1.36 
2.69 
2.09 
3.4 
2.26 
138.08 
1.62 

6.n 



3.02 
4.06 
18.82 
13.23 
61.45 
5.61 
7.27 
1.13 
7.75 
5.79 
1.24 
51.58 
61.23 
7.34 
2.14 
1.41 
2.42 
2.97 
1.36 
3.65 
2.14 
3.86 
7.21 
4.36 
4.46 
0.22 
6.95 
32.42 
1.47 
3.69 
1.16 
12U73 
15.18 
14.81 
18.23 
28.58 

I. 18 
5.36 
2.86 
4.36 
2.56 
1.09 
6.44 
1.97 
3.04 
2.48 
9.34 
3.76 
8.67 
8.34 
3.11 

291.3 
1.02 
6.11 
1.37 

II. 32 
2.57 
6.61 
tQ2 
1.98 
2.79 

127.44 
0.95 
6.6 



2.08 
4,07 

40. 09 
9.56 

65.58 
3.54 
6.12 
0.11 
7.46 
3.54 
1.53 
51.5 

74.82 
5.15 
0.96 

I. 37 
0. 53 
2.71 
0.06 

5.3 
3.46 
3.96 
8.15 
3.15 
3.02 
0.74 
5.98 
25.88 
1.63 
4.05 
0.26 
115.26 
9.75 
14.26 
25.96 
28.74 

I. 17 
4.75 
1.91 
2.97 
0.82 
1.87 
2.42 
1.12 
6.16 

3 

6.75 
3 

II. 36 
9.48 
3.05 

543.12 
0.67 
3.21 
0.53 

II. 12 
1.94 
3.66 
0.69 
3.29 
1.06 

140.01 
1.4 
8.59 
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10 



15 



20 



25 



30 



35 



40 



lfT2RP3001479 
irr2RF3001490 
liT2RP300l4S2 
lfT2RF3O0U95 

uTimmw 

lirT2RF300t501 
IIT2RP3001527 
NT2RP3001529 
lfT2KF3001538 
NT2RP3001539 
NT2ilP3001S42 
mRP3001S49 
NT2RP3001S54 
MT2RP3001550 
NTUPSOOIHI 
IIT2RP3001594 
IT2RP3001S68 
IIT2RP3001S75 
MTZRPIOOISSO 
lfT2RP3001587 
NT2RP3001589 
irr2RP3001S92 
IIT2RP3001907 
HT2RP3001$08 
imRPSOOUIS 
irr2RP300U19 
irT2RP3001S21 
IIT2RP3Q01f29 
aT2RP300tl30 
IIT2RP3001i31 
NT2RP3001$M 
IIT2RP3001$42 
IIT2RP300IS4S 
IT2IP300U5B 
IT2RP30016(7 
IT2RP3001971 
IT2fiP300IS72 

iratpioouri 

r2RP3001f78 
lir2RP3001679 
«r2RP300l€82 
IIT2RP3001S8S 
IT2RP300tS89 
lir2RP3001l90 
lfr2RP3001l93 
RT2RP3001(9S 
RT2RP3001f 99 780. 



45 



50 



55 



ffT2RP3001708 
imRP3001712 
liT2RP3001718 
NT2RP3001724 
NT2RP3001727 
IIT2Rpa001729 
MT2RP300173M421 
VT2RP300I733 
NT2RP100I737 
IIT2RPS001738 
lir2RP300l739 
NnRP3001742 
KnRP3001751 
NT2RP9fl017S2 
lfT2RP30817S3 
KT2RP30017S4 
IIT2RP3001758 



6. SI 
15.72 
14 
16. 59 
38.57 
tfi.7i 
5.54 
21.9 
80.09 
4. 24 
17.63 
C.14 
28.4 
79.18 
3.47 
34.74 
23.08 
34.43 
17.53 
14.32 
8.31 
37.3 
11.49 
30.81 
55.34 
182.64 
29.87 
28 
3.81 
84.19 
3.71 
29.24 
18.72 
4.88 
17.88 
13.82 
S8.18 
11.94 
388.4 
19.45 
115.37 
4.91 
4.75 
8.33 
2.22 
7.34 
L45 
348.43 
32.9 
13.86 
28.26 
27.92 
2.64 
81 
1.54 
7.85 
28.07 
M9 

n.i 

1J9 
2.48 
3.96 
3.14 
4.67 



3.77 
6.25 
14.91 
2M1 
27.99 
28.67 
5.56 
27.01 
67.26 
4. 99 
25.89 
6.2 
40.68 
91.03 
3.93 
32.97 
14.44 
18.91 
21.3 
16.9 
5.44 
61.22 
11.88 
24.16 
48.31 



10.27 
23.45 
21.99 
19.03 
4(r.3T 
29.3 
5.02 
22.29 
76.24 
8.09 
26.44 
5.77 
43.76 
86.96 
2.29 
34.99 
30.67 
39 
27.87, 
20.18 
5.39 
57.18 
9.02 
28.98 
54.71 



181.88 185.09 
24.25 25.08 



13.83 
2.38 
51.12 
4.85 
22.78 
13.81 
8.33 
19.67 
10. 22 
72.22 
10.66 



28.21 
4.56 
67.22 
2.94 
34.25 
23.84 
12.48 
39.76 
13.86 
87.94 
12.76 



207.45 268.13 
8.41 17.68 

82.43 118.94 
3.52 11.94 



1.41 
10.1 
6.17 
11.29 
572.31 



4.66 

11.83 
10. S 
11.31 
725.4 



297.84 257.74 
21.37 35.65 



9.55 
21.7 
15.82 
5.64 



15.36 
18.91 
33.03 
5.12 



524.98 490.91 



1.62 
25.52 
24.45 
2.42 
11.43 
3.87 
4.8 
5.83 
1.28 
4.56 



4.9 
17.42 
41.36 
9.16 
14.41 
3.32 
2.87 
5.77 
9.55 
13.42 



6.45 
15.28 
13.76 
12.08 
• 47.7 
12.62 
7.34 
20.64 
89.51 
6.1 
14.74 
5.79 
10.47 
84.47 
6.28 
17.25 
16.92 
19.69 
11.9 
11.06 
5.29 
30.41 
7.34 
15.14 
81.88 
152.03 
83.83 
18.28 
4.63 
112.91 
7.85 
25.21 
17.34 
7.77 
21.84 
10.05 
28.72 
8.88 
268.3 
13.47 
71.89 
5.16 
3.33 
11.07 
5. 55 
6.93 
616.13 
514.57 
18.32 
8.27 
82.47 
16.01 
5.09 
328.42 
4.53 
10.76 
18. 76 
4.78 
9.77 
5.53 
3.47 
7.82 
3.89 
7.12 



4.18 
5.31 
7. S3 
9.76 
28.75 
8.54 
2.65 
12. 59 
76.4 
134 
14.15 
1.73 
10.16 
48.32 
2.08 
16.65 
14.73 
12.68 
7,8 
6.6 
2.4 
23.17 
3.49 
18 
48.17 
118.43 
16.83 
12.89 
1.01 
65.5 
2. 25 
18.32 
7.46 
5.89 
7.89 
5.86 
18. 38 
5.89 
249.2 
5.77 
66.28 
2.78 
0.27 
4.69 
2. 56 
5.94 
658.96 
355.27 
14.72 
11.28 
31.93 
12.47 
2.61 
274. 16 
0 

4. 14 
13.82 
1.8 
S.51 
0.3 
0.21 
4.31 
0.47 
2.77 



2 

6,47 
9.81 
9. 93 
36.07 
7.3 
3.3 
16.78 
114.47 
4.14 
8.68 
1.92 
7.96 
78.87 
3.28 
19.41 
6.11 
21.53 
11.25 
9.89 
2.48 
28.18 
8.45 
18.45 
86.77 
125.85 
30.34 
19.85 
Lll 
60.67 
2.09 
21.46 
8.49 
4.37 
10.07 
9.27 
21.55 
6.36 
237.8 
7.99 
91.02 
2.73 
0.64 
5.02 
2.65 
11.43 
0.94 
1.82 
16.28 
8.27 
25.73 
12.24 
2.56 
316.08 
1.49 
4.59 
15.18 
1.62 
6.65 
1.67 
1.52 
2.86 
2.48 
3.58 



2.6 
7.24 
14.28 
15.89 
23. 59 
11.78 
4.71 
7.77 

59.99 
3.58 
14.26 
2.67 
15.92 

115.31 
2.23 

10.11 
7.97 

16.47 
7.5 

19.28 
2.34 
46.3 
5.15 
8.66 

51.11 
144.48 

32.22 

19.79 
3.79 

59: 38 
4.62 

34.78 

11.13 
3.47 

11.81 
7.9 
10.7 
7.09 
199.85 
3.71 

56.88 
5 

0.99 
5.74 
2.84 
6.97 

533.83 
148.2 

22.44 
5.55 
16.65 
8.97 
2.6 

179. 32 
0.54 
3.35 
1L56 
1.06 
7.73 
1.29 
1.75 
4.73 
0.99 
2.62 



4.56 
7.84 

13.21 
18.33 
21.43 
2.93 
3 

18.39 
77.08 
5.72 
12.41 
2.05 
6.96 
93.32 
2.16 
30.58 
12.05 
22.21 
7.41 
18.65 
4.87 
38.66 
2. S3 
10.92 
48.11 
167.59 
27.66 
23.48 
2.64 
50.82 
2.51 
35. 92 
12. 12 
3.76 
14.81 
6.32 
4.04 
3.31 
337.31 
6.54 
114.15 
2. 99 
2.07 
5.13 
2.33 
3.31 
1241.6 
628.13 
33. 16 
15.45 
23.86 
9.14 
2.88 
117.74 
0. 39 
7.04 
15.63 
2.07 
6. 52 
0.92 
2. 38 
5.28 
1.82 
4.94 



5.3 
8.04 
12.48 
21.35 
24. 
8.97 
2.59 
18.96 
72.65 
3.56 
17.97 
1.89 
13.22 
84 
2.49 
15.23 
7.85 
25.65 
8.67 
20.31 
3.41 
32.65 
3.96 
10.91 
44.78 
158.06 
24.11 
12.56 
3.67 
71.84 
1.18 
40.14 
12.05 
3.82 
13. 18 
3,97 
14.95 
6.98 
274.16 
7.99 
137.5 
2.91 
0 

6. 32 
2.3f 
6.44 
1289.4 
519.33 
22.67 
9.22 
18. 15 
8.89 
1.65 
101.94 
1.87 
17.36 
32.84 
0.9 
8.12 
0.82 
0.9 
2.61 
0.86 
3.56 



8 



n 



8 



t 

tt tt 



t 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



irT2RP10012S6 
IIT2RPI00U39 
IIT2RP1001240 
lfr2RP3001245 
NnRP30012S3 
imRF30012S9 
lfT2RF3001260 
lfT2RP30012i4 
lfT2RP300126B 
linRP3001271 
9T2RP3001272 
VnRP3Q01274 
IIT2ltP30O1275 
NHRPSOOUBO 
RHRPSOOmi 
IIT2RP3001288 
SnRP»}01297 
NT2RPIt)013(Ki 
RT2RP3001301 
IIT2RP30013Q7 
lfT2RP30013IO 
Nr2RP3001318 
ir2n»3001322 
IT2RPI00132S 
imRP300133a 
IIT2RP3001339 
RnRP3001340 
HT2RP30OI341 
NnRP300t3S4 
IT2RP30O13S5 
IT2RP3001358 
Kr2RP30O1399 
mRP30O1364 
VT2RP3001S73 
RRRP3001374 
HnRPI00t383 
R72m001384 
VnRP3001388 
RnSP3NI392 
IIT2RP31NII396 
ir2RP30Q1398 
RnRPS0013l9 
ntRP3001402 
HnRP30014ir7 
IIT2RR30QI4I8 
inRP300l420 
VnRP300142S 
NTZRPSOOUH 
mSP3001427 
mBPS001428 
inRP300142l 
IT2RF300t432 
VT2RP3001439 
linRP3001441 
IT2RP300144S 
V72IP3001447 
irr2RP3001449 
IT2tP3001453 
ir2RP30014S7 
IIT2RP300I459 
imKP30014S3 
IT2RP30014fl 
mSP300l472 



30,11 
12. S8 
16.64 
6.04 
S.41 
276.9 
16.94 
€7.04 
S4.1S 
7.61 
23.16 
143.91 
7.03 
14.64 
0.36 
43.66 

n.i 

9.46 
S.4 
13.22 
9.86 
7.4 
11.09 
1201.7 
162.73 
16.04 
35.84 
37.44 
42.85 
L26 
43 
34.72 
19.26 
16.79 
95.59 
12 
2L9I 
9.38 
4.64 
47.27 
13.09 
17.91 
30.22 
72.56 
18.88 
5.88 
11.74 
12.17 
10.81 
7.7 
4.55 
20.32 
31.43 

34. n 

4.24 

22.35 
139.79 
31.6 
13.38 
11.29 
6.65 
5.28 
5.37 

nT2tf300!47Sl230.39 



19.17 
7.93 
15.42 
12.54 
9.93 



30.67 
16.69 
32.69 
22.57 
13:751 



310.98 327.25 
14.44 22.33 



56.69 
43.25 

5.79 

22.6 
121 

7.19 
18.72 

2.63 
21.34 
64.75 

9.06 

3.52 
10.36 
12.67 

6.54 
11.38 

1026 
132.54 

11.7 
31.42 
66.22 
32.23 

7.76 
54.12 
29.05 
26.46 
12.24 



77.24 

63.3 
12.88 
31.48 
164.35 
20.08 
19.46 
0.7 
42.34 
81.93 
13.81 

7.37 
15. 55 
16.58 

9.21 
14.04 

1099 
198.96 

17.8 
47.79 
47.17 
43.99 
10.15 
51.32 
42.17 
29.33 

26 



73.12 108.77 
19.08 15.5 



17.21 
9.17 
4.2 
37.6 
9.85 
14.49 
31.51 
60.86 
22.22 
3.11 
10.47 
11.79 
11 

10.58 
6.04 
18.99 
37.32 
41.28 
2.49 
21.24 



30.7 
7.78 
2.66 
60.04 
15.48 
24.37 
33.24 
88.74 
16.a 
4.79 
II 
16.88 
21.59 
20.16 
12.09 
30.96 
28.95 
46.38 
4.94 
25.11 



126.76 203.02 
35. S 49.46 



17.23 
13.84 

4.84 
4.9 

5.26 



17. 13 
13.09 

3.61 
5.4 

7.06 



301.8 150.57 



17.48 
7.8 
20.34 
10.74 

5.39 
256.7 
34.17 
82.42 
45.53 

6.16 
18.93 
135.41 
7.2 

9. 93 

4.71 
25.62 
35. 55 

7.61 

3.86 
10.66 
11.65 

7.25 
15.94 



11.33 
5.43 

13.57 
8.24 
2.74 
262.84 

17.19 

71.22 

25.93 
2.76 

15.25 
115.24 
6.45 

11.17 
1.73 

16.43 

27.23 
5.56 
1.62 

10.08 
7.95 
6.79 

12.19 



286.93 377.66 
171.74 161.63 



11.35 
30.03 
33.31 
23.31 
5.3 
62.98 
41.55 
17.86 
10.58 



7.84 
31.99 
24.96 
23.56 

3.13 
37.84 
S3. 32 
11.52 

10.1 



136.19 114.69 



IM 
33.57 
9.06 
5.43 
23.62 
8.92 
16.05 
60.13 
96.01 
16.79 
4.91 
11.91 
9.1 
12.3 
8.58 
5.05 
16.39 
26.93 
53.64 
4.53 
13.3 



5.75 
22.7 
5.69 
2.03 
14.23 
6.22 
7.15 
23.85 
74.06 
17.16 
2.62 
6.37 
9.64 
6.43 
3.38 
1.79 
14.24 
25.44 
42.72 
3.01 
8.65 



199.4 166.47 
34.98 29.3 



11.75 
7 

4.67 

5.77 
12.24 



10.12 
3.75 
1.94 
2.51 
7.01 



92.73 106.13 



17.06 
5.92 
11.75 
10.53 
1.6 
274.26 
23.22 
82.52 
35. 16 
3.69 
15.77 
154.69 
4.21 
5.67 
1.17 
26.29 
36.6 
4.66 
1.26 
6.04 
6. 71 
6.73 
11.47 
405.64 
241.04 
6.68 
45126 
24.34 
19.16 
3,72 
46.61 
37.07 
13.69 
9.34 
107.19 
6.51 
20.56 
4.27 
2.78 
84.71 
I 
6. 
9.5 
85.12 
5.73 
1.74 
9.11 
6.43 
8.87 
6.04 
1.93 
12.25 
19.21 
50.36 
2.2 
15.94 
178.45 
36.04 
6.15 
5.3 
1,07 
1.55 
3.59 
95.77 



7.98 
7.31 
7.09 
7.27 
4.68 
334.89 
21.96 
43.6 
39.06 
3.87 
18.56 
133.08 
4. 17 
7.5 
1.88 
27.01 
12.09 
4.6 
1.66 
5.09 
4,27 
5.34 
14.66 
75.06 
134.27 
2.83 
31.64 
25.96 
13.01 
4.66 
61.45 
21.86 
13.78 
9.17 
68.33 
13.27 
19.13 
7.73 
2.37 
12.93 
4.4 
6.07 
15.21 
43.61 
3.31 
1.34 
8.4 
5.51 
17.63 
5.05 
2.26 
18.49 
14.96 
30.69 
2.82 
13.67 
131.32 
28.49 
5.98 
5.53 
1.M 
2. 18 
1.12 
29.54 



12.61 
5.36 
11.44 
7.75 
3.73 
289.89 
25.77 
44.18 
48.29 
7.7 
19.39 
136.37 
4.56 
6.91 
0.77 
32.19 
28.24 
5.82 
3.26 
8.17 
4.42 
5.32 
6.17 



12.49 
3.6 
8.12 
6.31 
2.31 
242.91 
20.83 
61.74 
54.07 
5. 38 
20.08 
139.51 
3.94 
6.46 
0.6 
37.1 
29.77 
8.28 
1.26 
7.35 
3.89 
3.43 
7.73 



206.06 219.63 
161.16 143.19 



5.64 
27.19 
38.56 
13.77 
3.96 
50.61 
23.34 
18. 18 
17.19 
56.48 
9.62 
14.74 
5.71 
2.94 
30.54 
8.04 
7.51 
24.77 
63.39 
4.98 
1.67 
4.94 
9.62 
22.78 
8.84 
1.46 
28.23 
11 
23.25 
2.01 
37.08 
106.74 
31.86 
6.75 
4.44 
2.08 
1.94 
2.87 

a.36 



4.58 

27.6 
34.37 

11. 

2.91 
59.12 
24.66 
15.95 
12.49 
69.32 

6.82 
15.12 

5.18 
3.1 
38.42 

6.53 

6.62 
23.82 
61.28 
5 

2.52 
6.04 
7.81 

19.89 
8.9 
1.89 

11.89 

I0.-Z1 

24.74 
1.51 

14.99 
139.38 

35.69 
6.92 
5.41 
0.69 
1.06 
2.9 

93.78 
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NT2RP300089S 
Prr2RP3000900 
NHRPIOOOSO) 
irr28P30OO903 
lfT»P3000904 
lfr2KP3000907 
NT2RP3000913 
NTZRP3000917 
lfrZRP3000919 
NT2RP3O00921 
lfnRP3000942 
irT2RP3IK)09S8 
lfT2RP300O974 
KT2RP300O980 
lfT2RP30009l4 
in'2RP300O994 
NT2RR3001001 
NT2RP3001004 
irT2RP300?007 
irr2RP3001012 
ifr2RP3001042 
IIIT2RP3001044 
lfr2RP3001(Ma 

unRPSooioso 
imRpsooioss 



NT2RP30O1057 402.89 



NT2RP300T0II 
NT2RP300tOS9 
IIT2RP3001074 
lfT2RP3001078 
NT2RP3001081 
NT2RP3001084 
NT2RP300109S 
IIT2RP3001098 
NT2Rn001097 
ir72RP300n07 
lirT2RP300l109 
irT2RP300111. 
KT2RP3001112 
irT2RP30O1113 
lfT2RP300in_ 
IIT2RP300in€ 
NT2RP3001119 
IIT2RF300n20 
irT2RP300112C 
KT2RP3001127 



2.84 
10.4 
14.3 
5.01 
I08.fi 
84.64 
19.19 
18.28 
9.33 
112.89 
87.7 
90.83 
8.98 
52.51 
21.27 
13.76 
26.43 
4.86 
7.65 
29.74 
8.82 
9.07 
6.16 
13.37 
13.06 



7.38 
5.39 
12.1 
IS. 01 
8.54 
37.48 
7.76 
10.65 
16.83 
28.61 
17.96 
10.67 
31.69 
14.44 



2.51 
8.3 
18. S 
6.8S 
100.47 
90.19 
19.49 
18.3 
7.65 
136.59 
68.21 
31.86 
8.74 
65.55 
24.19 
10.35 
28.79 
4.99 
8.96 
22.53 
8.59 
11.65 
7.8 
10.61 
10.48 
324.38 
S.55 
4.71 
8.82 
11.28 
6.06 
37.33 
24.69 
10.08 
38.99 
24.48 
17.48 
15.58 
26.22 
9.43 



Table 440 



5 254.68 276.58 



NnRP3001133 93.42 

NT2RP3001140 96.94 

KT2RP3001147 4.72 

irT2RP3001150 11.47 

irT2RP30011S2 36.54 

NT2RP30011S5 19.7 

irT2RP300n56 19.46 

KT2RP3001159 18.55 

lirr2RP3001170 16.8 

im»P3001176 17.96 
NT2RPS001195 ir.73 

irT2Rn001209 74.83 

IIT2RF3001214 17.39 

lirT2RP3001216 18.74 

lirT2RP3001221 6.31 

irT2RP3e01226 22.75 

RT2RP3001230 6.51 

JI72RP3001232 6.36 



5.38 
18.64 
6.46 
20.13 
348.14 



8 

22.98 
9.54 
19.18 
574.68 
110.06 
96.61 
7.64 
12.3 
72.08 
23.76 
20.53 
19.29 
14.86 
17.32 
229.27 
67.88 
13.69 
16.38 
7.39 
26.78 
6.56 
3.81 



12.27 
14.31 
22.78 
6.69 
123. 
89.66 
20.62 
30.01 
14.92 
133.65 
86.84 
37.11 
9.35 
64.13 
17.67 
18.12 
25.4 
10.62 
16. Si 
33.01 
12. 15 
10.99 
4.48 
16.08 
21.89 
250.29 
10.57 
9.6 
12.25 
14.67 
5.96 
40.93 
13.38 
12.53 
30.48 
44.48 
18.06 
14.57 
26.11 
17.91 
258. 
183 
19.35 
10.55 
15.24 
264.45 
112.43 
111.2 
8.71 
12.64 
61.62 
17.71 
21.5 
22.76 
12.69 
14.24 
190.42 
81.64 
27,12 
19.13 
8.65 
31.16 
3.99 
12.04 



81^ 118 



4.16 
18. 92 
13.03 
5.82 
07 
84.77 
24. 3S 
16.96 
9.52 
119.03 
75.24 
29.89 
9.04 
24.76 
32.72 
10.02 
17.26 
7.73 
12.13 
15.24 
8.9 
8.25 
10.05 
10.7 
13.3 
272.31 
7.56 
4.84 
8. 96 
14.05 
10.22 
15.51 
9.04 
7.44 
15.02 
22.0$ 
10.7 
9.33 
22.8 
10. 99 
135.39 
6.23 
7.26 
5.21 
6.77 
161.21 
156.23 
55.83 
6.37 
9.98 
66.57 
11.79 
20.77 
15.71 
11.85 
8.81 
299.15 
88.53 
17.15 
19.54 
9.62 
8.49 
9.46 
7.09 



1.17 
3.45 
13.47 
1.S4 
108.3 
80.01 
9.57 
15.22 
7.41 
103.41 
51.25 
24.92 
12.66 
40.04 
12. 14 
5.77 
14.54 
3.07 
9.28 
16.46 
5.69 
9.28 
2.76 
4.83 
7.76 
285.99 
3.5 
1.4 
3.61 
9. 24 
3.89 
10. 29 
3.7 
5.06 
9.07 
25.16 
9.3 
6.41 
9.31 
5.21 
153.31 
4.02 
6.2 
2.06 
6.2 
220.83 
89.96 
46.1 
2.09 
10.24 
5S.9 
7.15 
20.49 
9.43 
4.5 
7.86 
260. 22 
60.41 
13.89 
12.84 
5.18 
9.07 
3.93 
3.34 



2.03 
S. 38 
11.77 
3. 35 
100.81 
92.59 
18.44 
12.11 
6.8 
74.11 
30. 13 
14.66 
5.51 
30.49 
21.58 
7.25 
13.11 
4.03 
3.44 
13.42 
3.5 
5.59 
3. 93 
9.6 
7.17 
209.38 
2.09 
2.62 
6.9S 
8 

7.03 
21.45 
5.9 
4.16 
10.26 
18.26 
6.66 
6.38 
16.42 
10. a 
123.7 

^69 

5.92 
2.39 
4.55 
168.52 
123.37 
51.01 
3.65 
3.21 
58.11 
8.62 
12.08 
11.61 
6.68 
12.88 
386.11 
90.53 
13.51 
10.16 
6.37 
6.76 
5.31 
8.56j 



1.28 
4.15 
11.97 
1.28 
97.74 
125.26 
17.39 
11.68 
4.46 
25.71 
38.31 
9.86 
4.39 
19.39 
18.47 
4.5 
11.19 
3.13 
5.05 
12.28 
3.15 
7.83 
4.91 
6.34 
10.39 
216.17 
3.67 
2.39 
9.25 
10.46 
6.21 
23.22 
3.38 
3.27 
12.7 
10.04 
7.73 
8.41 
16.88 
6.16 
118.47 
4.29 
8.84 
3.48 
4.46 
563.89 
108.06 
55.61 
2.74 
4.96 
48.19 
14.02 
20.09 
19.86 
9.82 
9.17 
194.62 
81.32 
7.67 
26.01 
8. 56 
11.49 
7.3 
1.97 



3.4 
13.51 
9. 53 
1.92 



1.59 
4.93 
14.53 
1.35 



77.69 108.28 
82.21 80.83 



14.75 
16.63 
8.2 
35.79 
52.76 
11.81 
4.92 
8.08 
14.77 
8.07 
38.41 
4.4 
6.53 
11.59 
4.09 
7.51 
5.32 
11.26 
12.83 



19.21 
14.88 
5.92 
29.01 
48.83 
12.71 
2.99 
16.43 
17.87 
7.2 
33.45 
2.41 
5.77 
13.53 
3.65 
5.88 
6.21 
9.4 
10.26 



328.86 144.63 
3.84 2.18 



2.57 
6.39 
7.65 
3.36 
30.25 
7.52 
5.66 
8.94 
8.83 
5.5 
3.97 
9.36 
6.79 



3.49 
6.94 
9.46 
4.4 

29,17 
4.23 
3.18 
6.97 

11.02 
3.91 
4. 53 

14.31 
9.04 



299.67 339.02 



3. 33 
7.37 
2.35 
2.87 
269. 72 
86. 85 
103. 28 
3.66 
7.94 
41.6 
11.36 
17.5 
20.4 
3.85 
14.49 
191.1 
84.97 
14.21 
26.17 
6.05 
9.21 
6.36 
4.41 



3.99 
9.08 
2.85 
5.52 
342.5 
85.22 
84.66 
2.93 
6.36 
53.56 
10. 16 
18.2 
20.19 
4.53 
11.22 
184. 16 
83.11 
13.2 
21.52 
7.92 
9. 
5. 
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Table 439 



10 



IS 



20 



25 



30 



35 



40 



45 



50 



55 



RT2RP3000596 

IIT2RP300060I 
NT»tP3000tOS 
NT»P3D0060r 
NT2mOOOS16 
NT2RF3000S21 
NT2RP30O062Z 
irT2RP3000624 
KT2RP3000S28 
irT2RP3000S31 
NT2RP3000f32 
NT2RP3000S38 
rr2RP3000S44 
NT2RP3OO0i4^ 
NT2RP3000SS2 

irr2SP3ooo6ss 

irr2RP3000660 
lfT2RP3O00S61 
NT2RP3000S6S 
NT2ftP3000S7( 
IVT2RP3000877 
ffT2RP3000€B1 
IIT2RP3000$a8 
lfT2RP3m6a5 
irT2RP3000890 
IIT2RP3000898 
lir2RP30007QS 
irT2RP3000719 
irT2RPS000721 
IIT2RP3000728 
irT2RP3000730 
irr2RP3000733 
irT2RP300073S 
lirT2RP3000736 
tfr2RP3000738 
ir2RP3000742 
irT2RP3000753 
NT2RP3OQ07$9 
imRP3000788 
NT2RP300081S 
Vr2RP3000818 
lfT2RP3IMI0820 
IIT2RP3000821 
Vr2RP3000S2S 
Kr2RP3000828 
IIT2RP3B00836 
irT2RP3D00«38 
mRP300083« 
ir2RP300884l 
lfr2RP30tNI84S 
Sr28P3000847 
>r2RP3000i48 
lfT2RP30808S0 
mRP30008$2 
NT2RP3000SS8 
IT2RP30O0881 
RT2RP3000882 

vnRrano885 

ir2RP3tl00888 
ir2RP3000868 
irT2RP3Q00869 
MnRP300087t 
IT2RP300087S 



8,71 
39.3 
89.47 
22.4$ 
10.48 
n.98 
218.49 
11.99 
27.07 
27.69 
6.03 
16. S 
31.94 
26.66 
12. 37 
20.17 
6.95 
21.94 
IS. 39 
34.94 
11.53 
12.19 
7.72 
16.43 
'8.41 
11.52 
6.94 
9.74 
9.68 
8.23 
4.68 
14.89 
62.46 
4.91 
6.36 
40.42 
4.84 
8.3 
38.84 
48.54 
2L13 
30.87 
35.87 
3.51 
16.22 
57.22 
3.1 
14.56 
45.25 
12.21 
8.59 
12.91 
11.47 
21.09 

2.n 

32.3 
15.56 
12.15 
9.02 
43.46 
10.55 
5.78 
184.48 
14.37 



11.87 
60.28 
91.4 
27.45 
11.53 
13.19 
188.17 
8.26 
18.6 
34.41 
12.91 
21.72 
42.93 
26.83 
13.95 
23.26 
4.69 
12.21 
18.23 
43.07 
4.79 
14.6 
7.98 
8.63 
6.46 
7. 55 
6. 35 
10. 33 
16.24 
3.7 
4.59 
15. 22 
50.63 
3.22 
3.45 
44.03 
6.47 
6.8 
70.63 
27.39 
13.62 
21.11 
28.12 
4.2 
29.18 
56.7 
3.53 
14.22 
36.9 
10. 87 
31.26 
10.8 
16.2 
31.1 
3.9 
21.43 
12.49 
10.69 
6. 17 
38.1 
23.22 
11.8 
190.18 
14.46 



:3 



13.23 
67.05 
87.14 
25.73 
16.4H 
17.29 
246.49 

9.27 
22.96 
73.45 
11.07 
26.01 
38.07 
24.84 
21.96 
25.45 

8.52 
11.63 
27. 
59 

8.95 

7.18 

7.04 
13.69 

7.19 
10.23 
7.8 
12.77 
14.31 

5.33 

4.86 
17.78 
81.88 

9.89 
10.98 
40.83 

8.58 
12.66 
56.01 
34.07 
22.75 
33.63 
43.92 

7.15 

33.6 
80.61 

3.85 
18.93 
44.36 

21.1 

15.5 
18.85 
11.34 
29.31 

3.17 
36.02 
16.59 
17.99 
10.58 
57.47 
17.15 
14.52 
141.72 
23.64 



5.92 
35.1 
91.5 
13.14 
10. n 
7.98 
222.59 
9.15 
16.72 
22.73 
11.79 
18.26 
22.76 
16.68 
14.87 
12.67 
6.05 
11.36 
11.62 
27.69 
6.6 
13.97 
6.12 
14.68 
10.24 
15.03 
8.41 
11.25 
8.23 
7.95 
7.19 
16.76 
55.7 
6.52 
8.89 

24. n 

7.03 
10.6 
36.02 
33. 12 
12.02 
24.24 
3L81 
6.21 
11.67 
55.4 
7.53 
20.92 
35.78 
12.42 
9.69 
11.08 
8.1 
19.76 
7.51 
18.9 
9.02 
10.36 
7.46 
39.52 
7.33 
9.41 
252.15 
13.76 



4. 35 
44.12 
86.56 
8.89 
7.11 
6.33 
168.47 
3. 89 
12.03 
20.51 
9. 91 
13.03 
17 
14. 97 
10.1 
9.39 
2.7 
9.42 
4.78 
16.86 
4.34 
4.51 
2.54 
12.94 
3.04 
9.13 
2.13 
8.14 
2.38 
1.94 
1.44 
11.05 
39.3 
1.99 
2.09 
27. 39 
4.15 
4.35 
19.41 
27.39 
10.68 
17.69 
27.98 
2.3 
17.67 
48.67 
2.33 
12.46 
27.32 
10.04 
12.93 
6.9 
7 

12.79 
3.17 

21.77 
5.36 
6.14 
4.29 

40. 18 
6.65 

10.86 
170.88 

12. 1» 



3.28 
24.38 
93.49 
13.46 
9.56 
4.22 
221.1 
5.28 
13.8 
22. 18 
5.14 
16.89 
20. 23 
15.79 
8.68 
13.26 
4.41 
9. 56 
9.25 
21.15 
2.4 
9.55 
4.33 
13.49 
4.6 
13. 25 
5. 63 
10. 39 
5.7 
5.33 
3.15 
11.99 
45.85 
3.91 
4.31 
34.23 
2.9 
5.47 
27.88 
34.54 
14.79 
21.68 
25.05 
3.01 
13.25 
48.17 
2.42 
10.78 
20.79 
9.18 
10.25 
9.57 
4.63 
16.25 
2.39 
13.31 
4.49 
6.17 
4.01 
44.87 
4.58 
7.13 
170.92 
11.47 



4.65 
35.82 
64.94 
17.63 

5.29 

6.69 
202.08 

6.73 
17. 33 
15.98 

4.52 
15.73 
24. 56 
28.13 
7 

9.11 
2.15 
9.02 
6.26 
16.2 
4.94 
9.82 
4.62 
5.83 
5.55 
14.85 
3.39 
9.73 
5.89 
e;54 
5.16 
16.08 
39.59 
2.03 
3.75 
25.37 
3.28 
5.99 
8.09 
20.51 
18.74 
13.73 
21.15 
3.82 
9.13 
57.78 
3.69 
11.08 
19.28 
8.34 
5.37 
6.7 
3.86 
10.7 
4.15 
18.81 
4.53 
5.59 
2.73 
37.48 
6.64 
6.87 
247.35 
7.45 



3.35 
36.31 
61.32 
11.14 
9.79 
4.25 
168. 53 
6. 59 
23. 33 
19.75 
6.12 
14.14 
32.44 
27.03 
6.44 
9.19 
3. 59 
8.73 
7.03 
20.9 
2.78 
11.58 
3.23 
9.27 
3.8 
17.96 
7.51 
10.17 
3.68 
5.47 
3.82 
10.04 
39.01 
3.65 
3.03 
20.3 
5.74 
5.75 
6.25 
27.67 
20.82 
17.32 
28.93 
2.8 
8.99 
64.97 
4.81 
17.41 
33. 14 
11.21 
12.21 
5.47 
7.4 
10.54 
2.97 
18.23 
5.86 
8.92 
4.35 
37.57 
9.1 
5. 05 
193.7 
6.27 



4 

35.96 
72.5 
9.76 
8.32 
4.27 
186. 24 
3. 57 
18.89 
18.56 
7.95 
13.67 
30.42 
30.11 
7.2 
15.37 
3.85 
8.05 
6.07 
14.32 
3.68 
12.06 
3.26 
7.59 
3.45 
14.92 
5.51 
12.86 
4. 39 
6.13 
3.57 
9.6 
40.88 
2.09 
2.56 
3M4 
3.55 
7.45 
5.44 
27.21 
19.96 
15.5 
23.2 
1.62 
16.22 
54.17 
2.68 
54.13 
25.15 
7.12 
8.92 
6.54 
3.88 
5.19 
3.66 
32.52 
27.25 
5.21 
1.2 
27.56 
10.81 
7.12 
214.46 
6.52 
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10 



15 



20 



25 



30 



35 



40 



45 



50 
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NT2RP3000292 
NT2RP3000299 
NT2RP3000304 
RnRPSOOOStO 
IIT2IP)0M»2 
NT2IP3O0032O 
irT2RP3O00322 
lfT2RP3000324 
lfT2RP300032t 
IIT2RP3QQQ329 
IIT2RP300033O 
IIT2RP3000333 
NnRP3000341 
NT2RP3000344 
IIT2RP3000345 
NT2RP300034t 

imipsooosso 
KnRnoooiss 

Kr2RP3000361 
lfT2RP3O003l€ 
MT2RP300037a 
imiP3000384 
linRP300038l 
IIT2RP3000393 
NT2RP3000a95 
limP3000397 
NnRP300039l 
RTZIPSOOMS 
IIT2IP3000419 
■T2RP3000424 
IT2IP30n427 
IIT2RP30Q043I 
miPSOlKMSI 
KT2RF30004S9 
IIIT2RF3D00439 
NT2RP3000441 
MT2RP3000444 
IIT2RP300044S 
NnRP3000449 
linRP300045Y 
NT2RP30004S€ 
lfT2RP3000460 
IIT2RP3000471 
NnRP3000477 
IIT2RP3000478 
NT2RP3000481 
KT2RP3000484 
1IT2RP30O0487 
IIT2RP3000512 
NT2RP3000523 
NT2RP3000S2f 
IIT2RP3000S27 
lfT2RP3000SS1 
NT2RP3000S32 
r2IP3000S42 
IIT2RP3000S54 
JfT2RP30O0SS1 
NT2RP30O0SS2 
IIT2KP3000S78 
lfr2RP30Q0SS2 
iT2RP3000584 
MT2IP30005tt 
NT2ftP3000S90 
irT2RP3000S92 



73.41 
6.1 
25.73 
21.09 

0.99 
11.54 
6.3 

3.35 
S4.19 
11.55 

7.65 

5.32 
13.68 
45.61 

9.05 
152.75 
14.44 
12.38 
30.21 
89.71 
5.8 
28.45 

22.1 
33.85 
24.48 
24.89 

9.85 
93.32 
14.37 
40.86 
19.58 
18.18 
25.31 

9.82 
44.72 
10. 8Z 
17.45 

6.61 
17.38 
31.29 

6.24 
10.33 
11.88 
49.73 

6.95 
11.03 
25.46 
21.14 
12.44 
93.94 

7.94 
42.97 
20.64 

5.33 
21.28 
11.71 
21.04 
56.42 
19.29 
1.4 
22.71 

8.23 

7.21 
69.63 



53.56 

3.92 
24.35 
16.82 

6.75 
11.91 
10.23 

4. 35 
4U44 
11.02 

5. 98 

5.01 
14.31 
52.79 
22.29 
78.47 

9.79 
12.88 
20.92 
53.96 
12.88 
19.42 
25.13 
14.06 
28.99 
21.35 
10.75 
64.65 
22.01 

56.6 
24.95 
14.87 
64.08 
10.09 
47.78 

8.96 
14.75 

7.47 
26.19 
40.71 
4.2 
10.39 

7.85 
54.72 

4.02 

7.56 
33.21 
29. 38 
14.88 
104. U 

7.79 
38.74 
13.92 

8.65 
18.32 
17.67 
16.88 

51.6 
21.22 

7.64 
44.85 

4.88 

5.97 
37.92 



62.98 
13.07 
31.49 
33.26 

7:52 
24.03 
13.74 
17.76 
38.83 
22.98 
10.92 

9.94 
17.57 

53.7 
17.79 
143.51 
17.94 
23.75 
25.69, 
58.74 
6.1 
18.46 
28.18 
19.19 

21.1 
38.91 
17.31 
56.89 

20.2 
51.72 
18.59 
25.82 

38.8 
18.49 

44.4 
14.82 

26.3 
11.97 
23.45 
35.46 
13.64 
17.07 
23.63 
58.77 

8.07 
11.93 
34.57 
33. 7S 
14.98 
80.32 
12.87 
42.72 
14.48 

5.17 

16.2 
14.03 
23.96 
61.28 
25 
13.09 
35. 97 

7.14 

5.97 
90.02 



43.77 
7.5 
22.39 
14.15 
6.17 
15.6 
8.18 
5. 33 
20.52 
13.53 
7.41 
8.43 
13.78 
28.28 
14.81 
181.96 
12.6 
11.88 
12.5 
44.82 
6.74 
13.21 
17.61 
10.32 
13.42 
14.31 
7.25 
57.84 
11.88 
39.57 
14.3 
11.73 
15.67 
6.56 
50.98 
10.83 
14.55 
6.37 
8.67 
10.79 
8.03 
7.27 
10.17 
38.09 
5.51 
11.71 
19. 56 
13.62 
11.55 
71.64 
7.19 
25 
12.88 
4.82 
8.3 
8.45 
14.27 
47.36 
14.6 
6.29 
15.47 
6.37 
5.32 
128.75 



42.72 
3.65 
17.08 
13.15 
1.98 
10.14 
5.89 
3.9 
19.15 
7. 92 
2.84 
4.88 
9.61 
29.87 
8.64 
103.16 
7.91 
10. n 
10.99 
38.68 
3.98 
9.98 
.19.95 
8.44 
10.29 
14.82 
6.82 
43.74 
12.29 
32.99 
10.74 
10.4 
31.58 
4.89 
50.94 
6.19 
11.35 
5.01 
7.34 
20.02 
3.84 
4.9 
6,71 
33.82 
2.95 
8.13 
15,47 
12.2 
7.87 
44.61 
2.92 
28.15 
10.75 
3.38 
8,11 
3.02 
9.n 
46.18 
13.72 
5.67 
26.23 
3.31 
2.92 
103.66 



40.98 
4.11 
15.95 
10.27 
0.95 
7.39 
5.4 
3.91 
16.6 
12.17 
4.65 
3.17 
9.9 
22.15 
10.42 
145.4 
9.69 
13.58 
10.9 
40.33 
3.58 
7.79 
18.45 
17.76 
14.47 
16.14 
•4.6 
45.93 
11.51 
30.24 
15.64 
20.33 
27.85 
5.29 
30.43 
5.02 
9.32 
4.15 
7.86 
15.29 
0 

3.93 
3.54 

22.58 
1.38 
6.36 

13.67 
14.8 
5.16 

35.48 
3.56 

22.19 
4.81 
2.17 
6.12 
6.99 
9.4 

42.62 
9.4 
6.43 

10.78 
2.97 
1.94 
125.15 



49.91 
4.21 

20.38 
8.12 
3.83 
6.78 

11.55 

I. 03 
IS. 62 
10.06 

3.07 
4.98 
9.7 
36.08 

II. 7 
96.65 
10.66 
14.05 

7.28 

27.58 
4.72 
8.34 

23.81 
6.01 
9.05 

17.25 
4.16 

35,74 
7.67 

31; 05 
9.16 
8.15 

24.04 
2.88 

33.38 
6.66 

12.21 
4.85 
3.61 

13.25 
2.84 
5.19 
3.68 
25.2 
1.83 
6.65 

14.97 
5.33 
5.05 

20.12 
4 

19.81 
8.04 
2.24 
3.53 
4.57 
4.67 

32.74 
9.07 
5.12 
9.11 
3.91 
4.92 

70.02 



45.23 
4.47 
9. 68 
6. 37 
3.7 

13.07 
9.13 
4.83 

30.96 

11.03 
4.04 
3.48 
9.67 

31.27 
5.94 
108.58 
15.9 

17.04 

12.88 

41.09 
5.63 
6.32 

18.86 
7.4 

14.21 

23.74 
4.17 

40.63 

14.89 

29.26 
9.9 

16.47 
39.4 
5.01 
44 
8.63 

11.86 
3.8 
4.2 

22.78 
3.63 
5.56 
5.28 

26.62 
1.8 
9.77 

11.89 

12.46 
7.04 

30.84 
5.42 

21.07 
4.79 
1.62 
3.83 
4.8 

15.18 

44.25 
9.7 
6.71 

11.41 
1.9 
2.84 

69.72 



84.29 

3.64 
10.08 

6.54 

0.46 
6.3 
4.6 

1.94 
63.08 
12.62 
3.9 

4.27 
11.82 
32.79 

6.21 
99. 33 
13.61 
16.51 

9.35 
30.61 

5.88 

5.93 
25.81 
12.32 
24.87 

23.2 

3.99 
30.88 
12.11 
23.73 
12.52 
13.08 
34.85 

2.75 
42.05 

7.39 
12.88 

5.K 

2.92 
15.67 

2.55 

4.78 

5.09 
28.76 

1.91 

6.96 

12.9 
12.14 

5.14 
18.65 

4.08 
11.92 

4.56 

4. 
3. 

5. 

7, 
48. 
10. 

5. 

6 

2. 

1 

60. 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HT2RP3O000n 

irr2Rp}ooooi4 

NT2RP3000016 
lfmP3000022 
IIT2RP30e0024 
IT2RP30000S1 
IVT2ftP300MM 
NT2RP30000}? 
NT2RP3000040 
lirT2RP3000041 
NT2RP300004fi 
NnRP300004r 
NT2RP3000049 

irr2RP3ooooso 

1VT2RP30000S1 
lfT2RP30000S4 
linRP3OO0OS5 
tfr2RP300005S 
irr2RP3000059 

irr2RP30ooo$s 

NT2RP30000(B 
irT2RP3000069 
lfT2RP30O0072 
irT2RP3000080 
NT2RP3000085 
NT2RP300m7 
Vr2RP3000092 
VT2RP30ai109 
mRP3000119 
I1T2RP3000125 
mRPSOOOUl 
irT2RP3000134 
r2RP300D137 
KT2RP3000142 
NT2RP3000148 
lir2RP3000149 
NTttPSOOOIfS 
IIT2RP3000U> 

irrzRPsoooiii 

NTZRPSOOOin 
irr2RP3QOOI72 
IIRRPSOOOIIi 
ir2RP3000U7 



IIT2RP3000204 
IT2RP3O0O2O7 
IIT2tP300021S 
MT2RP3000220 
RT2RP3000221 
IT2RP3000232 
RT2RP3m2S3 
■TZRP3000234 
iT2m0002S5 
IT2RP300023fl 

mspaooo247 

VT2IP3O002S1 
irr2RP30002S2 
VT2RP30002SS 
RT2RF30Q026I 
STZRP300Dttt 
IT2BP30002S7 
Vr2RP3000271 
irT2RP30O027S 
ir2RP300028l 



14.9 
103.09 
14. 3S 
7.(5 
12. S4 
n.24 
S.27 
17. S8 
27.59 



20. SS 
6.41 
18.47 
1.97 
7.89 
1.84 
6.17 
9.15 
32.05 
25.2 
67.98 
111.9 
9.87 
10. S7 
8.08 
6.75 
13.6 
18.43 
10.23 
35.53 
26.32 
32.9 
8.85 
15.39 
15.25 
6.75 
40.04 
16.1 
50.94 
14.53 
4.10 
95.59 
7.95 
22. 18 
10.31 
46.66 
8.3 
3.63 
9.35 
18.63 
32.08 
44.58 
21.9 
18.67 
17.74 
37.8 
5.43 
4.92 
8.77 
32.19 



6 

109. 54 
13.63 
10.24 
12.37 
79.76 
6.62 
19.44 
16.23 
4.46 
5.75 
4.81 
8.2 
13.02 
9.33 
5.61 
13.61 
2. 36 
7.9 
4.14 
8.89 
8.31 
40.26 
23.2 
43.89 
96.79 
12.43 
9.88 
6.85 
8.13 
16.29 
21.97 
18.11 
27.58 
39.38 
38.83 
9.04 
20.39 
12.33 
12.8 
2S.12 
16.13 
62.27 
11.88 
4.K 
249.91 
7.31 
29.86 
9.17 
42.43 
12.35 
8.U 
15.39 
25.23 
44.16 
41.2 
16.56 
16.02 
15.84 
22.61 
5.61 
10.2 
11.93 
29.94 



15.29 
95. 92 
24.71 
13.67 
14.37 
145.67 

8.74 
20.81 
24.01 
12. 76 
15. 27 
14.06 
10.35 
12.95 
16. 87 
6.8 
17. 33 

8.51 
22.29 

7. 63 
16.21 

8.75 
39.15 
22.56 
70.79 
117.72 
24.83 
12.54 
10.03 

6.71 
13.49 
18.23 
17. 39 
35.61 
34.66 

27.1 
13.21 
19.23 
13.06 
10.62 
32.12 
19.67 
70 

22.5 

6.59 
234.63 

6.95 
28.92 
11.78 
53.26 

2.97 

5.88 
13.27 
22.23 
41.62 
39.69 
21.84 
17.43 
18.49 
54.63 

4.39 
10.62 

8.85 
32.48 



9. 33 
98.76 
7.65 
9.49 
11.32 
144.42 
6.38 
11.72 
13.53 
6.9 
8.29 
5.49 
6.13 
7.97 
14.09 
6.67 
12.33 
3.35 
10.9 
4. 56 
5.26 
6.58 
31.11 
18.48 
53.46 
81.88 
8.97 
8.31 
6.29 
5.47 
12.52 
9.28 
15.98 
21.77 
19.53 
14.1 
8.67 
9.48 
7.58 
11.26 
25.17 
12.39 
34.47 
7.11 
4.48 
30.21 
6.17 
10.43 
12.25 
1L69 
7.16 
5.35 
13.07 
15.58 
22.99 
25.94 
18.88 
18.73 
25.1 
46.91 
6.25 
7.08 
9.67 
16.29 



4.3S 
68.18 
8.46 
4.92 
5.72 
128.63 
3.4 
11.55 
7.79 
3.15 
3.02 
2.34 
1.6 
7.04 
17.37 
3.52 
8.89 
1.42 
7.16 

I. 09 
4.81 
4.56 
26.2 

15.53 
33.71 
54.53 
4.39 
8.64 
4.73 
2.88 
5.73 
9.9 
4.55 
15.45 
19 
20.26 
3.56 

II. 8 
7.27 
6.03 
9.97 
6.63 

33.63 
4.59 
1.19 
59.19 
2.69 
5.89 
5.03 
8.2 
16.65 
3.32 
5.69 
11.09 
17.24 
14.62 
16.M 
10.56 
16.29 
29.09 
5.05 
4.11 
5.55 
9.76 



7.79 
81.91 
S.45 
2.16 
6.81 
86.96 
3.43 
13.9 
10.55 
3.65 



2. 38 
12.37 
1.09 
5.13 
0. 43 
2.29 
4.92 
25.34 
13.5 
65.94 
62.52 
4.92 
5.99 
2.45 
2.09 
6.16 
8.55 
11.71 
19.48 
15.35 
8.54 
5.95 
5.55 
4.09 
4.95 
24.6 
8.09 
20.62 
8.11 
2.3 
29.79 
L5 
15.01 
10.36 
7.9 
2.19 
2.04 
8.43 

7.n 

20.67 
23.41 
19.17 
14.35 
24.75 
37.64 
2.74 
3.49 
4.79 
14.6 



4. 33 
47.71 
3.86 
2.99 
6.24 
77.23 
4.64 
19.45 
2.51 
6.44 
2.71 
0.9 
2.62 
3.27 
3.99 
1.52 
7.71 
0.81 
2.59 
0.47 
6.13 
4.17 
26.47 
21.79 
52.26 
49.82 
2.95 
6.65 
4.69 
0.51 
5.37 
6.96 
4.48 
21.05 
18.54 
10.04 
3.7 
7.63 
8.07 
8.98 
26.83 
5.65 
34.62 
5.14 
2.66 
35.62 
2.94 
13.77 
5.52 
5.53 
9.24 
1.9 
10.72 
9.06 
24.3 
43.42 
13.44 
9.36 
12.36 
30.75 
3. 18 
3.88 
8.29 
16.94 



10.84 

112.2 
7.49 
2.32 
6.05 

69.72 
3.79 

10. 67 
9.1 
3 

4.54 
3.18 
3.99 
4.45 
4.5 
2.23 
11.31 
1.36 
4.88 
0.97 
4.42 
3.76 
26.26 
14.38 
69.62 
71.54 
7.36 
6.37 
3.89 
2.51 
4.48 
2.89 
6.98 
30.25 
17.46 
7.73 
3.77 
15.26 
3.27 
2.23 
33. 18 
10.05 
49.18 
5.79 
1.7 
12.46 
3.29 
5.33 

10. n 

11.37 
3.42 
2.52 
9.32 
9.29 
20.29 
39.09 
23.92 
10.73 
12.76 
39.28 
2.68 
5.36 
7.56 
10.41 



5.28 
132.8 
4.11 
2.03 
6.52 
93.66 
2.96 
14.15 
6.81 
1.87 
5.05 
1.51 
1.9 
3.93 



21 
77 
35 
36 
31 
0 

2.89 
6.03 
26.37 
13.52 
62.27 
66.46 
3.67 
5.22 
2.89 
M9 
4.22 
3.6 
5.44 
26.9 
14.71 
9.34 
3.35 
9.88 
4.36 
5.04 
37.52 
10.55 
55.04 
5.41 
2.27 
81.91 
8.99 
14.12 
5.91 
6.25 
L61 
2.2 
10.97 
12.71 
19.95 
44.51 
19.04 
9.47 
13.36 
44.8 
2.59 
2.72 
5.48 
13.64 
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NT2RP2006134 

NT2RP200€14I 

llT2RP200S1Sf 

NT2RP200617C 

irr2RP200fiW 

NT2RP2006184 

NT2RP200518S 

NT2RP2OO019f 

NT2RP2006189 

l«T2RP2006200 

lirT2RP200i210 

NT2RP2006219 

NT2RP2006224 

1VT2RP2006237 

IIT2RP2006218 

IIT2RP20062U 

irT2RP200S28l 

NT2RP200628I 

IIIT2RP200627S 

NT2ltP200S282 

IIT2RP200fi902 

liT2RP2006ai2 

IIT2RP2006320 

NT2RP2im321 

RnRP2006323 

lfT2RP2m333 

HTZRP2006a34 

NT2RP2m338 

irT2RP2006331 

KHRKOOeSSS 

VnRP2D063l5 

NT2RP2006374 

JfT2RP200€393 

IIT2RP2006394 

NnRP2008400 

MT2RP2006411 

lirT2RP200S429 

lliT2RP20084aS 

NT2RP200843I 

lirT2RP200S441 

ltT2RP2008447 

lfT2RP2008454 

irT2RP20084$5 

IIT2RP2006458 

KT2RP2006484 

NT2RP2008467 

IIT2RP200S472 

irT2RP2008474 

NT2RP200fi47S 

IIT2RP208647S 

IIT2RP200II01 

irT2RP2006$12 

NT2RP2006S28 

NT2RP2008$27 

1IT2RP2088534 

irT2RP200S537 

in'2RP200654l 

in2RP2008SS4 

NT2RP20085I5 

IT2RP200857T 

irT2RP2006573 

NT2RP2006S98 

VT2RP2006801 

RT2RP3000002 



9.57 
13. S 
43.39 
17.92 
4.75 
84. 52 
8.19 
22.53 
9.01 
7.28 
90.78 
11.28 
12.75 
7.47 
10.52 
10.05 
8.38 
17.03 
46.12 
18.4 
17.18 
31.59 
41. 2S 
10.41 
7.58 
5.03 
7.94 
\L7 
6.41 
6.78 
5.27 
123.01 
22.69 
15.6 
8.82 
4.42 

^69 

1.14 
18.89 
3.24 
19.2 
8.01 
37.87 
12.66 
49.31 
7.41 
17.27 
5.31 
14.67 
21.17 
80.64 
10.73 
12.09 
4.41 
4.37 
5.9 
12.11 
7.01 
14.34 
65. 34 
12.86 
5.92 
5.92 
17.28 



6.53 
10.51 
37.58 
13.68 
8.83 
54.32 
11.92 
23.16 
9.11 
4.32 
69.8 
20. 39 
19.13 
20.77 
14.31 
20.88 
9.18 
14.29 
39 
26.43 
26.6 
23.04 
41.71 
9.33 
5.4 
7.52 
8.71 
9.34 
4.31 
12.38 
2. 38 
124.5 
18.53 
11. 55 
4.99 
4.9 
1.8 
1.44 
25.65 
5. 37 
14.3 
2.56 
46.16 
10. 34 
36.6 
7.72 
35.33 
10.55 
7.33 
14.25 
47.79 
9.4 
17.75 
6, 17 
9.41 
9. 98 
8. 37 
5.37 
12.69 
49. 49 
9.58 
15.24 
8.92 
31.41 



12.45 
20.75 
47.62 
20.98 

6.23 
63.63 
9.4 

21 

8.26 

9.53 
53.22 
17.51 
21.38 

9.96 
12.03 

11 

5.31 
15.32 
46.05, 

24. sr 

32.5 
4t.51 
36.93 
12.86 
4.29 
4.99 
7.64 
36.56 
4.61 
3.94 
4.32 
151.43 
23.1 
17.73 
12 
11. 08 
8.38 
3.96 
29. 36 
8.45 
18.35 
13.95 
39. 7t 
20.88 
70.84 
13.37 
39.96 
8.31 
18.42 
23. M 
67.54 
12.56 
22.2 
7.16 
7.99 
11.68 
13.04 
13.82 
22.07 
69.38 
16.76 
10.14 
7.57 
14.62 



11.76 
11.91 
23.75 
13.87 
3.92 
42.14 
6.19 
14.52 
8-72 
5.05 
55.44 
8.1 
12.72 
S.08 
6.19 
6.71 
9.6 
11 

70.83 
13.47 
13.26 
9.42 
24.86 
10.26 
6.62 
6. IB 
8.5 
7-32 
6.37 
6.81 
5.39 
183.62 
17.79 
16.97 

ro.48 

5.26 
6.1 
3.86 
23.03 
6.78 
21.17 
6.26 
20.34 
11.22 
30.42 
8.13 
36.59 
9.45 
13.4 
17.93 
47.86 
6.66 
19.62 
7.48 
5.05 
11.28 
12.23 
7.47 
6.94 
45.6 
8.82 
5. 39 
6.45 
22.94 



2.26 
8.44 

15. 94 
7.31 
1.81 

32.28 
2.49 
7.82 
4.43 
3.47 

37.83 

14.35 

10.81 
2.48 
1.38 
3.4 
2.51 
5. 59 

38.96 

12.52 
6.56 
5.96 

13.12 
2.43 
1.35 
1.44 
4.46 
2.93 
3.36 
1.66 
0.85 
144. 52 
6.84 

12.66 
4.15 
2.3 
1.17 
0 
10 
2,17 

15.45 
3.2 

20.45 
5.29 
36.8 
6.48 
25. 1 
5. 79 
5.52 

10.29 

36.74 
7.05 

16.43 
1.84 
4.19 
5. 12 
3.26 
2.64 
4.33 

41. 55 
7.97 
4.46 
4.69 

26.64 



6.54 
5.24 
0.88 
8.84 
1.35 

42.22 
2.83 

10.37 
4.65 
3.37 

25.49 
6.63 
3.64 
0.88 
2.03 
2.58 
4.78 
7.26 
80. 
6.62 
8.01 
4.21 

15.23 
5.6 
3.01 
5.34 
6.47 
4.16 
3.67 
2.59 
1.53 

148.4 

13.61 

13.34 

11.24 
3.07 
1.68 
1.28 
15.2 
3.47 

16.45 
3.65 

22.87 
5.49 

32.66 
4.56 

29. 12 
7.02 
5.53 

15.83 

36.28 
5.5 

13.33 
1.55 
2.96 
7.83 

11.04 
2.23 
4.74 

34.63 
5.87 
3.2 
2.53 

18.92 



9.26 
5.17 
44.65 
7.42 
3. 97 
63.72 
2.18 
16.26 
6.19 
3. 59 
20.22 
11.34 
17.87 
3 

2.55 
5.8 
2.42 
3.86 
37.5 
5.66 
5.28 
6.1 

28.98 
7.6 
7.41 
2.1 
2.3 
2.16 
2.31 
2:74 
2.13 
137.08 

27.67 
9.59 
9.88 
2. 25 
2.03 
1.25 

18.88 
5.5 
6.09 
3.95 

31.23 
7,54 

22.89 
10.4 

15.84 
7.91 
5.81 

16.59 

29.87 
3.87 

17.31 
3.51 
4.68 

10.34 
6.8 
3.56 
3.36 

47.98 
5.7 
2.52 
4.15 

27.08 



6.55 
8.6 
56.53 
10.41 
2.81 
47.39 
2.13 
11.79 
4.21 
4.46 
40.51 
9.44 
16.61 
2.56 
2.62 
4.54 
4.07 
12.06 
48.02 
6.21 
4.17 
4.79 
37-1 
9.6 
4.95 
4.81 
4. 34 
2.04 
2.9 
4.14 
3.92 
112.64 
23.54 
13.69 
11.64 
3.04 
2.68 
0.25 
16.71 
2.69 

13. n 

4.09 
29.73 

4.09 
19. 33 

4.81 
31.69 
11.16 
10.03 
21.36 
41.76 

4.91 
20.34 



5.96 
15. 73 
70.7 
8.82 
2 

43.75 
1.87 

10.32 
5.05 
2.65 

30.76 
19. 
1.85 
0.6 
2.66 
6.64 
4.58 
5.85 
38.3 
6.64 
5.65 
7.53 

32.63 
8.78 
4.91 
3.82 



65.86 
4.86 
3.49 
3.79 

23- 91 



3 
3 
2 

2, 

2, 

166.86 

25.74 

11.86 
10.5 
3.21 
1.46 
0.25 

17.66 
1.87 

11.65 
2. 96 

37.11 
3.92 

15.74 
8.63 

29.65 
8.64 
7.38 

17.75 

52.91 
5.32 

13.23 
2.84 
2.5 
8.5 
9.23 
9.98 
8.3 

43.88 
5.46 
4.84 
3.98 

17.49 
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Table 435 



liT2RP2Q05737 

KTaRP2005741 

lfT2RP20OS748 

lfT2RP200S752 

MT2HP200575S 

inRP2imS7SS 

irT2RP200$7S7 

IIT2RP200$773 

lfr2flP200S774 

NT2ftP2005775 

irT2&P20057Sl 

linRP200S784 

HT28P200S789 

IIT2RP2Q05799 

IIT28P200S804 

MT2RP20O$812 

KT2RP200581S 

lfT2RP2005835 

imRF200S841 

IIT2RP20058SS 

IIT2RP2005857 

lfT2ftP2005BS9 

IT2RP2005860 

iT2RP2D05883 

NT2RP200S8S8 

RmP20Q5875 

IIT2RP20QS878 

NT28P2005883 

»T2IIP200S886 

l72RP200S88t 

>nRP200S890 

NT2RP200SS01 

lir28P2(l059O2 

lin8P200S908 

RnKP200S927 

IT2RP200S933 

VT2RP200Si4I 

IT2RP2005942 

RT28P2005946 

IIT21tP2005970 

IT2RP200»80 

ITUP200S994 

NT2RP200S004 

RT2m008013 

ir2mQ08023 

IT2HP200S028 

IIT2IP2008038 

r2RP200fiO42 

Vr2IP2008043 

wnmmm 

ir2KP200SQ$7 
IT28P20D6084 
IT2RP200S088 
ir2RP200l088 
Rn8P200l071 
IT2ftP200fO90 
IT2RP2Q08092 
irT2ftP2008097 
Vr2XP20ra)98 
ir2RP200fi098 
IT2m00S100 
IT2RP2008103 
lfT28P200l10i 
r2RP200f127 



61.08 
8.17 
8.36 
31.75 
34.44 
8.78 
8.89 
53.73 
13.75 
12.13 
39.68 
30. 34 
16. 92 
11.23 
106.7 
6. 56 
2.76 
26.87 
22.25 
18.13 
11.03 
12.15 
0. 96 
8.01 
S.66 
29. 94 
17.4 
9. 58 
109.48 
12.65 
11.6 
11.96 
4.82 
24.41 
7.88 
14.92 
10.69 
10. 35 
8.12 
73.5 
7.01 
12.99 
7.S4 
11.06 
79.4 
23.13 
4.35 
15.45 
17.8! 
12.38 
7 

31.45 
7.85 
10.41 

iro9 

10.61 
15.25 
52.21 
13.67 
6S.92 
14.09 
6.26 
48 
6.5 



46.51 
4.22 

5.27 
22.62 
30.95 

7.82 

8.69 
11.68 

12.5 

7. S3 
23.61 
20 
16. 55 

8.75 
97.93 

9.52 

4. 98 
25.04 
27.56 
15.89 

8.75 
11.97 

5.77 

8.99 
18. 09 

9. 36 
21.07 

9.62 
U.27 
18.34 
13.15 
15.27 

5.49 
23.56 

6.48 
15.67 

8.58 
10.52 

19.6 
72.19 

5.07 

9.14 

4.47 

8.58 
60.83 
26.87 

4.75 
13.74 
13.78 

8.55 

6.58 
32.66 
6.5 

8.04 
2^31 
10.59 

7.07 
101.2 
12.41 
60.33 
12.17 

4.22 
36 

4.86 



54. 73 
11.68 
13.52 
36.43 
46- f7 
12.88 
15.86 
68.19 
18.48 
22.24 
38.05 
41.77 
24.71 

9.48 
105. 55 

8. 36 

5.71 
37.02 
27.52^ 
21.67 
10. 83 
15.23 

2.68 

7.06 

8.76 
44.21 
28.07 

13.3 
131.02 
15.15 
14.84 
14.95 

5.62 
59.06 
15.44 
28.13 
13.22 

11.7 
14.91 
81.01 
5.9 
13.53 
13.06 

20. 
74.67 
22.92 

6.83 
13.53 
15.29 

16.6 
13.05 

33.8 
16.27 

9.64 
12.61 
22.59 
12.08 
64.35 

21.3 
80.23 
17.63 

7.72 
55.68 

5.96 



57.66 
8.13 
8.19 
14.99 
33.24 
6.76 
7.42 
40.66 
16.31 
13.73 
24.73 
17.54 
17.16 
10.01 
76.62 
6.62 
6. 34 
18.31 
20.49 
12.41 
7.42 
11.24 
4.74 
7.45 
11.28 
25.04 
15.86 
8. 93 
108.7 
9. 59 
6.76 
10.18 
9.24 
23.37 
8.31 
12. 37 
7.84 
8.52 
5.77 
50.77 
6. 68 
7.59 
6.53 
11. 12 
51.53 
16.89 
4.07 
9.24 
13.7 
5.69 
6.09 
25.4 
7.3 
6.75 
10.26 
7.62 
13.1 
48.63 
14.85 
76.5 
9.6 
5.83 
34.38 
5.76 



30. 52 
3 

i.71 
13.75 
26.02 
3.86 
5.16 
32.98 
7.06 
4.82 
22.45 
13.38 
13.64 
3. 28 
70.98 
4.2 
2.94 
16.79 
14.43 
10. 18 
4.51 
7.93 
2.31 
6. 66 
4.39 
19.27 
10.5 
6.54 
95.74 
5.47 
5.32 
6.55 
3.69 
17.17 
4.33 
6.74 
3.9 
4 

6.58 
49. 15 



2. 

4. 

2. 

5. 
34. 
12. 

1. 



11 
.09 
59 
96 
.64 
58 
31 
8.86 
7.47 
3 

3.n 

15.66 
3.64 
2.89 
7.27 
4.75 
8.69 

48.31 
6.15 

49.76 
8.02 
3.58 

35.82 
1.93 



54. 9 
5.42 
6.33 
18.04 
18.11 
3.68 
5.67 
33.21 
7.63 
6.66 
22. 65 
14.34 
7. 38 
4.24 
67. 98 
4.89 
2.66 
16.79 
16.92 
1.04 
1.32 
4.86 
1.31 
5. 32 
6.75 
15.81 
10.77 
7.61 
145,77 
2.19 
5.53 
8.12 
5.72 
15.35 
4.46 
6 

3.96 
3.46 
2.97 
40.53 
2.14 
0. 

2.1 
2.47 
38.07 
6.73 
0.83 
3.55 
8.55 
4.31 
3.67 
6.71 
3.64 
1.65 
0.85 
0.57 
10.62 
38. 97 
8.49 
0.24 

o.n 

2.06 
35.56 
3.45 



80.55 
3.62 
3.46 

15.51 

26.19 
4.32 
6.13 

37.38 

18.33 
4.04 
9. 91 

11.13 
8.95 
3.37 

110.4 
5.32 
4.39 

10. 34 
11.4 
9.88 
4.21 
8.29 
1.34 

r.67 

7.63 
14.52 
9.96 
3.43 
77.39 
3.8 
4.7 
6.42 
4.9 
18.41 
3.45 
4 

2.9 
3.66 
4.94 

67.44 
3.31 
2.32 
2.72 
2.76 

64.39 
6.52 
1.09 
5.34 
9.41 
2.78 
1.75 
6.36 
2.86 
2.28 
3.44 
5.24 

13.15 

25.59 
5.13 

73. 49 
4.01 
2.74 

24.01 
3.78 



70.19 


69.8 




t 


4.85 


3.95 






4.51 


7.44 






16.74 


18.45 




t 


25.32 


15.55 






5.6 


4. 17 




t 


4.89 


5.16 






30.92 


21.66 


t$ 


tt 


17. H 


17.06 






6.6 


5.74 






16.91 


23.06 






13.26 


15.12 






14.02 


9.78 






6.03 


3.88 






84.7 


108.91 


$t 




2.9 


2.58 




f 


4. 52 


4. 97 






14.43 


39. 55 


t 




11.65 


19. 51 


t 


t 


13.51 


11.3 






5. 92 


5. 5 


$ 




8.94 


6. 43 




t 


1.77 . 


1. 13 






5. 36 


4.12 






5. 42 


5.14 






17. 33 


37. 26 






17.05 


21.58 






11.45 


8.28 






72 


86.69 






5.68 


5.07 


t 


tt 


5.77 


4. 32 




tt 


5 


5.8 


t 


t$ 


8. 33 


5.18 






25. 09 


27.9 






5. 76 


4. 29 






6. 32 


4.28 






4.82 


2. 65 


t 


tt 


4.6 


2.9 


t 


tt 


4.86 


6.09 






62. 72 


62.64 




t 


3.86 


4.51 




1 


3] 71 


4.52 


t 


tt 


2.9 


3. 13 






11.94 


3.04 






76- 12 


79. 93 


t 




8.45 


15.41 




t$ 


0. 18 


1.4 




tt 


6.22 


7.22 


t 


tt 


5.9 


5.89 




t$ 


3.7 


3.31 


t 


t 


3.57 


2.65 




$ 


7.35 


7.36 


t 


tt 


4.02 


3.43 






1.16 


1.94 


$ 


$$ 


3.17 


3.04 




t 


4.28 


5.3 






8.79 


8.86 






53.43 


52.7 






8.68 


3.6 




$ 


73. 17 


78.2 






5.07 


4.89 




tt 


2-72 


2.55 




t 


21.59 


18.79 




f 


1.37 


LOO 
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Tabic 434 



NTZRP20Q$429 
ST»P200543fi 
lfr2KP200S441 
MT2RP2005442 
lirT2RP200S444 
NnRP20054S3 
KT2RP2005457 
NT2RP20054S8 
Nr2RF200S463 
IIT2RP20054M 
IIT2RP200S46S 
NT2RP2005472 
IIT2RP2O0547€ 
1IT2RP200S4M 
HT2RP2005491 
irr2RP200S4R5 
lirT2RP200549« 
liT2RP2005498 
irr2RP20DS501 
IIT2IP2005$OS 
ll(T2RP2005SOI 
fllT2RP20055l4 
ir2RP2005S20 
irr2RP200S5l5 
lfT2RP200SS31 
IIT2XP200553S 
linRP2005519 
IIT2RP200554Q 
MT2RP200SS41 
ifT2RP200SS4l 
imRP2005555 
irr2RP200S5S7 
NT2XP200S581 
IIT2RP200SS8S 
RT2RP200S587 
NT2RP200S$00 
]ifT2RP2005fi05 
NT2RP200Sf14 
lfnRP200SS20 
irT2KP2005f22 
frT2RP2005C32 
NT2RP2005C35 
irT2RP200H37 
irr2RP20Q5MO 
mRP2005l4S 
NT2RP200$SS1 

irr2Rp200$iS4 
mRPZoosfisi 

mRP200StS9 
NTZRP200SI70 
Nr2RP200$l71 
NT2RP2005SrS 
irr2RP2005U3 
NT2RP2005fiia 
JiT2RP2005IM 
RT2RP2005701 
irr2RP2MS712 
IIT2ftP200S71l 
irT2RP200S722 
II72RP200S723 
NT2RP200S72S 
IIT2fiP200572R 
Rr2tP200S731 
NT2RP200S7)2 



20. 77 
21.72 
12.34 
100. 99 
44. 5fi 
6.3 
SS.08 
19.63 
28.71 

28.8 

8.44 
1S6.47 
18.49 
38.19 
79. 97 

8. 87 
40.82 
14.84 
IS. 01 
3<8.48 
12.03 
15.12 
125. 7T 
11.81 

8.49 
28.78 

7.33 
18.33 
14.89 
11.12 
16.74 

1S.1 
28.08 
16.13 

6.89 
10.61 
S3. 68 

9.49 
17.66 
16. 16 
24.79 
41.82 

8. 32 
15.46 
23.93 
27.47 
13.13 
12.61 
15. 23 

7.59 

8.66 
53.41 

12.5 

7.16 
13.45 
21.29 

5.67 
17.92 
24. 17 
11.76 
13.16 
20.35 

4.25 
54.72 



21.25 
21.01 
10.42 
76.34 
42.84 

5.27 
106.4 
18.76 
23.66 

25.9 
13.41 
127.25 
17.23 
48.01 
62.21 
12.67 
33.88 
10.07 
11.26 
291.76 
15.67 
18.77 
88 
19. 18 

Z.S4 
24.33 
11.94 
11.75 
11.15 
11.63 
21.24 
14.02 
26.29 
21.05 

6. 97 

7. 34 
52.91 
10.07 
10.99 
16. 55 
21.59 

31.3 
23.19 

12.6 
18.08 
30.93 
10.24 
72.48 
15 
11.17 

9. 38 
58.69 
14.86 

9.78 
13.78 
27.54 

6.5 
12.64 
15.94 
19.91 

8.51 
17.21 
2.53 
53.14 



24.75 
36.27 
16.43 
97.05 
50. 5« 
7.3 
103.3 
13.48 
2S.36 
35.07 
13.06 
179.85 
18.61 
41.98 
87.46 
12.73 
40.13 
20.28 
15.06 
402.21 
24. 29 
16.43 
119.54 
16.45 
4.37 
27.3 
18.75 
18.94 
19.91 
18.04 
18.63 
12.36 
29.21 
17.82 
9.77 
12.5 
55.5 
16.9 
8.05 
15.71 
16.99 
47. 35 
12.21 
16.31 
21.54 
34.21 
14.43 
13.27 
15.44 
16. 69 
12.5 
56.21 
22.54 
9. 15 
12.27 
24.8 
6.73 
12.02 
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linRP2003194 
KT2RP20092m 
MT2RP200321fi 
NT2RP20O32Z7 
IIT2RP200322I 
KT2RP200S230 
IT2RP200I23I 
■T2IP200323t 
IIT2RP200S239 
IIT2RP2003243 
linV2M32i5 
inRP2003267 
IT2RP2W3272 
RT2IP2N32n 
RT2RP2O032S0 
IT2RP20032M 
RT2RP20Q32t3 449. 
VT2RP20032RS 
NnRP20032i7 
irT2RP2O03300 
RT2SP2IH)3302 
IIT2RP20033Q7 
ffr2RP20033Qa 
RnRn00331t 
liT2RP2003329 
flr2RP200333d 
IIT2RP2003345 
linRP200S347 
IIT2RP20033S7 
NT2RP2O03369 
1IT2RP2003383 
liT2RP200339Q 
1IT2RP2003391 
lfT2RP2MS393 
linRP2003394 
RT2RP2003401 
lfT2RP20ll34O3 
RT2RP2003433 
irr2RP200U45 
HT2RP200344C 
!fT2RP20034Si 
irT2RP20034i6 
RT2RP200M9 
lfT2fiP2O0M7Q 
RT2RP2003471 
Vr2RP2Q034«l 
VmP2O034K 
r2RP2003499 
VT2RP200)SaS 



148.62 
8.19 
$.37 
9.57 
289. S3 

I. 24 
8.05 

10.24 
3.48 
IS4.85 
7.49 
3.55 
12.93 
20.41 
13.75 
60.36 
4.24 
9.9 
13.08 
16.07 
8.37 
19.49 
7.53 
Y4.69 
18.5 
4.16 
60.51 
18.93 
51.75 
28.6 
5.27 
1.62 
31.05 
16.92 
2.42 
4. 27 
17.52 
7.26 
29.64 

II. 36 
44.06 
25.41 

8.25 
15,71 
28.62 
14.02 
5.02 
7.9 
17.88 
86 
6.44 
18.73 
8.13 
11.02 
7.38 
14.58 
163.89 
5.44 
4.83 
12.29 
133.45 
2.81 
5.25 
1.66 



154.21 
13.35 
4.98 
8.81 

193.02 

I. 09 
4.25 
5.66 
4.11 

121 
10.19 

3.69 

8.52 
17.38 

8.83 
55.91 
5.6 

9.36 
17.16 
20.02 

4.38 
17.75 

6.29 
12.62 
16.09 

3.24 
57 
12.31 
42.05 
31.79 

5.54 
544.88 
28.41 
17.67 

4.36 

4.34 
15.84 

8.66 
20.85 

II. 27 
51.39 
28.87 
20.81 

9.07 
21.24 
11.63 
4.43 
10.18 
10.78 
76.58 
4.6 
19.58 
7.64 
10.94 
5.87 
16.09 
136.64 
8.7 
5.55 
11.22 
297.88 
3.4 
3.3 
1.94 



165.76 
12.24 

t.U 

8.47 
256.72 

7.94 
16.47 
13.18 

8.05 
143.84 
13.16 

5.64 
16.52 
32.88 

17 
80.01 

7.88 
13.05 
19.16 
17.73 
11.24 
28.22 
14.04 
13.82 
21.39 

4.88 
71.61 
21.16 

00. 

33.98 

ii.n 

531.61 

29- n 

19.83 
4.19 
3.48 
29.67 
14.15 
41.04 
It 

68.66 
30.12 
11.17 
15.92 
26 
23.31 
9.92 
14.85 
13.47 
96.35 
7.19 
18.59 
13.92 
17.55 
15.32 
17.24 
191.26 
5.03 
5.49 
13.81 
151.87 
10.31 
9.47 
6.72 



136.93 
9.29 
4.8 
10. 46 
147.84 
3.13 
5.03 
8.31 
5.53 
65.15 
11.02 
7.04 
10.68 
19.51 
6.83 
51.34 
6.81 
7.55 
9.3 
19.68 
9.26 
19.04 
7.53 
13.64 
14.68 
3.11 
43.05 
15.62 
30.74 
27. 16 
5.48 
480.84 
21.7 
9.38 
5.32 
7.02 
14.93 
6.9 
22.79 
9.84 
63.28 
15.65 
7.75 
25.01 
8.89 
10. 33 
6.51 
7.86 
5.99 
85.96 
7.26 
16.65 
4.56 
8. 15 
8.9 
7.76 
110.44 
4.74 
5.65 
11.17 
131.22 
5.19 
3.94 
4.41 



87,76 
4.08 
1.83 
3.57 

144.9 
0.31 
5.56 
3.11 
2.S 

86.73 
5.25 
3.38 
5.85 

10.51 
5.73 
60.6 



4. 

5. 

7. 
23. 

4. 
13. 



57 
04 
87 
22 
24 
83 
4.21 
7.63 
13.35 
1.7 
41.52 
7.25 
24.84 
26.4 
3.75 
613.42 
14.01 
11.73 
2.8 
4.29 
9.5 
4.51 
16. 59 
10,72 
61.45 
24.89 
7.09 
12.88 
11.95 
7.37 
4.16 
4. 63 
12. 67 
75. 14 
3. 17 
31.07 
2. 36 
5.02 
3.31 
9.78 

140. a 

2.31 
3.19 
23.08 
166. 23 
1.55 
2.15 
2.46 



119.3 
4.24 
1.5 
7.13 

131.2 
1.29 
4.21 
3.88 
2.53 

95.34 
6.57 
4.04 
8.09 
7.06 
5.2 

65.85 
3.96 
4.08 
5.3 

23.38 
4.38 
13.5 
4.44 
7.59 

11.44 
1.76 

45.26 
9.68 

22.69 

22.37 
3.02 
591.27 
10.1 
7.84 
1.56 
2.92 
10.4 
4.44 
15.7 
8. 

41.92 
17.7 
4.08 

13.97 

10.09 
5.29 
1.23 
3.15 
3. 97 
69.1 
2.2 

15.94 
2.9 
3.19 
1.64 
4.68 

151.43 
1.35 
3.4 
8.88 

117.7 
2.41 
2.35 
0.11 



202.39 170. 18 



7. 52 

2.73 
10.02 
108.58 

1.85 

3.03 

5.08 

3.08 
71.82 

6.09 

7.46 

3.19 
22.73 

6.62 
42.59 

3.75 

4.47 

8.38 
16.96 

5.34 

4.32 

2.72 

6.01 
13,72 

2.29 
62.57 

9.71 
27.09 

7.26 

2.08 
492.68 295.17 
10.18 18.a 



6.27 
2.54 
8.73 
155.98 

I. 99 
3.24 
3.43 
2.08 

47.48 
5.72 
5.26 
7.18 
21.74 
13.09 
38.48 
3.9 
4.65 
6.37 
9.41 
6,55 
15.06 
5.12 

II. 3 
14.6 
2.S8 

46.27 
5.82 
34.52 
22.23 
4.89 



3.24 
L33 
3.56 

16.58 
3.22 
26.2 
6.72 

35.03 

13.62 
5.16 
19.6 
4.71 
4.94 
2.19 
3.6 
3.38 
44.7 
2.64 
9.34 
0.77 
172 
2.84 
6.41 

83.63 
^28 
4.42 
5.31 
104.84 
0.68 
2.44 
0.21 



6.26 
1.69 
4.67 
17.1 
4.76 
28.58 
6.84 
31.79 
14.02 
5.37 
13. S5 
10.13 
12.01 
2.28 
3. S3 
3.45 
55.38 
2.79 
7.98 
3.05 
5.83 
3.34 
6.61 
87.04 
1.42 
1.43 
3.9 
202.75 
1.49 
6.25 
3 



181.03 
6.75 
2.23 

11.39 
150.94 
1.77 
3.73 
3.42 
2.29 

71.44 
4.72 
5.34 
6.13 
21.1 
8.84 

56.22 
1.77 
4.08 
6.65 

24.11 

20.33 

15.52 ' 
9.5 
7.74 
10.6 
1.56 
55.1 
7.07 

27.77 
17.9 
2.65 
642.99 

19.61 
6.08 
1.31 
4.2 

22.41 
6.65 

26.19 
5.55 

30.76 

13.58 
4.53 

17.34 
9.11 
8.63 
1.4S 
4.66 
4.48 

51.85 
2.36 
7.02 
2.35 
4.71 
2.61 
4.94 
121.39 
1.62 
3 

2.98 
202.47 
0.7 
5.89 
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IIT2RP200ZS74 



NTZItP2002M6 

NT2»»2002f8S 

irr2RP2002S95 

linRP2002701 

lir2RP2002706 

lfT2RP2002710 

linRP2002721 

IIT2RP2002727 

irr2RP2a02734 

IIT2RP20027}6 

NnRP2002740 

NT2RP2002741 

irT2RP2b02750 

lfr2RP2002752 

NT2RP20O27S3 

tfT2R?20027€0 

IIT2RP2002769 

lfT2RP2002778 

lfr2RP20027R1 

irr2RP200Z800 

IIT2RP2002S05 

IIIT2RP20028I1 

linr2RP20O2<24 

IIT2RP2002839 

NT2RP2002845 

1fT2RP2002S57 

1IT2RP20028S2 

llfT2RP2002880 

lirT2RP2002885 

IIT2RP20028I1 

lirT2RP2M2907 

NT2RP200292S 

«r2RP2002927 

lfT2RP2002928 

IIT2RP2002929 

NT2RP2002934 

RT2RP2002939 

NT2RP2002942 

ffr2RP20029S4 

irr2RP20028S9 

NT2RP20Q2874 

lfnRP2002976 

mr2RP2002979 

lfnRP2002980 

Vr2RP200298| 

irr2RP2Q02887 

linRP2002988 

NT2RP2tN12993 

irr2RP200300Q 

NTZRP2003008 

NnRP2003020 

lfT2RP2003O32 

NT2RP2003034 

1IT2RP2003042 

irr2RP2003050 

MT2RP2003098 

imRP2003073 

IIT2RP20O3O99 

irT2RP20O3tO8 

irr2RP2003its 

tfT2RP2003n7 
XT2RP20O312I 



103.78 111.24 
28.24 27.89 



20.76 
13.92 
19.25 
4.75 
14.53 
30.61 
7.29 
6.54 
48.13 
9.7! 
19.4 
23.72 
63.6 
10. 52 
12.15 
73.48 
92.25 
10.58 
21.96 
57. 56 
10.55 
13.01 
16.63 
7,61 
12.27 
13.78 
39.8 
68.2 
6.6 
7.27 
27.84 
8.14 
11.04 
14.93 
34. 38 
25.44 
16.49 
60.99 
14.37 
11.9 
27.97 
33.37 
34.44 
56.79 
8.8 
103.6 
13.55 
30.07 
23. 19 
20.38 
8.4 
16. 62 
9.72 
7.27 
41.14 
13.62 
11.88 
15.8 
16.99 
140.52 
8.58 
15.37 



27.04 
12.24 
14.55 
5.4 
T5.48 
29.84 

6.84 

9.38 
41.34 

9.47 
13.22 
17.52 
50.03 

9.47 
11.11 

81.4 
85.07 

7.74 
17.69 
44.66 
19.25 
13.43 
12.33 
6.4 

9.25 
16.15 
48.81 
65.99 

7.46 

7.43 
27. 28 
12.06 

n. S3 

19.65 
37.86 
20.87 
24.31 
80.16 

21.3 
10.85 
23.95 
27.08 
28.83 
52. 53 

8.37 
100.12 
24.45 
31.12 
27. 52 
21.66 

9. 59 
21.12 
12.06 

8.68 
39. 77 
10.73 

8.02 
18.78 
10.19 
119.44 

4.12 
11.06 



114.16 
34.14 
31.72 

to 

23.17 
12.91 
22, 22 
37.75 

7.35 
10.59 
40.09 

8.91 
23.87 
33.51 
64.42 
15.12 
17.25 
101.38' 
85.98 

8.45 
24. 67 
67. 26 
27.64 
18.61 
20.93 

5.94 
11.68 
14.57 
41.43 
77.82 
15.43 

13. 
39.25 

8.92 

9.75 
15.07 
32.48 
30.69 
21.25 
86.43 
26.97 
14.73 
)0.02 
30.74 
35.03 
62.74 

8.86 
86.59 
23.43 
32.86 
36.47 
17.68 

8.76 
22.97 
10.53 
12.91 
34.47 

6.38 

5.9 
12.88 
16.94 
125.07 

8.6 
21.6 



70.07 
21.06 
23.26 
14.56 
14.75 
6.52 
9.32 
21.5 
5.81 
7.9 
29.15 
9.58 
11.87 
16.7 
39.1 
8.58 
9.74 
101.02 
43.44 
8.8 
15.97 
27.41 
13.98 
12.19 
15.22 
5.9 
10.47 
14.65 
30. 51 
51.13 
8.27 
9.04 
27.93 
6.22 
8.5 
19.82 
20. 14 
18.19 
14.42 
63.29 
IS. 75 
7.3 
18.63 
41.03 
24. 79 
67.66 
6.06 
73.66 
8.39 
20.82 
14.21 
30. 85 
9. 59 
11.47 
7.37 
7. 34 
22.7 
6.73 
7. S3 
19.36 
12.41 
149.82 
7.48 
10.75 



45.09 
20.78 
22.04 
10.69 
11.8 
3.02 
11.09 
19.35 
4.84 
7.44 
43.09 
7.4 
7.31 
12. 26 
24. 44 
15.15 
6. 82 
88.73 
97.23 
4.88 
10.79 
29. 24 
23.59 
7.67 
10.57 
4.06 
8.06 
30.41 
20.27 
34.35 
7.08 
9. 22 
20. 22 
5.24 
11.71 
17.04 
17.6 
13.85 
15.1 
72.69 
10.45 
8.01 
11.35 
19.52 
13.64 
61.62 
9.31 
56.64 
5.16 
20. 33 
13.97 
18.58 
3.53 
10.11 
15.19 
5.07 
14.89 
19.61 
3.76 
10.86 
6.81 
106. 25 
2.66 
8.2 



85.59 
16.49 
15.33 
8.28 
15.12 
5.45 
8.76 
13.67 
2.96 
4.24 
31.56 
9.48 
11.43 
14.24 
35.13 
3.88 
4.55 
62.2 
54.77 
4.14 
19.44 
35 
9.88 
8.64 
It. 14 
3.3 
5 

11.09 
24.76 
43.94 
4.47 
4.71 
19.34 
3.39 
5 

17.08 
22.45 
16.46 
11.79 
51.11 
11.22 
4.57 
13.46 
40.87 
25.53 
49.88 
3.85 
94.83 
5.67 
19.14 
11.57 
30.92 
4.92 
7.97 
4.72 
3.54 
22. 18 
3.28 
4.73 
16.96 
13.81 
154.27 
5.97 
9.97 



92.44 
24.37 
8.73 
14.43 
11.5 
3.43 
L34 
11.45 
3.61 
4.08 
39.87 
7.64 
6.19 
12.67 
36.13 
2.8 
5.04 
63. 54 
13.8 
4.05 
8.98 
38:77 
7.4 
7.15 
9.08 
9.77 
6.84 
9. 34 
25.07 
48.02 
4.0T 
4.88 
24.71 
2.57 
4.88 
11.05 
18.17 
17.37 
7.22 
69. 34 
8.24 
5.17 
21.06 
48.18 
28.21 
36.91 
4.83 
99.25 
6.67 
25.73 
16.09 
20.83 
4.04 
7.7 
7.75 
6.69 
30.79 
5.01 
2.61 
13.15 
6.41 
145.7 
6.92 
7.29 



85.88 
22.8 
8.68 
8.67 
15.77 
3.42 
11.12 
15.23 
3.96 
5.05 
34.2 
7.21 
11.24 
22.55 
36.29 
5.03 
8.44 
64.02 
14.78 
4.2 
15.96 
66.85 
10.07 
10.12 
9. 37 
3.03 
6.96 
6.45 
37.41 
65.53 
3. 85 
7.24 
20.15 
Z.53 
3.47 
6.88 
27. 25 
22.76 
8.55 
65.39 
9.15 
3.69 
14.1 
35.03 
33.42 
45.4 
5.06 
107. 73 
7.13 
28.68 
13.68 
11.64 
6.43 
9.72 
4. 61 
5.74 
33. 73 
3.28 
3. 98 
11.19 
10.09 
152. 43 
5. 37 
7.74 



91.14 
22.81 
8.13 
10.91 
21.62 
5.6 
9.16 
13.68 
1.62 
3.6 
33.11 
5.83 
13.39 
22.7 
30.98 
3.54 
4.88 
59.41 
19.89 
5.19 
17.2 
61.35 
7, 75 
7.7 
7.94 
3.13 
4.06 
S. 36 
27. 22 
66.61 
3.27 
5.8 
30.92 
2.32 
4.87 
7.13 
31. 67 
21.39 
7.99 
67.68 
9.35 
3.58 
16.2 
46. 65 
38.67 
4a. 52 
6. 03 
109.15 
6.64 
29. 96 
17.86 
23.71 
6.19 
7. 64 
8.9 
4.38 
32.33 
4. 49 
5. 14 
10.41 
7.95 
149.71 
6.56 
8.68 



t 
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mtmmw 

lfT2RP2002192 
ffrZRP2002)93 
NnRP2002»8 

mmmz]9 

NnRP2002231 
PfT2RP2002235 

)IT2RP20022$2 
VT2RP2002256 
MnRF20022S7 
IITZRP2002259 
1IT2RP20022S4 
linRP20022C7 
ffT2RP2002270 
WT2RP2O02281 
IIT2RP20022U 
NT2RF2002292 
IIT2RP2M2299 
rfnRP2002304 
IIT2RP2002312 
Vr2RP2ro2S16 
iT2RP200232S 
MnRP2002339 

mRptottsn 

NnRP2002373 
IT2RP2002SSI 
IT2RP200238S 
RT2RP2002394 
inRP20024a8 
RnRraKI2409 
IRRP2002424 
ffnRP200242S 
RT2SraMa429 
NT2RP2002437 
IIT2RPZ0Q2439 
VT2RP2002442 
IIT2RP2002457 
linitP2002a4 
lfRRP200247S 
linRP2002479 
MnRP20024S7 
IT2RF20024M 
linRP20Q2S03 
NT2RP20Q2504 
ir2RP2OO2S10 
IIT2RP2002S2fl 
ifT2RP2002S27 
irnRP20O2S33 
linRP2002S37 
IT2RP2002542 
)IT2RP2002S49 
IT2RP20&2549 
RnRP2002S64 
lfT2l8>2002Sd1 
n2RP2002SfS 
ffT2RP20(att)2 
inRF2Q02S0S 
inRP20a2S09 
inKP2002S18 
inRP2002l21 
mRP2002f43 



IIZV20Q2I72 



222. S2 
66.59 
9. 92 
24.07 
67.68 
7.62 
82.24 
28.16 
4S.02 
7. OS 
27. 97 
7.18 
18. 53 
26.23 
32.17 
24.56 
77.89 
21.39 
54.6 
38. 27 
11. S4 
27.46 
51.29 
14.79 
37.71 
18.55 
7.7 
155 
0.45 
32.72 
8.97 
7.43 
13.74 
31.08 
5.25 
S.88 
23.83 
4.21 
S.91 
14.04 
18.47 
4.38 
8.46 
12.42 
38.54 
10.58 
35.82 
21.45 
36.1 
13.17 
13.08 
6144 
14.88 
14.96 
39. 56 
42.59 
5.68 
54.53 
12.52 
11.6 
14 
11.85 
11.04 
8.88 



243.75 
140.59 
9. 38 
21.97 
67.58 
8.91 
77.63 
33.42 
63.63 
9.07 
26.83 
9.4 
13.43 
33.28 
30. 6S 
42.02 
96. U 
25. S 
51.47 
50.42 
6.17 
21. 2S 
40.83 
13,26 
73.03 
14.9 
6.37 
13.3 
2.78 
2171 
152 
7.51 
1121 
22.01 
145 
115 
11.85 
145 
1S6 
104 
1105 
4.25 
11.73 
14.56 
2171 
11.45 
27.78 
1139 
2132 
U.75 
12.39 
8108 
1195 
11.64 
2121 
219 
8 

5187 
1119 
17.83 
1122 

in 

119 
119 



12154 
121S6 

154 
2187 
54.54 

1 95 

81.5 
3104 
67.29 

123 
27.09 

7. 52 
11.25 

22.8 
32.28 
3193 
97.81 

zz.ti 

64.64 
61. n 

122 
3199 
5181 
2138 
6193 
20.81 

4. 
1126 

M9 
21 82 

111 

7.75 

4.21 
2145 

1S8 
12 
28.63 
1106 

143 
1139 
30.87 

7.88 
1126 
14.54 
31 28 
2166 

417 
27.79 

314 
2111 
14.79 
72.33 

17.6 
1189 
34. 95 
37.43 
12.85 
75.58 

14.5 
1131 
1104 
1154 
1162 

113 



151.89 
61.74 
164 
14.79 
42.26 
133 
71 38 
28.68 
21.58 
129 
1184 
189 
24.93 
12.91 
2104 
12.58 
15154 
117 
3171 
1148 
1144 
24.99 
2192 
1129 
25.88 
1166 
191 
159 
4.9 
211 
131 
1128 
14.47 
2133 
182 
199 
30 
7.13 
108 
126 
2173 
108 
11.78 
14.3 
3197 
147 
2178 
1161 
20.76 
1U93 
1165 
74.6 
1154 
1143 
20.11 
32.97 
134 
5164 
1195 
20. 12 
1128 
104 
129 
7.99 



124.73 
74.83 
12 
1185 
4101 
141 
94.62 
2116 
11 63 
179 
11.06 
178 
14.6 
1158 
2101 
2151 
719 
117 
24.08 
113 
185 
2129 
27.74 
7.49 
22.98 
7.83 
179 
177 
1.81 
25 
185 
4.99 
4.22 
118 
195 
178 
21.32 
M7 
1.82 
191 
1168 
128 
4.98 
1174 
2113 
117 
2192 
1124 
25.32 
158 
1169 
46.95 
156 
176 
17.81 
30.53 
7.39 
57.23 
17.61 
1143 
7. 51 
131 
105 
159 



74.73 
5186 

135 

11.7 
3183 

141 
6126 
2107 
2115 
19 
11.47 

4.59 
14. 24 
1104 
2157 

123 
96.99 
14.18 
2161 
1183 

151 
27. 25 

11 n 

7.83 
3197 
11.84 
4.83 
17 
15 
21 16 
4.31 
7.17 
11 6Z 
28.89 
4.28 
4.37 
1174 
183 
4.85 
102 
2154 
4.87 
7.15 
1148 
31.51 
129 
21 
138 
2127 
7.87 
8 

45.75 
183 
103 

17. n 

2124 
151 

46.71 
18 

14.55 
159 
101 
159 
4.36 



64.57 
111.82 
4.38 
14.39 
1L23 
143 
5125 
2158 
34.54 
4.57 
26.86 
156 
1177 
17 
1183 
2101 
77.36 
1197 
3157 
1102 
162 
21 52 
108 
129 
2131 
1113 
184 
154 
124 
1167 
11 
4.61 
7.29 
38.27 
154 
191 
1169 
3.89 
4.32 
12 
27.01 
136 
171 
11.49 
31.04 
7 

2192 
14.06 
27.42 
162 
15 
49.02 
106 
102 
1121 
25 
135 
5172 
1198 
1105 
7.56 
135 
163 
164 



82.95 
74.79 
162 
119 
5149 
173 
57.27 
21.22 
21 68 
145 
22.34 
4.76 
1134 
17.76 
21.9 
17.31 
6186 
2113 
27.11 
1 38 
11.16 
3161 
1125 
154 
24.03 
1146 
113 
4. 52 
166 
1S.8 
1 36 
121 
17.72 
34.95 
196 
166 
27.87 
1 18 
188 
7.3 
26.72 
7J 
133 
11.5 
37.76 
7.64 
2143 
1104 
26.23 
7.96 
159 
3147 
11.83 
152 
2188 
3171 
175 
54.59 
1161 
1164 
1106 
197 
153 
154 



9167 

71 n 
13 
111 
3163 
185 
5131 
2101 
1145 
191 
2147 
116 
1194 
1148 
2112 
11.5 
5161 
17.3 
2157 
1 35 
183 
2131 
1109 
153 
2179 
117 
114 
136 

I. 05 
2133 

124 
174 
101 
51.45 

in 

18 
21.85 
17 
115 
181 
27.62 
151 
137 
14.04 
4127 
165 
215 
1» 
1168 
9 

7.09 
37.92 
1187 
15 
1123 
212 
4.31 
54.85 
14.58 
1106 

II. 33 
7.64 

19 
129 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



ITZftP2001769 
VT2RP2001784 
lfT2ltP200m5 
IIT2RP200I613 
lfT2R?2001SI7 
NTZRPZOOIStS 
NT2RP20018a7 
lfreRP2001S39 
NT2RF2001861 
lfT2RP20018S9 
irr2RP200187( 
IIT2RP200I878 
in'2RF200]881 
lfr2RP2001883 
IIT2RP2001884 
NT2RP200188S 
IIT2RP2001898 
IIT2RP2001900 
IIT2Rm01903 
irr2RP2O01907 
N72RP2001i15 
NT2RP2001921 
inr2RP2001926 

irnRP200i9a3 

NT2RP20Q1)3( 
KnRP2001943 
irT2R?2001M$ 
ifT2RF2D01947 
NnRP20019S€ 
NT2RP2001989 
mRP2001978 
MT2RP2001I78 
«nRF2001ttS 
iinRP200l991 
linRP2001997 
NT2RP2O02015 
imRP2002017 
RT2KP2002025 
mRP20020S0 
NnRP2002032 
NnRP20020S3 
lfnRP2002041 
NT2RP20a2048 
irT2RP2002047 
inRP20020$0 
NT2RP2002852 
HT2RP2002QS8 
mRP2002080 
RT2RP20O2O83 
NT2RP2002Kf 
1IT2RP2002070 
iir2RP200207f 
IIT2RP2002078 
NT2RP20Q2079 
lir2RP20020H 
RT2RP2mi05 
IIT2RP20Q2nS 
IIT2RP2002t24 
VnRP20a2137 
IIT2RP2002139 
lintP2O021$4 
irT2RP20021SS 
NT2RP2002t72 
irT2RP200218S 



74.25 
6.1 
18.84 

12.2 

50.4 

7.27 
24.91 
18.58 
19.37 

8.35 
52.07 
10.84 
11.51 
15.87 
1443.8 
86.83 
13.46 
20.73 
11.05 

9.79 
17.49 
13.67 
34.47 
38.39 
11.42 
14.71 
20.84 

6.28 
21.67 
201.65 

4.33 
14.35 
13. n 
37.12 
13.99 

3.95 
14.92 
39.84 
28.92 
41.77 

7. 84 
83.15 
19.79 
15.96 

6.47 
16.16 

10.7 

7.22 

27.7 
14.12 
47.82 
50.79 

3.82 
13.68 
11.59 
15.09 
15. 39 
59.86 

8.42 
93.62 

6.04 
16.04 
26.05 
13.73 



64.35 
6.84 
23.08 
15.41 
58.09 
4.11 
17.75 
14.52 
18.6 
8.88 
48.1 
8.11 
12.01 
6.93 
787.12 
81.18 
8.9 
14.58 
14.47 
12.89 
19.44 
9.05 
22.9 
18.3 
9.59 
11.45 
20.42 
10.5 
10.17 
149.79 
7.95 
12.6 
15.22 
36.77 
12.07 
7.2 
13.42 
48.8 
28.85 
39.39 
6.18 
38.11 
18.39 
12.18 
7.98 
10.25 
8.12 
6.32 
19. 33 
10.25 
69.53 
54.44 
6.23 
L15 
12.19 
12.54 
14.23 
58.27 
8.75 
131.25 
5.02 
17.28 
32. U 
14.4 



76.05 

9.79 
21.59 
15. 49 
53.81 
3.7 
31.06 
27.11 
26. 95 
14.85 
80.43 
16.99 
17.12 

15.2 
607.01 
119.19 
14. 73 
24. 6i 
16.38 
12.82 
20.82 
20.66 
35.27 
35.12 
15.71 
18.53 
25.84 

8.57 
24.79 
301.42 

17.7 
20.91 
14.24 
50.48 
14.92 

5.18 
18.23 
68.43 
40.93 
41.34 

11.1 
58.94 
22.82 
14. 55 

8.94 
17.67 
13.82 
13.21 
28 
18.69 

26.7 
58.91 
12.24 
17.98 

18.2 
15.38 
22.91 
77.47 

8.28 
91.98 

12.4 
22.84 
34.35 

21.2 



49.19 
6.92 
18.75 
8.88 
41.79 
5.91 
23.35 
17.12 
11.83 
9.01 
41.58 
8.71 
11.39 
18.32 
701.8 
86. 34 
6.96 
18.79 
12.77 
8.11 
11.45 
11.35 
22.68 
23.35 
9.32 
11.8 
8.64 
7.88 
16.61 
176.35 
7.78 
12.02 
9.55 
37.16 
11.27 
7.51 
7.3 
33.02 
26.27 
31.44 
7.44 
48.43 
13.61 
9.42 
7.07 
10. S6 
9.12 
7.18 
16.06 
11.69 
25.88 
34.7 
6.03 
9.89 
8.81 
10.34 
11.04 
56.59 
6.58 
52.77 
5.24 
17 
17.74 
14.18 



51.48 
5.74 
15.28 
4.21 
32.65 
1.54 
23.21 
15.87 
7.45 
6.82 
38.63 
6.81 
8.77 
7.55 
366.77 
68.67 
6.72 
8.43 
7. 63 
6.3 
7.41 
6.61 
13.7 
20.81 
7.07 
23.77 
12.56 
5.98 
12.12 
143.62 
4.49 
5.57 
5.93 
44.84 
12.08 
4.61 
5.04 
35.2 
23.9 
32.7 
5.25 
54.38 
15.41 
12.66 
2.69 
6.94 
6.72 
3.78 
12.42 
8.3 
50.9 
35.7 
3.97 
6.98 
6.98 
7.26 
12.24 
47.35 
6.55 
52.45 
1.47 
10.94 
14.37 
14.86 



48.88 
5.64 

15.88 
6.14 

39.63 
5.16 

19.49 

19.03 
7.51 
4.27 

33.22 
6.18 
9.36 

11.74 
733.69 

7^27 
3.84 

10.74 
7.86 
4.57 
6.04 
9.21 

11.83 

17.87 
4.58 
7.53 
9. 33 

I. 91 
14.12 

157.42 
4.49 
5.03 
6.64 
28.4 
8.47 
2.98 
8.42 
30.44 
23.74 
25.79 
3.93 
37.99 
9.7 
9.04 
4.33 
8.28 
4.7 
3.48 
6.01 
5.49 
2^08 
26.78 
4.08 
8.2 
5.14 
6.01 
9.95 
36. M 
3.48 
52. H 
5.98 

II. 7 
15.18 
10.72 



16.14 
4.78 

12.77 
9.29 

54.02 
5.71 

21.43 
13.8 
9.29 
3.19 

53.55 
8.15 
10.8 

13.41 
199.74 

80.49 
5.67 

17.28 
11 
8. 52 
7.94 
6.21 

10.15 

10.85 
8.12 
6.88 
5.24 
4.36 

16.82 
143.79 
2.81 
3.1 
4.89 

28.39 

13.49 
3.72 
3.4 

23.31 

29. 55 

15.28 
2.63 

33.68 

20.12 
9.26 
1.22 
6.44 
3.71 
2.87 

14.89 
7.88 

11.62 

21.75 
0.81 
5.55 
5. 57 
5.5 
11 

55.21 
2.47 
81.88 
2.02 
12.12 
12.78 
12.32 



29.26 
4.07 

15.01 
6.92 

42.75 
4.24 

23.89 

13.73 
9.04 
6.52 

54.23 
6.26 

14. 93 

14.76 
492.38 

93.38 
4.43 
16.1 

14.28 
7.38 
7. 59 

10.48 

28.13 
17.5 

12.42 

10.79 
6.37 
3.2 

19.29 
183.78 
5.46 
3. 56 
6.51 

20.28 
12.5 
6. 25 
6.85 

31.13 
36.7 

25.82 
4.43 

26. 24 

17.67 
8.52 
3.6 
8.83 
8.14 
4.32 

17.06 
7.37 

12. 95 

13.06 
5.31 
8.29 
8.29 
9.12 

13.28 

47.08 
3.09 

52.45 
3.26 

14.76 

22.56 

12.52 



21.95 
4.19 

19.71 
9.66 

56.58 
6.18 
22.4 

15.93 

10.22 
4.2 

52.55 
6.38 
9.65 

12.05 
1929.8 

87.15 
5 

17.71 
12.43 
7.63 
6.62 
17.99 
28.9 
22.37 
62.48 
7.88 
7.54 
4.16 
13.33 
182.57 
10.35 
4.91 
5.47 
24.2 
12.19 
2.61 
8.43 
31.97 
30.22 
17. 93 
2.72 
30.79 
17.54 
3.77 
2.62 
9.43 
3.23 
2.16 
15.58 
6.79 
13.2 
12.15 
3.09 
6.41 
5.75 
6.88 
11.06 
48.87 
3.88 
48.22 
3.03 
13.07 
16.28 
11.2 
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NT2RP2001347 
imRP2001366 
NTCRP20m7S 
llT2RnOOI381 
IIT2RP2M138a 
NT2ftP200ia91 
NnRP20013» 
NT2m001394 
IIT2RP200ia97 
NT2RP200140O 

mmmm 

NT2RP2001423 
irT2RP2001427 
NT2RP200142a 
NT2RP2001436 
irr2RP2001440 
VT2RP2001445 
ia2RP2001449 
NT2IP20Q1450 
irT2RI»20014(7 
irr2RP2001489 
NT2RP2001480 
lfT2RP20014»5 
imRP20014S^ 
IIT2RP20015M 
in'2RF2001508 
IIT2RP2001S11 
imRP2(»)1514 
ir72RP2001S20 

lfT2RP200l529 
f(TCRP2001535 
NT2RP2001538 
inr2RP2001547 
NnRKOOIHO 
NT2RP2(M15S2 
VT2RP20015SI 
mRP2001SSI 
ilT2RP2001S7G 
lfT2RP20015l1 
mRP2001»7 
irT2RP2001f01 
irT2RP200U1S 
IIT2RP2001i28 
irT2RP2001834 
irT2RP2001l35 
irT2RP2001t€0 
irT2RP200T$(2 
lfT2RF2001SC3 
irT2RP2001l72 
IT2RP2001875 
mRP200TI77 

irT»p2ooii7a 

VT»P2001S83 

IT2RP2001707 
irT2RP20017»l 
mRP2O01721 
Vr»P2001740 
irT2RP2001748 

IT2RraUI17f2 

vraraoiTis 



S39.84 
38.71 
8.CS 
20.33 
23.09 
19.47 
S.22 
9 

5. 52 
33.05 
22.02 
13.99 
138.22 
11.99 

n.os 

28.98 
21.88 
9 

28.07 
20.8 
77.4 
12.38 
IS. 
5. 
31 
7, 



.S8 
.39 
.27 
.58 



10.21 
18.18 
8.2 
8.17 
15.83 
18.98 
14.16 
8.11 
9.99 
11.5 
17.39 
14.26 
25.02 
129.89 
20.4 
17.49 
376.46 
6.29 
20.46 
4.72 
20.18 
27.92 
141.98 
102.28 
6.83 
7.51 
18.83 
10.06 
88.93 
36. 15 
6.77 
8.16 
33.41 
64.22 
6.3 
8.56 
4.42 
7.41 



514.01 
33.77 

6.18 
22.01 
21.55 
21.48 

2.39 

9.52 

4.95 
35.87 
23.85 
18.37 
161.12 
17.22 

7.81 
21.86 
12, 74 

10.8 
34.09 
2&.19 
117.05 
11.13 
12.17 

5.05 
4S.77 

7.79 

8.66 
10.36 

7.15 
6.6 
17.52 

9.11 
10.36 

6.47 
10.57 
10.74 

15.7 
13.81 
15.42 
178.91 

22.7 
9.3 
416.73 

5.75 
20.27 

7.04 
16.77 
47.45 
137.52 
119. 36 

9.61 
11.75 
22. 14 

8.87 
103.45 

36.2 
3.9 

6.41 
34.55 
76.89 
15.07 

8.68 

4.43 

S.23 



628.74 
43.04 
Ifcit 
25.11 
19.16 
20.82 

9.23 
18.06 
15.76 

41.2 
22.82 
19.98 
169.38 
16. 25 
14. 33 
34. 92 
27.62 
19.43' 
40.82 
27. 38 
74.08 
18.21 

23.4 
10.71 
45. 33 
10.57 
19.01 
14.04 

8.01 

9.18 
16.82 
22.28 

18.6 
12.78 
12.92 

9.02 
17.62 
10.49 
32.18 
114.02 
22.23 
13 

382.11 
7.26 
25.19 
6 

22.18 
35.98 
151.45 
140.87 
11.14 
9.95 
19.19 
8.92 
119.49 
44.96 
7.75 
9.93 
34.5 
65.2 
7.65 
5.59 
4.61 
6.6 



565.74 
29.42 
10.82 
IS 
14.87 
19.07 
6.23 
7.33 
7.71 
15.06 
11.45 
12.59 
120.84 
9.35 
11.13 
22.78 
14.71 
10.91 
25.02 
18.17 
41.14 
9.61 
14.68 
5.62 
29.35 
9. 25 
9.32 
8.06 
6.7 
8.28 
11.75 
13.03 
12.98 
7.67 
9.74 
6.82 
10.84 
11.53 
22.03 
47.3 
13.8 
11.25 
192.76 
4.54 
14.18 
7.61 
15.58 
27.8 
151.4 
48.03 
6.86 
6.41 
10.64 
7.97 
195.62 
18.8 
5.48 
7.22 
25.33 
34.74 
6.61 
6.1 
6.06 
7.86 



422.96 
28.24 
6.77 
9.62 
11.09 
15.36 
2.48 
4.64 
3. 52 
15.67 
12.19 
10.04 
140.16 
7.9 
3.4 
25.35 
9.47 
10.54 
19. 29 
18.42 
94.21 
8.91 
6.35 
3.39 
33.83 
7.24 
5. 78 
6.96 
3.51 
6. 18 
3.98 
8.09 
11.79 
5.34 
7.58 
5.56 
8.02 
7,07 
11.09 
49.96 
17.88 
8.35 
196.04 
4.25 
13.5 
3.83 
7.6 
15.26 
116.43 
51.07 
4.73 
3.17 
6.34 
6.41 
102.44 
7.95 
4.72 
8.68 
18.3 
42.49 
1.99 
3.13 
1.37 
2.49 



416.2 
19.52 

5. SI 
10.21 

13.2 
11.27 



.35 
.55 
.79 
.49 
.24 



4 

3 
1 
8 
9 
8.9 
121.74 
6.74 
8 

19.1 
17.13 
6.62 
11.65 
8.85 
47.44 
7.86 
9.1 
3.05 
17.6 
4.11 
3.48 
5.65 
2.31 
3.08 
10. 59 
10.02 
8.28 

3,n 

3.49 

7.18 
7.21 
4.68 
26.81 
55.77 
10.54 
11.5 
131.77 
3.06 
11.94 
2.93 
10.65 
22.85 
136.78 
39.15 
5.02 
2.8 
6.91 
4.67 
134.62 
13.41 
5.02 
5.49 
17. 93 
31.73 
2.37 
5.08 
4.5 
4.84 



495.32 
18.19 
3.49 
6.87 
20 
15.83 
2.68 
4.34 
2.61 
5.11 
10. 98 
9.18 
142.58 
7.44 
3.33 
15.23 
15.85 
8.66 
14.58 
15.67 
46.82 
5. 16 
6. 53 
2.02 
16.09 
3.34 
10.19 
4:43 
2.13 
5.09 
5.68 
6.2 
7.74 
4 

4.05 
6.87 
8.92 
7.24 
24.28 
33.67 
10.57 
4.54 
252.12 
3.72 
11.88 
4.15 
10.91 
16.57 
154.6 
fil.45 
7. 16 
4. 39 
9.72 
9.59 
102.34 
6.7 
3.35 
4.59 
32.85 
26.06 
4.7 
4.74 
3. 19 
3.03 



585.14 
26.65 
4.36 
12.31 
18.4 
12.93 
3.41 
5.54 
4.45 
9.86 
11.38 
10.79 
124.54 
6.11 
6.84 
27.9 
24.15 
8.73 
19.57 
22.32 
38.8 
5.66 
11.37 
2.99 
21.38 
2.96 
10. 43 
6.31 
3.46 
4. 32 
10.57 
8.22 
11.37 
4 36 
3.74 
5.66 
9.2 
4.21 
25. 39 
55.78 
16.71 
4.57 
219.45 
1.99 
13. 91 
1.66 
15.44 
20.69 
188.28 
80.01 
6.7 
4.7 
6.83 
5.84 
H.f6 
9.44 
4.21 
6.11 
38.18 
24. 24 
3.94 
3.64 
3.5 
5.tt 



429.89 
21.17 
4.96 
12.9 
14.87 
10.03 
8.72 

7.n 

3.74 
5.55 
13.8 
13.16 
152.09 
3.28 
8.32 
27.44 
14.86 
7.21 
13.99 
18.66 
29.18 
4.91 
10.31 
3.13 
15.2 
2.75 
10.1 
7.52 
3.84 
4.95 
11.64 
8.57 
11.72 
2.56 
4.33 
4.21 
10.24 
4.54 
21.94 
7M8 
15 
3.83 
367.42 
3.96 
12. 32 
3.09 
14.53 
20.06 
148.8 
83.65 
S.29 
4.26 
7.68 
132 
65.68 
13.11 
3.45 
S.80 
33.9 
41.05 
2. 45 
4.01 
2.83 
3.45 
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NT2RP20008C3 
mRP2000880 
mRP2000«92 
NT2RP2000894 
irT2RP20O090S 
IIT2RP200090I 
irr2RF2000»10 
NT2RP2000I31 
NT2RP20009a2 
VT2RP200093S 
HT2RP20aOM3 
IIIT2RP20009S7 
NT2RP200O95I 
irT2RP20009S9 
NT2RP2000985 
NT2RP2000970 
in'2RP2000973 
VT2RP200098S 
IIT2RP2000987 
IIIT2RP2000997 
lin'2RP2tM)1024 
irr2RP2001O2S 
iT2RP200tOai 
lfT2RP200t039 
irT2RP2001044 111 
inr2RP20010${ 
IIT2RP200106S 
1IT2RP2001067 
IIT2RP2001070 
irT2RP2001081 
l(r2RP200IO87 
IIT2RP2001094 
ilT2RP20O1119 
Rr2RP200fl27 
tfT2R?2001133 
IT2RP200n37 
IIT2RP20On42 
NT2RP2001149 
mRP2001168 
linRP200!173 
MT2RP2001174 
IIT2RF2001184 
«T2RP200n99 183 
HT2RP20O12OO 
IIT2RP2001218 
RT2RF200I223 
IIT2RP200I22I 295. 



irr2RP2001227 
IT2RP2001232 
irT2RP2001233 
IIT2RP200124S 
imRP2001246 
inRP20Q1288 
■T2RP200127Q 
irT2RP200t27i 
IIT2RP20012n 
iT2RP2001290 
IT2RP2Q01295 
VT2RP2001297 
]n2RP200l301 
IIT2RP200f312 
RnRP2(»l327 
IT2RP2Q01328 
r2RP2001341 



9.23 
€.89 
6.48 
6.84 
14.72 
7.83 
7.08 
17.23 
4. 85 
32.12 
6.85 
8.82 
$.64 
11.75 
4.05 
58.85 
5,19 
3.85 
39.38 
9.33 
12.74 
38.71 
10.56 
29.77 
.16 
16.47 
12.87 
18.27 
4.55 
11.96 
65.9 
12.2 
4.16 
11.36 
5.67 
49.8 
5.27 
6.92 
6.12 
4:74 
44.63 
7.2 

1. n 

5.84 
12.41 
10.09 
34 



9.29 
6.25 

17.2 



.01 
.12 



42 

5. 

76.86 
10.64 
23.31 
24.91 
8.9& 
14.82 
8.15 
47.34 
8.43 
20.88 
10.32 
3491.3 



2. 37 
4.15 
7.22 
8.43 
12.47 
S.78 
7.41 
16.6$ 
5.4 
38.62 
4.28 
7.9 
6.03 
9.04 
2.66 
65.2 
3. 92 
2.51 
36.27 
8.58 
7.92 
37.69 
11.08 
24. 74 
103.9 
11.38 
18.54 
13.06 
6.03 
15.94 
61.9 
8.99 
4.58 
13.12 
4. 14 
41.1 
5.53 
5.61 
7.49 
3.23 
21.39 
4.99 



9.61 
10.09 
W.47 
12.75 
10.22 
8.49 
7.6 
19.14 
12.51 
41.75 
8.98 
11.5 
15.9 
10.68 
2.8 
74.74 
9. 39 
4.3i 
32.68 
9.52 
18. 67 
41.88 
9.13 
30.19 
116.83 
12.03 
21.09 
19.79 
7.25 
13.97 
76.08 
11.02 
7.07 
3.9 
5.86 
45.81 
5.06 
5. 45 
5.66 
8.28 
37.72 
10.33 



171.63 278.21 
6.42 11.03 
10.49 14.66 
12.26 12.04 
151.71 253. IS 
9.83 15.24 



9.05 
11.64 
30.76 

5.92 



13.72 
26.2 

56.72 
8.66 



63.92 101.42 
12.74 14.24 



16.76 
10.73 
7.82 
7.48 
6.67 
44.45 
10.98 
28.57 
2.71 



30.97 
18. 18 
10. a 
15.13 
10.81 
63.71 
14.02 
34.54 
9.25 



2809.3 4099.1 



12.6 
8.75 
•€.68 
7.7 
6.37 
5.67 
9.95 
9.83 
5.58 
20.34 
6.63 
5.58 
6,17 
6.59 
5.91 
64.15 
8.06 
4.79 
33.06 
9.72 
6.22 
33.98 
9.7 
17.85 
65.77 
9.34 
9.6 
9.25 
6.14 
8.19 
39.7 
14.61 
10.85 
16.08 
10.97 
39.26 
5.3 
13.36 
8.34 
7.11 
44.99 
8.93 
277.29 
6.08 
10.34 
13.71 
264.52 
10.83 
6.11 
12.06 
22.72 
6.91 
88.4 
12.74 
21.15 
16.47 
8.48 
8.28 
9.38 
42.51 
7.43 
16.53 
9.2 
1364.9 



5.57 
3. 55 
3.59 
5.61 
7.06 
3.5 
3.31 
11.03 
2.98 
22.26 
2.06 
3.81 
2.43 
3.84 
0.94 
40.74 
5.68 
3.19 
40.49 
3.47 
2.48 
15.8 
2.35 
11.75 
42.18 
5.04 
6.83 
5.26 
2.9 
3.81 
16.73 
10.72 
1.99 
4. 34 
6.13 
21.96 
2.26 
3.82 
5.85 
2.4 
18.88 
4.09 
1H.05 
6.9 
6.H 
9 

155.79 
5.91 
9.52 
8.02 
58.34 
4.33 
109.5 
10.24 
16.68 
6.03 
7.41 
5.62 
7.32 
36.25 
5. 35 
15.03 
3.81 
1644.2 



10.29 
3.61 
2.44 
3.86 
6.25 
4.08 
4.88 
7.29 
2.75 
19.86 
1.49 
3.6 
2.74 
2.64 
1.41 
92.64 
3.54 
4.55 
26. 38 
7. 24 
2.6 
30.64 
6. 59 
29.98 
3-1.59 
8.68 
8.58 
3.58 
2.2 
5.26 
50.09 
9.52 
7.07 
7.73 
8.56 
24.92 
3.98 
6.27 
5.09 
3.67 
46.31 
3.96 
217.9 
5.52 
7.23 
9.77 
205.35 
8.02 
4.37 
7.48 
32.96 
3.68 
90.32 
11.95 
10.08 
6.24 
5.73 
4.48 
4.92 
33.89 
5.08 
15.84 
6.74 
898.17 



2. 95 
3.32 
2.53 
6.32 
6.3 
5.51 
6.74 
5. 66 
2.51 
28.05 
2.39 
2.18 
1.92 
4.69 
2. 34 
72.54 
3.01 
1.82 
33.61 
9. 63 
4.96 
34.47 
6.06 
20.42 
30.2 
12. 51 
6.23 
-5,5 
3. 37 
5. 58 
38.08 
11.02 
4.12 
5.38 
8.68 
25.21 
2.41 
6.19 
5.44 
4.61 
52.67 
4.88 
310.45 
4.06 
9.11 
10.94 
225.76 
6.71 
3.08 
8.66 
29.15 
3.64 
72.85 
10.68 
14.57 
22.15 
5.82 
5. 33 
4.17 
33.81 
6.81 
11.1 
4.44 
1201.7 



6.5 
7.64 
2.13 
3.41 
4.12 
1.9 
6.36 
13.37 
3.48 
24.64 
2.3 
2.83 
2.26 
3.69 
1.56 
97.39 
9. 76 
2.45 
26.04 
9.44 
3.99 
25.69 
3.75 
28.95 
74.24 
8.41 
6.54 
6.23 
2.83 
4.15 
21.24 
11.03 
3. 63 
7.85 
4.41 
45.63 
3.56 
4.78 
4.63 
6.54 
53.94 
4.86 
339. 15 
2.49 
8.8 
7.86 
302.68 
6.54 
5. 35 
8. 69 
30.96 
7.01 

n.i9 

9.82 
16.7 
25.09 
9.63 
6.4 
4.98 
29.8 
4.46 
20.64 
5.56 
2S70.4 



2.03 
2.92 
2. 32 
5. 03 
3. 45 
1.89 
7.22 
8.87 
1.84 
29. 99 
2.44 
1.56 
3. 56 
5.66 
2.95 
89.84 
7 

2.12 
27.01 
11.63 
3.75 
33.62 
3.17 
23.24 
42.92 
8.95 
8.28 
8.66 
1.95 
6.83 
22.36 
11.05 
2.63 
3.42 
3.17 
17,6 
3. 78 
4.91 
5.1 
6. 37 
56.67 
5.6 
334.54 
4.45 
8.23 
9.72 
279. 91 
8.43 
5.73 
6. 62 
32.88 
3.2 

n,59 

10.94 
14.66 
49. 12 
10.81 
4.82 
6 

26.52 
4.32 
9.65 
7.15 
2392 
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Table 423 



NT2RP200044a 
irr2RP200(M58 
irr2KP20804f9 
NT2ftP20004l8 
IIT2RP2000S03 
linRF200D510 
irr2RP2000514 
IIT2RP2000516 

irr2RP2ooo5za 

irnRP20OOS33 
irr2RP2000S40 
IIT2RP2000S47 
NT2RP2000S57 
NnRP2000558 
IIT2RP20005I4 
irT2RP2000S6S 
XT2RP2000SS3 
llT2RF2000Si1 
IIT2RP2000$I9 
RT2RP2000M1 
NT2RP2000803 

NTZRPzrooeiQ 

MHRWOOMM 
llT2RPZtMUK16 

VT2RPm0623 
HT2RP200IS634 
IIT2RP200O$36 
lfnftP20ttO€3S 
irT2RP2000644 
IT2IP200064S 
iniP2000652 
irT2RP2D0065S 
NnRP2m858 
VT2IP2000m 
IT21U>2I»06S4 
NT2RP2000SM 
KT2RP2OO0S78 

ir2RP2C00704 
linRP2000710 
RT2RP2000712 
IIT2RP2000715 
iTZIP2OO072O 
IIT2KP2000731 
IIT2RP200073I 
HnRP200074B 
IIT2IP2000749 
VnRP2m7S8 
iT2U>200a7$4 
IT2RP20007€6 
HT2KP2000777 
HnRP20007tt 
irT2RP2000793 
VT2tP20Q07IS 
HT2KP200aS09 
inRP20008l2 
IIT2tP20088H 
IIT2SP200WS 
WT2IP2000818 
liniP2000819 
irT2ltF2000841 
IIT2 tP2000i <2 
VT2IP200084S 



25.71 
9.24 
6.83 
11.27 
14.72 
7.33 
4.57 
6.54 
4.11 
2. 88 
6.16 
7.42 
49.31 
18.68 
0.43 
13.78 
10.87 
7.05 
45.38 
5.8 
10.6 
16.79 
2^5 
15.9 
7 

30.93 

5.41 

6.22 
5.4 

6.06 
69.57 

14.9 
12.57 

5.45 
4.6 

10.9 
33.38 

6.12 
16.87 

2.84 

6.84 
.5.84 
23.49 

14.6 
130.46 
10.56 
12.42 
11.23 
18.71 

S.83 
39.21 
37.43 
10.79 

6.96 
13.41 

9.51 
10.78 

in 

5.26 
64.67 
10.64 
19.27 
7.9 

1.64 



13.78 
9.95 
5.55 
6.64 

13.18 
5.8 
2.69 
4.62 
2.38 

I. 37 
5.88 
7.44 

60.55 
19.95 
0.11 
7.23 
6. 32 
5.42 
33.04 
2.35 
10.97 
27.41 
27.77 
10.73 
4.89 
27.18 
5.13 
7.05 
5.87 
11.57 
64.76 
10.94 
7.15 
4.52 
4. 28 
7.61 
33.11 
9.03 

II. 51 
3.9 
8.7 

5.25 
31.67 
11.95 
114.16 
11 
9.17 
7.84 
12.4 
9.65 
45.57 
31.1 
9.6 
7.43 
11.17 
8.66 
5.64 
2.98 
5.27 
52.94 
9.84 
13.42 
5. 25 
S.S8 



32.06 
9.52 
7:74 
9. 95 
15.3 
8.13 
2.25 
8. 39 
11.01 
7.63 
8.08 
10. 91 
82.94 
27.42 
2.04 
14. 74 
13.24 
12.7? 
53. 33 
8.26 
14. 75 
21.69 
21.5 
17.88 
10.44 
42.39 
8.98 
7.96 
8.77 
13.6 
72 
49.84 
13.54 
10. 98 
7.43 
12.36 
48.17 
9.25 
13.29 
14.85 
19.22 
16.26 
27.44 
17.99 
171.06 
13. 93 
9.8 
14.76 
22.27 
15-17 
54.49 
43.71 
16.45 
14.72 
11.19 
16.69 
19.76 
11.46 
12.58 
68. 69 
II 
17.68 
9.24 
10.06 



17.1 
9. 52 
7.89 
5.98 
32.52 
5.52 



6.02 
43.46 
20:69 

5.89 
12.39 

7.55 

6.46 
45. 68 

6.01 
12. 57 
12.86 
15.84 
14.04 

5.79 
23.25 

7-02 

5.06 



7. 
11. 
79. 
10. 



49 

21 
36 
88 
6.29 
5.11 
5.58 
9.42 
36.56 
9.6 
13.35 
6.19 
7.25 
7.12 
16.78 
9.67 
139.58 
9.61 
13.86 
7.12 
12.06 
9.68 
39.05 
20.28 
9.08 
5.59 
12.52 
9.15 
8.49 
6.79 
5.83 
S8.83 
8.11 
15.7 
8.2 
6.26 



19.22 
4.14 
3.36 
2.48 
21.1 
2.28 
1.96 
4.34 
1.39 
1.22 
4.38 
3.13 
53.17 
14.13 
0. 93 
9.94 
3.8 
3.08 
38. 74 
2.72 
11.91 
12.08 
12.38 
10.65 
2.49 
19.11 
5.17 
2.33 
5.36 
5.35 
45.65 
5.91 
4.4 
2.13 
2.25 
3.88 
39 
7.57 
8.47 
2.87 
3.74 
3.27 
13.7 
7.04 
136.44 
7.28 
6.05 
4.44 
7.43 
4.51 
26.43 
16.78 
5.82 
4.46 
8.7 
5.7 
6.33 
1.46 
4.32 
38.29 
4.61 
9.96 
4.88 
3.24 



17.26 
4.36 
5.52 
3.08 

19.93 
3.46 
3.28 
6. 37 
3.22 
2.09 
3.8 
4.89 
74.9 

19.17 
1.24 

11.42 
5. 68 
3.75 

39.04 
4. 74 

10. 27 
9.62 
13.2 
8.26 
3.27 

22.34 
5.22 
3.65 
5.46 
7.7 

56.22 

11.87 
6.3 
3.91 
5.97 
8.64 

n.32 

6.65 
12.93 
7.29 
6.4 
5.34 
10.05 
6.8 
144.08 
5.99 
5.01 
6.62 
9.25 
6.36 
20.35 
21.16 
3.61 
3,27 
5. 
10.07 
7.02 
2.03 
3.54 
31.62 
3.58 
11 
2.43 
6.16 



5.88 
2.59 
5.8 
4.73 

18. 56 
4.2 
5.71 
3,47 
3.15 
0.79 
3.01 
2.98 

83.43 

24.64 
2.05 
3.9 
4.41 
3.89 

49.46 
3. 53 

11.35 
7.92 

11.46 
8. 53 
133 

22.03 
4.91 

r.42 

5.01 
5.1 

93.91 
6.2 
1.69 
1.81 
4.47 

13.44 

34.56 
6.86 
22.9 
2.98 
5. 24 
182 
7.2 
9.67 

91.22 
9.06 
6.86 
1.43 
3.34 
4. 78 

16. 67 
3.56 
8.49 
141 
4.89 
167 
158 
1.53 
161 

3198 
106 

1168 
117 
158 



10.24 



11.89 
5.04 
4 

4. 35 
127 
138 
4.98 
4. 52 
5158 
17.82 

I. 59 
7,3 

183 
1 69 

50.96 
15 

11.32 

in 

7, 34 

1165 
191 

24.06 
131 
4.64 
4.21 
1 24 

57.37 
126 
103 
112 
144 

10.25 

2163 
102 
14.8 
145 
181 
4.15 

11.02 
lit 
91.1 
103 
4.28 
4.83 
1 27 
189 

2146 
161 

II. 1 
135 
4.55 
107 

1165 
1.11 
16 
34.96 
123 
16 
19 
132 



7.42 
16 
142 
116 
14.4 
187 
187 
4. 95 
138 
0.48 
1.52 
139 
6167 
1181 
1 53 
183 
168 
185 
4192 
4.71 
1157 
7.19' 
1115 
3131 
108 
17.67 
196 
162 
4.57 
4.14 
6185 
31 14 
14.78 
1.71 
1.11 
181 
30.2 
134 
1171 
4.78 
19 
123 
166 
187 
91.43 

lis 

136 
4.58 
4.96 
4.68 

1171 
124 
119 
139 
182 
106 
148 
1.73 
1.81 

3114 
174 

1179 
4.72 
121 
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10 



IS 



20 



25 



30 



35 



40 



45 



SO 



55 



NT2RP200O10« 
KT2RI»2000 n4 
NT2RP2(K)(H1S 

irnmooons 

NT2RP2000t20 
NT2RP2000I26 
NT2RP200O133 
NnRP2000U7 
linRP20001S3 
in7RP2000156 
linRP20001S7 

irnRPZoooui 
irr2RP2oooiu 

NT2RP2000173 
ITOP200017S 
KTOPROOOiri 
irr2IP2000183 
lfr2RP20M19S 
irT2RP2000aM 
iraP200020S 



tfT2RP2O0O224 
lfT2RP20Q0230 
KT2RP2000231 
NT2RP200O232 
lfmP2000233 
irT2RP2Q00239 
IIT2RP200024fi 
irT2RP2000248 
lfT2RP20002SI 
lfT2RP20002S7 
NT2RP20002S3 
irT2RP2O0O2t1 
irnRP200027Q 
irT2RP2000274 
IIT2RP2000277 
irT2RP2000279 
linRP20002t3 
lfnRP20002U 
lfr2RP200028S 
NnRP2000297 
)llT2RP20Q0m 
IIT2RP2OO0310 
NnRP2000327 
irnRP2tXW328 
irnRP20Q032l 
NT2RP2000333 
MnRP2000337 
NT2RP200034I 
IIT2RP2tNNI357 
lfT2RP2000358 
irr2RP20003iS 
IIT2RP20003I) 
lfT2RP2m378 
NT2RP2000394 
NT2RP20003M 
VnRP2000412 
irT2RP2000414 
irr2RP2000420 
KT2RP2000422 
irT2RP200042( 
irT2RP200042l 
NT2RP2000439 
HT2RP2000447 



10.87 
14.61 
12.92 
SO. 32 
7.9 
27.18 
6.31 
12.98 
4.49 
7.91 
64.87 
8.86 
8.64 
5.87 
6. a 
7.4 
5.74 
16.12 
22.18 
308. 16 
5.24 
24.97 
26. S2 
102.91 
18.39 
7.64 
66.01 
5.47 
6.07 
16.57 
39.73 
13.09 
8.27 
3.96 
91.36 
4.3S 
7.44 
5. 12 
10.29 
21.4 
4.51 
8.05 
80.52 
9.08 
21.82 
17.76 
8.83 
26.86 
6.79 
14.11 
9.23 
5.06 
29.84 
26.15 
11.62 
2.03 
13.13 
19.9 
S.15 
10.72 
7.55 
8.74 
12.17 
12.75 



8.33 
10.83 
13.17 
47.2 
9.18 
24.32 
5.61 
10.72 
6.28 
6.37 
55.86 
7.44 
8.81 
12.11 
5.9 
9.25 
7.89 
12.54 
23.46 
263.17 
2.8 
24.03 
31.48 
95.51 
14.23 
7.98 
139 
3.94 
5.52 
14.62 
47.22 
11.66 
7.35 
6.69 
80.94 
3.88 
6.18 
8.14 
7.99 
17.79 
6.32 
8.79 
91.37 
9.43 
17.34 
16.87 
7.98 
26.84 
9.29 
13.18 
5.13 
4.61 
26.23 
35.86 
6.66 
7.18 
15.96 
19.23 
7.34 
8.26 
6.99 
4.22 
11.38 
6.94 



17.31 
24.65 
19.63' 
56.58 
10. 99 
32.55 
8.16 
23.8 
13.18 
12.56 
69.1 
9.1 
11.56 
13.07 
5.57 
18.07 
15.69 
17. 8t 
35.48 
279.79 
6.75 
27.21 
20.02 
132.32 
28. 59 
15.89 
172.9 
10.61 
8. 36 
18. 18 
36.2 
21.23 
17.74 
13.81 
71.7 
5.68 
9.49 
7.43 
9.75 
32.55 
10.63 
13.64 
87.72 
13. 33 
15.94 
20.08 
9.31 
31.77 
9.75 
22.49 
8.16 
6.09 
39.9 
51.75 
9.45 
10.2 
18.35 
18,62 
11.45 
11.6 
6.8 
5.73 
11.77 
10.08 



10.58 
15.49 
12.07 
31.02 
6.62 
18.42 
7.63 
11.64 
7.15 
6.43 
57.95 
8.5 
8.06 
7.31 
9.33 
7.99 
7.74 
18.63 
18.84 
153.75 
5.38 
17.41 
29.78 
51.89 
15.4 
7.58 
85.94 
4.5 
6.23 
13. 37 
40.72 
12.78 
7.68 
17.92 
59.79 
6.38 
6.39 
6.14 
9.32 
15.37 
6.94 
5.87 
32.16 
5.88 
8.37 
10.58 
8.74 
17.74 
14.24 
5.83 
5.34 
5.12 
17.03 
24.31 
10.5 
4.43 
14.6 
8.95 
10.83 
8.9 
4.75 
4.39 
10.69 
6.36 



6.71 
7.8 
8.1 

20.71 
6.21 

11.34 
3.91 
4.41 
3.26 
4.23 

47.99 
4.93 
4.98 

10.58 
4.37 
4.34 
4.42 

13.32 
14.7 
186.84 
2. 18 

19.54 

28.26 

45.81 
9.71 
4.07 

84.53 
1.25 
4.28 
8.16 

25.44 
8.27 
2.93 
6.26 

55.47 
1.67 
2.22 
1.91 
5.86 
7.32 
2.23 
3.8 

27.21 
3.81 
6.84 
7.07 
1.76 
6.47 
7.42 

2.n 

2.02 
1.19 
12.11 
15.42 
5.28 
3.16 
6.73 
6.33 
6.03 
4.28 
1.02 
1.17 
3.56 
4.33 



6.74 
10.66 
10.87 
31.82 
5.5 
17.52 
7.78 
11.41 
3.2 
4.03 
49.02 
4.27 
11.13 
7.74 
3.63 
5.36 
5.84 
13.8 
7.3 
122.03 
0.7 
13.78 
14.04 
56.22 
12.46 
3. 39 
44.49 
2. 17 
2.64 
8.91 
29.27 
8.08 
4.17 
3.85 
43.9 
1.79 
2.73 
2.31 
5.55 
16.77 
3.64 
2.92 
29.67 
4.9 
6.89 
6.38 
4.67 
12.94 
4.48 
3.95 
3.61 
2.67 
15.49 
18. 34 
8.79 
1.53 
8.07 
5.66 
5. 33 
5.31 
1.72 
2.36 
5.65 
7.41 



4.11 

10.74 
4. 57 

30.15 
4.81 

24.37 
7.66 
3.62 
2.66 
2.05 

51.12 
4.28 
4.05 

13.29 
5.8 
2.6 
3.67 
5.12 
7.36 

44.13 
2.69 

10.21 

27. 93 
28.1 
6.13 
2.14 

55.89 
1,78 
2.65 
7.89 

36.28 
5.57 
3.42 
3.35 

66.54 
1.78 
3.81 
3.36 
9.02 

22.06 
3.53 
2.96 

20.91 
2.31 
5.86 

10.73 
8.04 
6.6 
6.69 
3.56 
4.07 
2.27 

15.78 

35.37 
9.06 
2.05 
6.73 
6.29 
5.71 
4. 96 
2.91 
8.21 
4.51 
3.21 



5.62 
13. 91 
5.57 
29.31 
S.84 
18.13 
10.7 
6.37 
3.8 
6.21 
61.28 
4.21 
3.85 
16.36 
5.65 
5.71 
6.86 
8.05 
8.83 
69.43 
2.06 
10.44 
14.94 
59.69 
9. 73 
3 

55.75 
2.32 
2.47 
5.94 

29. 33 

13.01 
5.31 
9.95 

63.63 
1.55 
2.76 
M2 
7.12 

23.42 
4.19 
3.04 

14.48 
2.04 
4.83 
6.62 
7.67 

13.35 

17.82 
4. 39 
3.18 
2.31 
7.96 

27.75 
9.09 
5.24 

16.17 
8.15 
4. 93 
4.79 
2.26 
2.73 
2.36 
7.55 



13.35 

10. 18 
3.24 

28.57 
4. 99 

19.51 
6.35 

10.62 
4.92 
1.59 

54.87 
2.7 
9.74 
4.1 
4.1 
4.5 
4.04 
4.54 
4.75 

$7.15 
2.36 
S.U 

32.18 
105.21 
7.72 
2.26 

25.78 
0.43 
2.64 
4.14 

25.56 
9.17 
3.64 
4.71 

61.61 
2.23 
3.21 
4.13 
9.38 

27.43 
2.55 
1.11 

20.59 
2.13 
2.63 
8.14 
6.48 

15.87 
10.4 
2.66 
2.94 
1.55 

15.06 

35.03 

12.53 

2.n 

12.59 
6.52 
7.76 
6.17 
1.94 
3.16 
2.93 
5.61 
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Table 421 



10 



IS 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1OO1302 
NT2RP1001310 
irT2IP10DtS41 
WT2IP10013n 
RT2SP100t324 
NnSP1001349 
HnRPIOOUSI 

RnRPioonri 

NTZRPIOOmS 
IfTUPIOOtSSS 
NnHPIOOMIO 
1IT2RP1001424 
NnRP1001432 
IIT2RP1001449 
IIT2RP1001457 
NT2RP10014S9 
NT2RP1001466 
lfT2RP100147S 
irr2RP10Q14S2 

imiPiooisoQ 

IIT2KP1001S17 
NT2RP1001S4I) 
linilP1001$43 
NT2RP10QI54I 
NT2RP1001S50 
ifT2RP1001S$3 

imtpiooisss 

imRPIOOISBl 

imipiooisfil 

RT2RP1001584 
RT2RP100159f 
WnRPIOOICIC 
NT2tP100U54 
lir2tP10O1€85 
V17RP100167t 
RT2RP100f681 
lfT2RP10016M 
WT2IP2D 0000 1 
ir2KP20Q0O0S 
HT2RP2Q00007 
MnRF200000t 
IIT2XP20000I0 
WT2BP20000I1 
liT2KP 20O0OI7 
Xr2RP2000028 
IIT2n>2000032 
lfr2RP20OOO40 
lfnitP20Q0042 
IIT2RP200004$ 
lfT2KF2000051 
irT2KP20000S4 
IT2RP20O0OSI 
RT2ltP20000S7 
IIT2KP20000f7 
IT2M>20Q0070 
IIT2fiP200007< 

iir2RP20ooon 

VT2tm0007l 



WTzmoooott 
Rniraoooii 

VT2RP20Q0092 
VnSP200M97 

vnKPzooooss 



13.32 
7S.S8 
12.S 
47.33 
13.11 
8.69 
9.S4 
13.14 
24.66 
8.65 
13.37 
28.73 
9.64 
19.34 
23.3 
13. 6S 
8.39 
11.89 
1119 
3.9S 
9.08 
18.13 
28.09 
20.19 
12.99 
8. 32 
S.3 
S4.76 
39.08 
3.96 
172.68 
4.12 
4.03 
14. 62 
5.76 
8.69 
18.99 
6.52 
6.24 
9.03 
10.8 
5.65 
6.84 
9.36 
3.47 
4.74 
3.24 
15.29 
21.14 
5.83 
13.61 
16.51 
6.15 
7.7 
7.64 
522.83 
6.99 
14. 55 
9.19 
17.05 
33.24 
0.22 
10.19 
14.34 



15.35 
77.83 
10.19 
35.38 
11.52 
8.34 
13.7 
11.82 
22.66 
15.28 
15.22 
25.67 
7.96 
21.85 
38.81 
11.76 
4.23 
17.85 
20. 93 
5.63 
4.79 
18.45 
31.99 
16. 33 
15.98 
14.7 
7.23 
52.6 
33.85 
1.69 
220.01 
3.82 
1.77 
9.64 
6.54 
7.12 
18.82 
3.33 
4.74 
5.67 
6.31 
3.68 
5.53 
13.46 
3.05 
6.32 
7. 28 
8.48 
15.46 
3.94 
9.89 
12.89 
6.7 
5.49 
15.12 
440.99 
4.98 
10.4 
8.49 
20.32 
19.21 
2.2 

n.n 

13.24 



23.89 
107.95 
20. 

51.8 
14.26 

8.01 
11.81 
15.33 
28.03 
10.96 
15. 93 
34.05 
12.22 
20.51 

37.3 
16.02 

8.84 
12.8^ 
20.15 
10.18 
11.52 

18.1 
28.56 
24.14 
15.41 
14.31 
13.14 
55.46 
48.64 

1.05 
198.04 

5.18 

2.09 
12.33 

8.08 

7.86 
24.49 

5.96 

8.40 

13.4 
17.13 

9.46 
11.05 
17.26 

7.32 

6.74 

8.03 
28.46 
35.04 
13.32 

23.1 
19,57 
14.22 

9.31 
15.54 
557 
10.04 
23.49 
12. 
26.56 
39.37 

2.32 
12.54 
18.96 



11.51 

40.93 

13.97 

18.55 
8.91 
6.09 

11.62 
13.1 
8.27 

10.51 
8.65 

32.06 
8.66 

10.44 
24.2 

12.39 
7.44 

11.05 

19.85 
5.63 
5.37 
8.4 

25.07 
16.6 
9.88 
7.95 
7.37 

31.87 

38.88 
5.34 

20.64 
7.25 
6.09 

11.97 
8.07 
9.21 

14.39 
7.17 
6.13 

ii.a 

11.11 
7.12 
6.98 

10.79 
6.1 
8.06 

10.28 
11.5 

11.42 
7.43 

13.04 

11.83 
6.37 
7.63 

18.12 
464.06 
7.01 
9.32 
8.77 

22.32 

24.16 
4.37 

11.39 

13.26 



7.14 

36.67 
8.87 

17.75 
7.65 
3.98 
6.33 
6.47 
7.17 
4.01 

10.09 

24.11 
4.28 
6.36 

13.72 
4.68 
4.36 

10.38 

11.71 
2.65 
1.85 
4.89 
15.8 

10.89 
3.03 

15.82 
4.11 

21.44 

21.62 
1.73 

11.47 
3.83 
1.64 
7.7 
4.13 
3.08 
5.58 
2.61 
5.97 
7.14 
4.89 
2.84 
2.83 
6.33 
1.45 
2.13 
5.5 
6. 66 
8. 01 
3.18 
132 
9.86 
4.1 
5.41 

16.74 
449.31 
1.06 
7. 18 
5.26 

20.65 

a. 9 

1.08 
5.79 
8.07 



10.86 
35.03 
11.71 
13.75 
4.65 
4.38 
6.68 
9.99 
9.45 
1.7 
5.26 
29.55 
6.46 
4.06 
10.77 
8.62 
4.01 
6.52 
18.03 
3.16 

i.n 

3.69 
22.78 
13.4 
7.01 
5.57 
4.11 
34.31 
23. 18 
1.64 
19.54 
4.97 
4 

10; 52 
4.72 
4.08 
9.22 
3.23 
4.89 
5.76 
9.86 
3.88 
4.35 
9.28 
4.19 
4.67 
7.28 
9.38 

11.22 
3.46 
9.72 

11.02 
4.09 
5.64 

10.35 
610.82 
1.43 
6.26 
7.56 

23.39 

17.89 
1 

8.17 
9.3 



5.3 
13. 95 
8.61 
4.5 
7 

3.75 
6.92 
7.99 

13.37 
3.74 
5.57 

22.85 
5.04 
9.88 

10.68 
6.06 
3.12 
5.05 
11.8 
2.73 
2.31 
7.16 

25.04 
7.07 
6.04 
6.4 
3.68 

43.17 
31.1 
1.66 

81.72 
3.61 
2.04 
5.54 
3.98 
4.04 

11.12 
4.87 
6.42 
7.62 
6.74 
3.74 
3.2 
5.31 
3. 16 
3.21 
3.26 
4.88 

12.48 
3.62 

10.33 
9.84 
7.75 
12.9 
9.45 
418.05 
1.54 
8.55 
6.72 

19.38 

11.58 
2.25 
7. 35 
5.46 



9.24 
16. 52 
11.48 
6.14 
7.07 

I. 87 
4.67 
14.81 
13.91 

3.38 
5.88 
15.99 
7.62 
5.66 
7.09 
9.05 
6.63 
12.24 
14.09 
3.52 
4.4 
5.46 
22.39 
16.07 
9.72 
9.76 
3.77 
41.32 
28.26 
1.23 
38.4 
3.84 
2.78 
7.93 
9.32 
6.22 
13.68 
4.47 
5.79 
8.34 
8.3 
5.8 
3.54 
3.23 
3 

1.66 
3.13 
6.35 

II. 99 
5.2 

13.1 
7.65 
7.98 
3.34 
6.54 
662.99 
3.61 
8.84 
6.46 
14. 35 
9.95 
1.85 
3.3 
9.38 



8.54 

15.88 
9.2 
3.62 
7.14 
3.49 
4.5 
8.34 

22.49 
2.71 
7.15 

24.49 
6.96 
6.23 

13.11 
6.34 
4.14 
6.54 

12.75 
2.73 
3.24 
6.44 

21.45 
9.64 
7.53 
9.43 
3.88 

3L44 
33.8 
2 

33.43 
3.39 
1.59 
4. 12 
5.29 
5.1 

12.99 
3.87 
3.58 
6.39 
8.67 
5.37 
2.21 
5.5 
5.88 
4.03 
4.05 
7.25 

17.82 
3.96 

11.12 
7,91 
8.74 
4 

9.35 
850.93 
5.67 
8.57 
6.39 
14.55 

7.n 

1.49 
4.01 
18.83 
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Table 420 



10 



IS 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1 000780 
NT2RP1000782 
IIT2RP10007M 
irr2RP1000797 
NT2RP1000S00 
NT2RP100082S 
IIT2RP100083a 
IIT2RP1000a34 
irT2RP100083f 
IIT2RPt000837 
NT2RPtOQ084l 
IIT2RP1000S47 
lfT2RP1000tS1 
NHRPIOOOSSS 
KT2RP1000860 
NT2RP1000S02 
NT2RP1000$03 
irT2RP1000SOS 
IIT2RP1000915 

irr2RPiooosu 

MT2RP1000921 
IIT2RPt000943 
IIT2RP1000944 
NT2RP1000S47 229. 
NnRP1000954 
IIT2RP1000958 
IIT2RP10009S9 
NT2RP1OO0968 
HT2RP1000974 
NT2RP1000980 
l(T2RP1000IS1 
mRPIOQOOtt 
irT2RP1001OO2 
IIT2XP10010M 
NT2RP1001007 
IIT2RP1001011 
NT2RP10O1013 ISa 
IIT2RP1001014 
NT»P10fl1020 
NHRPI 001023 
IIT2RP10O1027 
IVT2RP10OI031 
irT2RP10010S3 
NT2RP1001042 
iinRP100104S 
irr2RP1001073 
RT2RP1001079 

vrzRPiootoso 
imRpiootiu 

mRP10Q11S9 
NnRP100n73 
linRP100117C 
IIT2RP1001177 
liT2RP1D011U 
NRRPIOOnOO 
IIT2RP100120S 
1IT2RP10Q121S 
lir2RP1D0122S 
linRP100t245 
lfT2RPI00t247 
NT2RP100124S 
IIT2IP1001253 
KT2RP100128I 
lfT2RP1001294 



19.06 
3.8 
23.21 
8.11 

€.14 
S.32 
12.86 
6.87 
4.7S 
14. 34 
17.63 
3.61 
15.4 
5.61 
10.67 
14.49 
11.82 
63.69 
81.28 
71.86 
6.66 
36.56 
.13 
8.73 
12.83 
51.88 
30.03 
16.61 
85.21 
14.84 
21.09 
23.42 
3.32 
5.36 
5.98 
04 
13.02 
12.63 
16.05 
5.55 
5. 67 
7. 93 
63.59 
9.83 
12.41 
38.47 
21.81 
57.87 
7.51 
4. 39 
52.66 
10.79 
14.18 
13.52 
93.58 
17.01 
11.8 
6.59 
€.32 
15.25 
84.68 
5. 14 
57.97 



11.29 

I. 98 
12.88 

7.21 
7.42 

10.58 
4.62 

13.91 
3.86 
2.83 

10.47 

21.93 
3.71 
23.9 
4.82 
7.93 

II. 64 
8.69 

60. 39 
82.59 
52.08 

5.16 
43.79 
162.3 
6.8 

9.08 
27.73 
20.71 
13.83 



17.88 
4.82 
16; 72 
12.88 
8.45 
8.77 
S.45 
14. 59 
10.29 
13.29 
22. 36 
45. 89 
7.21 
24.75 
11.39 
13.65 
18.42 
16.54^ 
8S.78 
69.7 
72.49 
12.72 
53.16 
242.56 
11.31 
19.99 
29.26 
21,11 
23.36 



82.27 107.69 
15.8 18.22 



10.38 
12.11 
4.31 
4.39 
6.54 



16.08 
25.95 

a 34 

9.57 
6.16 



170.77 232. 5€ 
1€.54 1€.2C 



15.72 
14.39 
8.55 
4.8 
€.3 
58.82 
10.21 
18.41 
46.51 
6.66 
45.81 
4.75 
5.23 
45.98 
9.9€ 
11.86 
13.24 
72.48 
15.57 
18.2 
5.31 
3.32 

12. n 

118.5 
8.32 
32.23 



12.22 
18.27 
17.95 
13.77 
11.72 
65.89 
13.29 
17.37 
52.14 
17.31 
82.08 
14.77 
11.13 
57. 6€ 
12,22 
11.53 
12.28 
94.49 
25.94 
17.52 

9.93 
10.27 
20.45 

77. 

€.9€ 
60.31 



11.55 
5.26 

If. 54 
6.28 
€.35 
8.58 
7.5 
8.48 
7.94 
5.43 

10.58 

20. 33 
5 

12.89 
9.47 
15.09 
14.24 
6.96 
55.83 
73.31 
27.75 
6.58 
29.61 
211.36 
9. 14 
13.3 
17.4 
23.97 
13.15 
78.1 
12. 59 
11.95 
15.71 
5.67 
6.91 
6.28 
168.44 
8.7 
15.74 
13.53 
9.25 
5.12 
6.43 
59.83 
8.26 
9.19 
22.17 
12.32 
49.33 
8.2 
7.48 
32.33 
5.4 
9.31 
9.53 
51.42 
10.31 
11.07 
€.03 
4.35 
15.52 
48.18 
7.42 
€2.38 



12.19 
2.11 
7.34 
1.88 
€.28 
2.44 
3.18 
3.38 
2.62 

I. 86 
7.41 

17.15 
2.22 
7.5 
4.26 
8.49 
5.67 
4.86 
55.49 
86.67 
31.76 
6.6 
24.97 
169.75 
2.72 
9.58 
13.14 
20.83 

II. 84 
98.09 
10.09 

7.25 
9.49 

I. 55 
2.92 
2.04 

147.11 
8 

11.78 

16.55 
6.73 
2.4 
4.31 

59.66 
4.99 
7.47 

29.03 
7.25 
42.8 
4.64 
3.15 

25.13 
2.87 
7.59 
6.55 

53.78 

II. 47 
6.07 
2.98 
3.87 
14.1 

37,13 
l.€9 
43.54 



16.36 
4.2 
8.03 
5.78 
4.56 
5.18 
3.17 
6.31 
4.87 
3.86 
9.61 
15. 75 
2.83 
8.85 
7.06 
17.09 
14.38 
6.4 
63.74 
61.79 
38.72 
3.97 
30.98 
208 
5.18 
12.08 
15.25 
19.34 
14.93 
99.97 
13.48 
9.77 
11.37 
2.59 

2. €4 
2.66 

154.85 
7.08 
16 

17.02 
6.98 
2.34 
2.18 
45.94 
5.95 
7.07 
25.48 
12.68 
51.52 
7.14 
1.42 
21.71 
3.22 
5.91 
5.34 
86.93 
12.47 
5.97 
4.57 
3.01 
11.98 
24.55 

3. €2 
78.24 



7.6 
3.73 
3.16 
3.95 
5.14 
5.33 
4.57 
7. €9 
5.98 
3.47 
13.44 
21.4 
3.04 
6.97 
6.83 
4.79 
12.23 
5. 28 
77.2 
53.76 
21.98 
5.28 
38.1 
187.13 
2.45 
€.34 
9.23 
9.71 
7.2 
80 
23.72 
8. 85 
4.78 
2.12 
2.01 
2.36 
178.26 
6.95 
13.8 
5.93 
2.42 
1.77 
2.83 
71.71 
3.06 
4.73 
25. 23 
€. 59 
16.27 
4.3 
1.19 
19. S€ 
4.03 
7.44 
4.8 
52.32 
9.75 
4.13 
2.73 
3.42 
13. 33 
27.4 
3.74 
53.21 



12. 92 
3.14 
8.05 
3.02 
4.53 
5.66 
14.3 
5.15 
4.8 
3.54 
9.9 
13.87 
2.47 
4.98 
5.9 
9.4 
14. 4S 
5.14 
80.56 
48.45 
23.9 
4.45 
30.4 
230.59 
4.94 
10.95 
12.74 
14. 32 
7.22 
57.54 
16.48 
10.68 
9.9 
2.77 
3.93 
4.56 
171.79 
5.82 
9.3 
11.5€ 
5.11 
3.34 
5.21 

83. a 

4.58 
4.86 

i5.n 

12.92 
50. 38 
5.24 
2.31 
17.05 
4.39 
8.55 
3.41 
75.19 
18.75 
11.34 
3.24 
3.7 
13.28 
9.2 
2.33 
40.65 



8.96 
3.36 
3.72 
a. 35 
6.09 
4.12 
3 

4.86 
8.86 
3.43 
11.55 
15.38 
2. 36 
5.2 
5.93 
9. 51 
21.38 
5. 21 
84.89 
5S.88 
25.92 
3.75 
32.9 
193.69 
9.97 
18. 
9.9 
8.82 
7.83 
67.02 
19.72 
7.42 
15.94 
2.28 
1.58 
2.02 
185. 19 
4.04 
14.27 
12. 91 
5.49 
2.2 
2.62 
74.44 
3.8S 
5.19 
15.85 
8.31 
44.78 
3.99 
1.17 
21.12 
6.3 
7.87 
3.43 
84.87 
14.31 
3.C 
2.91 
1.09 
15.08 
25. 6S 

2. 
43.49 
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10 



15 



20 



25 



30 



35 
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55 



NT2RP1D00386 
RT2R?100(M07 
]iTZRP1000409 
IT2RP1000413 
lfT2RP10004l8 
IIT2ftP100041S 
IITatP1000420 
IIT28P1000434 
NT2RP1000439 
irT2BPl000443 
IITZRP1000447 
IIT2RP1 000448 
IIT2RP10004S1 

r2Rpim4S8 

HT2RP100046S 
IT2RP10004S8 
iT28P1000470 

miu>iooo4n 

NT2RP1 000478 
IIT2RP1000481 

inr2itPiooo4n 

iT2RP1000Sn 
KnRP1000S22 
IIT2RP1I»0SSS 
■T2RP1000S44 
mRP1000547 
NT2RP1000551 

ir2apiooo5S7 

r2RP1000S74 
IT2R?10005n 
MraPI 000578 

vnRPioQOsai 

ir2RP1000503 
NT2ftP1000804 

iirapiooofos 

IIT2IP1000I13 
iT2ftP1000S22 
lfT2RP1000C27 
MT2RP1000S29 
1IT2RP1000830 
HT2RP1000S39 
RT2RP100Q840 
VT2RP1000Sa 
VT28P1Q0QI59 
lfT2fiP1000874 
IT2RP1800877 
IT2RP1000S78 
IIT2RP1000S88 
lfT2RP100O888 
IIT28P100089S 
NT28P1000701 
IIT2IP10007O2 
IT2RP1000713 
Mr2RP1000721 
fT2RP1000730 
IIT2RP1000733 
IT2RP10007S8 
MT28P1(Hn789 
IT2IP1000740 
irr2KP100074l 
irT2RP10007SO 
IT2ftP1000751 
iraPI0007f7 
IT2BP1000789 



37.77 
20.7 
24.93 
24.89 
8.92 
5.47 
22.79 
13.91 
25.29 
20.2 
8.08 
3.W 
4.19 
7.7 
3.88 
10.59 
5.79 
92.32 
15.37 
28.31 
20.43 
48.32 
31.35 
3.26 
15.77 
6.02 
7.57 
7.5 
10.89 
6.72 
6.59 
11.86 
11.3 
24.51 
11.66 
17.95 
S.3S 
4.69 
8.08 
7.73 
15.2 
7.36 
4.24 
23.32 
5.93 
14.5 
49.27 
8.01 
32.73 
17.35 
7.19 
7.2 
7.21 
15.01 
34. 22 
9. 95 
1.62 
19.87 
10.14 
3.82 
12.79 
10.42 
10.40 
4.03 



48.73 
11.19 
20.8 
20.12 
9. 55 
5.48 
21.95 
15.33 
35.1 
15.54 
15.72 
4.08 
7.13 
7.09 
6.63 
11.91 
2.68 
107.32 
19.72 
30.78 
14.94 
35.58 
42.08 
4.01 
9.6 
3.97 
6.25 
7.79 
7.63 
6.64 
4.72 
12.4 
18.39 
26.11 
13.43 
20.62 
3.34 
3.23 
7.69 
9.3 
13.58 
9. 59 
5.51 
18.8 
7.17 
24.32 
69.62 
6.65 
30.66 
14.65 
4.67 
10.25 
6.46 
8.63 
37.43 
10.41 
1.49 
17.5 
13.28 
5.92 
9.22 
10.46 
7.93 
4.96 



51.62 

17.51 

32.&3h 

32.27 

19.32 

8.66 
33.37 
17.37 
29.04 
27.59 
18.03 
14.01 

7.39 
11.38 

8.77 
14.42 
10. 4r 
97. 
31.56 
29.03 
23.34 
52.07 
42.76 

2.16 
19.95 
11.11 
20.26 
12.24 
14.91 

7.37 
10.08 
16.41 
27.51 
37.01 
21.36 
29.59 

9.13 

5.07 
11.36 

8.35 
16.62 
17. a 
12.04 
20.24 
11.83 
25.71 
36.95 
7.8 
30.93 
15.87 
10.84 
10.38 

7.91 
33.56 
42.87 

8.91 

4.67 
27.32 
13.49 

7.73 
13.66 

ir4 

10.97 
3.53 



24.07 
22,94 
23.46 
23.23 
9.98 
6.04 
16.39 
9.5 
26.55 

1^04 

9.49 
5.34 
6.28 
7.06 
6.04 
9.41 
5.27 
75.25 
11.53 
24.24 
16.46 
60.82 
21.13 
4.33 
8.16 
7.34 
6.79 
11.47 
6.66 
6.99 
5.29 
11.21 
6.2 
27.05 
13.95 
15.28 
5.39 
4.57 
7.12 
7.9 
7.62 
9.53 
6.49 
8.66 
6.23 
10.51 
29.7 
7.2 
19.81 
10.45 
7.55 
5.65 
6.66 
6.6 
27.42 
8.92 
5.56 
13.76 
8.2 
5.64 
7.67 
8.57 
6.93 
5.29 



21.15 
11.29 
10.36 
14.81 
6.1 
3.54 
16.84 
9.94 
26.88 
8.66 
4.04 
1.34 
2.08 
4.06 
2.34 
9.31 

I. 59 
82.97 

8.67 

26.58 
8.49 
43.2 

28.37 
1.36 
5.29 
2.91 
4.51 
5.44 
4.35 
2.31 
2.62 
L47 
5.55 

13.43 
9.13 

14.93 
2.07 
2.03 
3.71 
4.49 
5.84 
6.74 
2.96 

II. 69 
3.45 

1L87 
31.01 
2.8 
8.55 
3.47 
5.43 
2.25 
2.57 
3.3 
15.22 
3.88 
1.13 
6.59 
7.61 
4.22 
4.28 
5.65 
2.33 
3.09 



29.99 
15.13 
22.79 
20.34 
6.11 
3.99 
13.03 
9.87 
19.87 
7.S6 
7.9 
3.27 
2.05 
2.49 
3 

7.51 
4.02 

57.94 
8.82 

11.39 
8.21 
48.5 

20.27 
1.15 
4.62 
3.12 
3.98 
5.98 
2.94 
LtB 
2.74 
7.93 
5.03 

25.97 
6.90 

12.95 
1.19 
1.44 
2.97 
4.92 
8.02 
8.49 
3.77 
4.88 
3.48 
7.3 

14.48 
2.42 
17.9 
5.36 

1.64 
3.12 

4.n 

17.38 
5.5 
3.01 

15.22 
6.64 
2.64 
4.14 
4.98 
L54 
L58 



24.61 
8.7 
11.36 
6.71 
5.35 
4.07 
9.29 
16.13 
29.22 
5.79 
4.98 
1.83 
2.16 
4.41 
3.32 
8.52 
1.42 
30.6 
5.74 
8.04 
13.43 
36.73 
18.09 
1.34 
4.57 
1.8 
3.69 
2.72 
2.41 
2 

2.3 

11.76 
1.75 

13.69 
3.92 
12.7 
2.51 
1.45 
5.95 
4.54 
4.83 
5.28 
4.79 
4.8 
1.76 
5.18 
34.6 
6.02 

17.63 
2.82 
2.6 
3.18 
4.23 
2.95 

23.72 
7.94 
1.45 

15.07 
6.43 
L76 
7.19 
4.2 
1.45 
3.04 



14.84 
15.9 
15.76 
17.88 
8.54 
4.75 
9.88 
15.05 
23.74 
6.64 
7.69 
3.09 
2. 95 
2.72 
3.69 
6 

2.51 
83.57 

7.51 
10.78 
15.08 
37.16 

8.09 
1 

9.59 
4.52 
5.06 
3.24 
2.8 
3.14 
1.65 
7.04 
7.5 
26.68 
12.37 
12.66 
2.21 

I. 18 
2.89 

8.4 
7. 17 
6.04 
5.79 
5.33 
2.58 
10.1 

17.18 
2.46 

24.88 

6.n 

8.76 
3.24 
3.89 
3.62 

15.85 
2.92 
2.92 

28.31 

II. 92 
3.96 
4.29 
5.02 
2.21 
5.45 



IS. 66 
29.09 
11.35 
15.72 
6.35 
2.23 
11.08 
16.89 
23. 38 
10.23 
18.07 
2.48 
1.76 
2.94 
3.78 
7.58 
2.5 
85.18 
6.16 
1M1 
18.68 
31.64 
ILOl 
0.91 
8.27 
2.98 
3.29 
2.13 
3.1 
1.89 
2.85 
4.88 
4.02 
23.37 
8.18 
9.93 
0.46 
1.66 
3.59 
2.81 
5.87 
7.68 
2.35 
5.99 
3.57 
7.28 
10.04 
2.38 
21.39 
7.19 
2.45 
2.79 
1.7 
2.32 
27.4 
5.71 
1.28 
27.46 
8.57 
2.29 
4. 16 
5.07 
3.81 
L56 
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15 



20 
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NnnM0026)4 
NT2RI4002636 
NT»P1(K>000Z 
ITZftPIOOOOOfi 
NTZRPIOOOOIS 
NTZRPIOOOOIS 
NT2RPI000034 
IIT2RP1000035 
linRP1000040 
IIT2RP1000042 
NT2IU>1000iMS 
HTZRPIOOOOSO 
IRRP10000S6 
KT2RP10000S8 
imRPIOOOOSS 

rzKPioooofis 

IT2RPI000072 
IIT2RP1000073 
mRP1000078 
KT2RP1000079 
NT2RP1000080 
iT2RP100O08C 
IIT2RP1000087 
KTUPIOOOOSS 
NT2RP1000090 



NT2XPI00OIOO 642.61 



IIT2RF1 000101 
IIT2RP1000111 
IIT2RP1000112 
NT2ftP1000124 
IIT2RP1000125 
IT2RP10(K)126 
Vr2RP1000130 
IIT2RP1000154 
RT2RP1000163 

MnRFiooono 

RT2RP1000174 
IIT2RP1000I61 
ilT2RP1000191 
KT2RP1000202 
IIT2ltP1000239 
lfT2RP1000243 
irT2RP1000255 
RT2RP10OO259 
NHRPI 000261 
IIT2RP10O0269 
IIT2RPI000271 
lfT2RP1000272 
lir2RP10Q0279 
IIT2RP1 000290 
irT2RP1000293 
VT2RP1000331 
IIT2RP1000333 
IIT2RP1000336 
K72RP1000347 
r2RP1000348 
irT2RP1000349 



3S.43 
7.76 
23. 37 
2S.62 
10.72 
53.86 
19.47 
3.93 
9.61 
4. 53 
9.99 
U.26 
12.96 
24.16 
9.53 
6.22 
12.37 
10.81 
8. 39 
2. 25 
20.23 
2.12 
10.54 
6.06 
3.83 
4.37 
10.16 
18,67 
3.46 
34.17 
3.22 

|>T2RP1000353|180.66 



VT2RP1000356 
imRP1000357 
irr2RP1000358 
irr2RP10Q0360 
IIT2RPI000363 
ir2RP100037S 



8.22 
6.59 
38.64 
16.16 
7.32 
7.99 
93. 66 
18.17 
16.4 
3.77 
11.21 
L73 

13. n 

hi 
17.16 
29.14 
39.99 
30.81 
9.27 
5.69 
8.49 
8.5 
90*2 
42.88 
36.01 



8.01 
38.01 

9.65 
11.08 
37.26 

6.26 



4.99 
S.66 
33.13 
12.37 
9.13 
5.66 
89.94 
13.62 
12.21 
4.47 
13.33 
12.28 
17.86 
2.41 
17.65 
23.7 
32.45 
35.89 
9.25 
6.1 
8.44 
9.4 
68.37 
33.03 
34.5 
1542.2 
98.15 
7.95 
50.82 
22.22 
8.67 
53.28 
14.75 
3.52 
17.58 
4.62 
10.63 
14.61 
10.86 
14.94 
5.6 
4.43 
12.15 
8. 35 
2.66 
3.12 
11.57 
2.3 
8.91 
4.1 
4.19 
2.83 
8.8 
16.33 
4.07 
39.38 
4.33 
121.66 
8.29 
31.S2 
6.55 
7.25 
30.39 
6.27 



13.16 
10. 88 
4S.-9 
15.85 
12.92 

4.74 
88.11 
22.35 
23.34 

8.66 
14.61 

7.67 
17.27 

K36 
11.27 
36.49 
48.63 
43. 4i 
12.57 

5.36 

8. 35 

9.89 
62.22 
33.53 

36.9 
T396 
94.63 
10.33 
42.64 
19.79 
12.07 
57.25 
28.76 

5.78 
16 
7.7 
9.3 
16.73 

7.92 
24.74 

7.62 

4.68 
15.41 
10.69 

5.85 

I. 21 
26.77 

9.68 
14.66 

II. 1 
7.55 

13.34 
16.01 
24.52 
7.92 
47.03 
6 

192.83 
12.26 
38.61 
14.28 
16.85 
52.28 
9.53 



9.11 
5.63 
29.04 
10.42 
6.24 
10.16 
64.65 
15.17 
12.38 
6.24 
8.93 
5.34 
9.41 

4.8 

8.7 
16.13 
26.8 
17.05 
6.24 
5.53 
6.53 
12.4 
84.59 
24.16 
42.34 
306.69 
31.12 

5.26 
24.98 
7.84 

7.14 
42.69 
11.14 

5.04 
11.58 

6.31 

6.41 
10.84 

16.4 
18.17 

9.29 

7.85 
16.34 
9.6 
15.75 

5.48 

18.9 

5.22 
10. 51 
13.63 

5.54 

5.34 
10.64 
12.77 

6.45 
19.99 

6.49 
151.27 

8.92 
32.16 
10.15 
18.78 
41.73 

5.76 



4. 17 
3.08 
32.42 
5. 99 
3.84 
3.74 
53.66 
8. 64 
6.64 
2.47 
8.14 
2.29 
8. 14 
0.95 
3.73 
16.83 
23.08 
9.38 
5.48 
2.36 
2.81 
14.28 
56.96 
25.57 
38.64 
827.1 
33.53 
2.18 
11.61 
2.34 
2.95 
30.82 
15.19 
1.58 
5.58 
2.3 
2.75 
15.44 
11.07 
11.59 
2.89 
5.29 
7.48 
2.44 
5.57 
2.06 
8.83 
1.59 
4.61 
4.43 
1.62 
2.19 
S.H 
10.82 
3 

17.54 
4.16 



3.31 
3.09 
26.61 
5.72 

I. 22 
4.75 

86 
11.35 
8.09 
2.4 
5.51 
5.33 
4.91 
2.39 
4.52 
12.51 
25.9 
10.22 
5.5 
2.02 
2.65 
6.92 
88.52 
29.27 
45.67 
384.76 
50.26 
1.26 
20.15 
7.4 
7.79 
50.19 
12.69 
2.69 
5.03 
2.01 
3.81 
12.79 
15.31 
9.79 

II. 94 
6.41 

13.06 
9.12 
6.12 
2.18 

20.16 
2.18 
8.63 
7.63 
3.86 
3.45 
6.94 

14.23 
4. 58 

15. 37 
3.15 



98.19 147.88 



4.2 
21.31 
5.03 
9.48 
39.62 
4.97 



7.42 
27.89 

7.68 

8.41 
39.87 

3.78 



1.21 
2.42 

13.28 
9.46 
4.29 
7.93 

72.54 
7.31 
5.04 
1.5 
8.56 
2.26 
6.92 
2.76 
5.36 

21.73 

35.59 
9.08 
2.69 
2.99 
4.1 
7.93 

51.31 

22.12 
26,7 
1509.9 

29.26 
2.31 
18.5 
4.52 
4.48 

47. a 

8.3 

2 

6.39 
2.67 
5.44 

10.24 
6.1 
7.42 
8.48 
2.34 
9.35 

13.53 
7.38 
4.74 
9.94 
2.89 

10. n 
6.81 
2.95 
2.78 
8.71 

17.03 
4.14 

14.54 
4.9 

118.94 
6.21 

24. 36 
4.14 
8.09 

83.79 
4.87 



3.45 
3. 32 
16.85 
7,61 
2.29 
7.02 



2.39 
2.29 
17. 96 
8.28 
4.19 
6.47 



94.51 102.97 
9. 51 10. 39 



.39 

.51 
.29 
.09 
.33 
.39 



9 

1 

7 
2 
3 

1 

8.5 
27.58 
35.1 
9.67 
7.89 
2.23 
3.05 
6.49 
53.27 
38.13 
26.11 
896.88 
23.54 

I. 62 
13.38 

4.07 
7.44 

64.98 

10.06 
2.85 
4.65 
3.54 
4.09 
5.66 

13.72 
9.13 

12.01 
3.31 

10.82 

11.26 
4.73 
1.71 

14.85 
2.48 

II. 05 
6.19 
1.13 
6.07 
5.87 

16.82 
3.03 
7. 37 
4. 23 



4.11 
0.43 
5.06 
1.81 
2.85 
2.38 
8. 
32.86 
31.66 
6.54 
4.73 

I. 19 
2.07 
7.97 

70. 97 
29. 

29.29 
763.21 

17.24 
2,57 

13. 37 
4.19 
4.25 

53,17 

14. 98 
2.74 
5.07 
2.2 
3.96 
5.53 
9.91 
15.3 

II. 59 
5.03 

12.98 

18.39 
4.58 
2.26 

10.84 
2.25 

13.98 
8.17 
3.16 
2.66 
8.68 
19.7 
3.73 

12.73 
3. 34 



165.86 159.59 
5.29 12.39 



33.21 
4.11 
9.21 

24.41 
4. 58 



30.56 
2.37 
9.08 

33.64 
3.63 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



imilll4002240 
IIT2ni40022Sl 
NT2M40D22«fi 
IIT28M0022S2 
IIT2IHH0022fi6 
linBM002276 
RT2ni400227B 
linnM082281 

mmamv! 

MT2iaM(l022l4 
RT2ni40022l8 
RT2n4002301 
HT2SIMOa230S 

tfnnM00232a 

NT2IHM002334 
INT2idM002339 
1IT2RI40O2344 
JIT2ni400234S 
MT2nM002a52 
lfT2BM002362 

HnnMO023n 

linnM002374 
VT2Ri4002378 
RT2iai40D21B3 
1112014002380 
VT2RII4002398 
IT2ni40024Q9 
NT7BM002414 
IIT28IM002438 
VT2RM002440 
KT28M002448 
MT28M0024SQ 
MT2nM002452 
IT2RM0024S7 
172014002488 
IT2nMm2480 
112014002484 
IIT2SM02478 
RT2iaM002482 
inn400248B 
lfnKM00248S 
IT2RI4002499 
Rnni4002S04 
NnnM002S08 

iinnMoo2sio 

RT2»4002527 
IIT2BM002S32 
lfT2n4082S34 
VT2im4imS3S 
m8M(»2SS4 
NnRII40025S8 
NnRi4002y8 
lf728i4002S87 
NT2RM002571 
IIT2nM002S72 
1IT2RM4002577 
lin8M002$83 
IIT28II4002S84 
1112014002883 
HT2tt4002S94 
I72IS40028O4 
Ifr2»4002814 
ir7Z8M002818 



41.31 
3.39 
4.28 
28.4 
32 
14.48 
18.11 
9.29 
17.77 
8.99 
84.78 
3.87 
28.88 
7.81 
14.48 
38.88 
17.19 
7.88 
44.08 
39.95 
9.44 
0.94 
14.29 
8.87 
8.2 
16.51 
3.91 
18.88 
3.96 
32.39 
18.18 
8.69 
tS.3 
193 
5.3 
5. 82 
5.03 
40.28 
13.86 
18.44 
8.53 
18.98 
24.74 
9,92 
17. 14 
5.27 
2.04 
6.24 
9.02 
6.47 
10.72 
7.12 
8.35 
3.38 
3.42 
17.78 
28.86 
24.55 
13.18 
17.08 
8.24 
14.57 
31.41 
6.22 



33.08 
3.89 
3.3 
21.79 
29.71 
13.71 
14.14 
8. 88 
18.88 
8.14 
82.55 
3.23 
19.13 
8.27 
8.8 
28.81 
8.04 
8.39 
33.98 
26. 35 
6. 99 

I. 53 
7.3 

4.67 
7.31 
8.98 
1.86 

15.18 
4. 99 

17.01 
7.87 

5.n 

12.18 
4.n 
7.18 
9.3 
8.81 
37.05 
18.31 
12.03 
4.88 
15.44 
20. 57 
11.26 
20.34 
5.32 
3.38 
4.2 
8.87 
7.38 
10.21 
9.02 
6.05 
3.03 
1.92 
12.81 
37.71 
38.28 

II. 32 
15.68 

8.88 
8.99 
23.47 
8.78 



34.96 

6.47 

5.05 
26.58 
28.88 
15.87 
14.01 
12.79 
14.41 

6. 14 
58.47 

3.63 
24.79 

5.98 
18.78 
51.52 
22.21, 
12.5^ 
54.03 
45.23 
7-1 

2.98 
14.88 
12.54 
15.14 

16.5 

5.55 
32.88 

8.08 
28.82 
12.29 
10.55 

20. 
9.2 



10.61 

7.71 
48.08 
28.38 
20.84 
11.35 
26.91 

17.4 
12.04 
27.82 

5.24 
12.81 

12.1 
16. 41 

8.92 
14.55 

9.26 
12.48 

4.85 

7.29 
20.74 
48 
41 
14.82 
20.52 

8.88 

9.81 
38.09 
13.92 



23.86 
4.89 
4.37 
14.04 
24.62 
14.53 
7.25 
12.53 
11.94 
5.51 
42.58 
8.49 
14.02 
7.59 
21.2 
34.79 
10.94 
5.63 
33.98 
28.03 
8.69 
5.8 
12.48 
5.61 
6.97 
15.05 
4.87 
21.65 
7.18 
38.22 
14.29 
7, 51 
12. 34 
5.51 
7.94 
8.18 
5. 37 
41.61 
15.72 
12.49 
5.77 
11.24 
17.01 
6.45 
13.7 
9.73 
3.92 
6.74 
7.91 
4.87 
8.7 
6.37 
6.62 
5.3 
5.02 
8.52 
24.28 
25.45 
7.42 
11.9 
5.84 
12.08 
28.19 
7.63 



21.39 
3.61 
2.61 
9.23 
15.02 
13.38 
7.14 
4.74 
5.05 
2.38 
28.72 

2.3 
9.84 
3.28 
9.98 
27.9 
8.27 
3.79 
35.28 
24.7 
3.38 
0.19 
5.38 
3.39 

3.2 
12.49 
1.55 
23.59 
3.81 
20.77 
6. 56 
2. 92 
7.95 
3.34 
S.54 
6.55 
2.82 
24.81 
10.35 
8. 35 
2.46 
8.53 
12.22 
4.88 
8.64 
2.73 
2.01 

2.8 
3.99 
2.87 
6.87 
4.48 

4.6 
2.26 
1.86 
7.02 
17.87 
15.38 
4.85 
10.98 
3.74 

5.4 
21.94 
3.89 



33.98 
2.4 
2.38 
12.13 
21.58 
16.53 
10.52 
10.08 
12.57 
5.99 
43.84 
3.07 
17.37 
7.4 
15.23 
40.82 
8.93 
3.52 
37.69 
27.77 
4.42 
1.91 
11.68 
r94 
6.3 
8. 92 
2.44 
21.32 
4.94 
30.03 
8.04 
4. 53 
8.52 
2.74 
4.54 
6.42 
2.94 
36.24 
15.81 
8.73 
3.89 
18.09 
12.67 
4.22 
11 
4.8 
0.75 
3.28 
2.92 
2.29 
5.1 
3.35 
3.2 
1.53 
0.9 
10.13 
13. 18 
14.04 
4.9 
5.12 
2.95 
4.41 
0.84 
4.81 



42.08 
2.93 
2.35 

20.41 

34.67 

15.37 
3.88 
8.18 

14.23 
3.84 

69.57 
3.59 

30.57 
8.04 

10.19 

21.13 

15.04 
2.31 

25.21 

28.92 
5.88 
M9 

12.33 
3.24 
4.57 
7.11 
2.22 

20; 36 
4.85 

30.94 
5.21 
1.81 
9.04 
3.42 
4.93 
6.02 
2.52 

37.84 
9.15 
7.84 
1.55 

18.09 
5.73 
2.88 
8.3 
7.63 
2.59 
1.88 
0.97 
2.04 
5.89 
5.55 
2.87 
2.88 
0.78 
3.18 
6.08 
7.11 
3.83 
3.63 
2.65 
5.49 
13.84 
3.87 



38. 96 
2.15 
2.33 

14.34 

32.96 

10.08 
8.03 
9.78 
12.4 
2. 35 

84.59 
2.99 

32.67 
6.9 
12.3 

20.38 

14.72 
4.45 

30.31 

25.84 
.3.57 
2.71 

14.05 
5.28 
8.71 
8.78 
2.93 

19.06 
4.1 

28.11 
8.83 
3.53 



34.54 
8.99 

10.26 
3.88 

16. 97 
8.11 
4.99 
5.68 
6.1 
1.83 
3.47 
4.02 
1.83 
7.82 
4.05 
5.5 
1.83 
0.74 
8.47 

13.66 

11.26 
4.05 
4.19 
0.99 
5.87 

17.54 
5.8 



43.61 
17,6 

I. 46 
24.05 
37.89 

9 

7.88 
8.22 
14.92 
2.91 
61.48 
3.21 
35.82 
4.8 
13.22 
29.16 
15.42 
2.41 
27.97 
24.85 
3.37 
2.57' 
18.09 
8.48 
7. 54 
5.38 
0.87 
17.22 
2.07 
25.22 
33.19 
7.42 
9.95 
3.16 
3.12 
3.91 
2.23 
34.16 
19.35 
14.04 
3.31 
14.06 
7.63 
2.98 
5. 29 
4.65 
2.16 
2.45 
2.94 
1.15 
7.9 
5.48 
6.18 
1.84 
1.09 
5.97 

II. 34 

5.n 

2.43 
2.45 
1.52 
6.71 
27 
5.83 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2I»4001889 
NT2MM001894 
NT2RIMQ01897 
irr2RIM001899 
l(T2IUI4001905 
NT2RIM001922 
NT2RII4001930 
KT2RII4001938 
NT2UI4001940 
NT2IUI4001942 

inr2RiMooi95a 

irr2MM0019SS 
NT2RII40019(S 
irT2ni40019S9 
1172014001974 
NT2nH00T979 
NT2RM400I980 
NT2fm400t984 
MT2RM4001987 
irr2«M002013 
irT2IM4002018 
irT2UM002033 
IIT2RI4002034 
NT2RII4002044 
NT2Ril4002047 
IIT2Ri4002054 
NT2Ri40020SS 

muMoonso 

IIT2nM0020S1 

mni4002Ofi2 

NT2m40020S3 
r2M40020S6 
11721014002087 
NT2Ri4002073 
irT2»4002Q74 
IIT2ni400207S 
NT21UI4002078 
IIT2iai4002078 
II72III4002081 
NT2ldM002082 
MT2MM0020i3 
Nnni4002109 
liT2RI4002115 
IIT2Ri4002118 
172814002128 
il72nM002137 
r2M4002139 
|f72nM002140 
M72RI4002145 
II72RM80214S 
II72RI4002181 
irr2fii4002174 
I72I9I4002178 
lf72ni40021S0 
li72RI4002185 
H72ni40021S9 
H72RM0021M 
Il72ni40021f8 
I72RII4002205 
r2nM002213 
mM40022T6 
117211114002226 



71.31 
10.85 
30.62 
8.71 
4.19 
8.04 
10.52 
42.04 
11.88 
40.15 
7.8 
2.56 
9 

51. 6S 
9.53 
12.38 
23.89 
94. 16 
9.67 
7.05 
15.54 
18.51 
6.2 
9.06 
29.36 
20.66 
31.19 
21.76 
10.36 
9 

97.19 
8.61 
7.96 
10.87 
34.87 
13.13 
12.66 
5.06 
61.79 
12.47 
28.78 
9.61 
5.91 
9.41 
37.45 
8.86 
10.72 
4.03 
13.52 
9.85 
53.03 
42.85 
10.01 
12.55 
29.73 
43.79 
7.67 
41.77 
65.16 
10.02 
21.88 

7.n 

41.57 
7.28 



49.62 
7.93 
32.08 
10.37 
5.16 
9.67 
7.5 
27.93 
11.93 
39.79 
8.46 
5.71 
9.88 
52.74 
10.35 
21.98 
19.24 
97.18 
6. 39 
10.61 
16.72 
18.01 
4.97 
7.36 
20.58 
17 
30.54 
18.7 
12.77 
11 

68.62 
5.55 
8.56 
18.12 
29.49 
16 
9.69 
4.42 
41.41 
11.63 
23.31 
9.51 
6.93 
7.3 
58.41 
5.7 
7.46 
2.83 
11.7 
17.52 
50.09 
50.59 
10.09 
13.35 
19.51 
41.64 
6. 99 
35.89 
103.46 
12.63 
23.22 
7.03 
37.46 
7.73 



81.98 
15.01 
44.07t 
11.78 
10.36 
9.34 
13.46 
35.21 
17.44 
42.12 
12.88 
6 

11.74 
61.28 
15.87 
16.69 
22 



a 



11.58 
11.42 
17.68 
18. 38 
12.78 
15.25 
32.58 
25.07 
36.08 
21.85 
15.52 

9.24 

99.9 
11.75 
22.27 
21.45 
32.35 
13.48 
13.41 

4.84 
62.13 
21.52 
28.71 
12.26 
10.41 

7.03 
50.21 

4.74 
13.29 

9.32 
18.78 
15.66 
60.28 
52.56 
12.11 
13.21 
29 
55.35 
10.29 
39.22 
83.23 
11.47 
24.09 

5.96 
37.46 
10.06 



53.98 
8.59 
33.7 
7.79 
7.76 
12.13 
10.13 
26.34 

9.19 
29.48 

6.27 

5.41 

9.82 
70.45 

9.41 
16.74 
14.04 
64.27 

7.27 

5.92 
12.71 
23.63 

7.92 
10.05 
18.82 
17.46 
20.52 
12.08 

6.8 
10.93 
109.04 

8.31 
12.72 
11.17 
16.42 

9.5 
10.12 

7.24 
44.43 

11.3 
31.25 
11.79 

8.11 

6.27 
20.19 

7.73 
9.5 

5.97 
14.09 

7.49 
46.49 
30.41 

7.53 
15.19 

18.7 
22.67 

5.96 
19.41 
24.68 
6.5 
13.45 
10.01 
67.73 

4.62 



43.04 
4.29 
34.28 
4.55 
5.5 
4.62 
4.31 
18.3 
6.81 
25.03 
3.74 
2.95 
12.01 
40.89 
5.57 
8. 35 
16.93 
69.09 
4.78 
3.18 
8.41 
14.06 
4.07 
4.49 
16.22 
15.74 
17.55 
11.37 
7.53 
6.62 
77.98 
3.06 
22.89 
10.75 
15. 53 
9.68 
6.41 
1.99 
23.08 
5.46 
27.4 
5. 56 
5.84 
4. 66 
26.02 
3.31 
3.57 
2.53 
10.76 
7.31 
40. 37 
24.15 
4.92 
8. 36 
7.96 
17,47 
5.23 
14.19 
28. 75 
3.78 
7.91 
6. 36 
42.88 
3.54 



45.93 
4.67 
35.89 
4.65 
4.54 
8.49 
4.77 
24.57 
6.54 
26.5 
4.54 
2.84 
7.33 
59.05 
8.09 
12.5 
18.71 
81.77 
4.84 
5.3 
7. 52 
15.67 
6.05 
7.82 
17.19 
9.49 
11.13 
8.76 
3.99 
5.33 
163.08 
3.95 
4.97 
7.5 
13.85 
8.27 
6.32 
2.02 
49.45 
8.36 
16.46 
6.25 
4.18 
1.89 
17.58 
3.74 
7.97 
3.54 
8.24 
6.12 
39.91 
28.58 
3 
11 

18.84 
26.66 

2.74 
21.77 
36. 65 

3.22 
12.62 

6.33 
64.51 
3 



68.83 
4.77 

33. 56 
3.35 
4.99 

17.26 
4.26 

35.05 
7.09 

19.62 
3.46 
2.21 
7.4 

86.01 
5.17 
5. 35 

17.76 

75,44 
2.35 
2.56 

18.32 

18.72 
2.33 
4.17 
21.2 
16.1 

16.47 

14.04 
4.33 
6.65 

52.62 
4.25 
2.38 
4.23 
5.51 
2.81 
4-7 
1.56 

46.13 
4.38 

17.58 
5. 64 
3.3 
3.74 
13.66 
6.06 
5.86 
2.11 
10.97 
9.29 
51.33 
27.02 
3.7 
9.67 
13.92 
26.11 
5.92 
29.68 
24. 56 
4.61 
20.89 
6.06 
42.92 
2.94 



64. 57 
6.73 
30.42 
3.47 
5.17 
7.42 
7. 33 
37.8 
10.88 
21.25 
2.56 
3.3 
10.04 
53.06 
7,89 
17.32 
22.69 
72.18 
4.35 
4.02 
10.81 
13.95 
3.53 
10.69 
22.06 
15.14 
15.97 
16.74 
4.04 
4.68 
59.12 
4.81 
10.48 
11.4 
8.53 
4.16 
4.64 
2. 18 
69.55 
5.75 
15.02 
7.44 
3.14 
1.96 
5.39 
4.03 
8.61 
4,66 
13.55 
8.25 
53.96 
24.86 
2.29 
9.09 
22. 12 
42.39 
2.6 
28.52 
34.17 
2.19 
17.99 
4.45 
35.21 
7.15 



48.87 
3.99 

25.18 
2.33 
3.45 
9.7 
9.75 

24.49 
7.99 

18.41 
2.64 
2.4 
8.64 

72.22 

12.14 
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5. 33 
13.48 
12.69 
S.34 
8.36 
2.44 
42.21 
6.79 
4.27 
9.04 
1.98 
13.73 
8.32 
6.41 
4.3 
30.8 
23.01 
30.18 
1.63 
23.26 
4. 37 
3.86 
12.01 
7.15 
38.3 
1.65 
3.24 
14.89 
2.97 
1.01 
7.19 
10.44 
9.71 
7.06 
3 

3.24 
4.41 
3.2 
2.58 
27.83 



5.95 
7.62 
7.23 
2.34 
0.38 
1.7 
0.54 
8. 69 
20.01 
8. 75 
43.67 
14.19 
26.24 
26.1 
0.91 
3.92 
13. 57 
13.88 
5.07 
12.64 
2.89 
0.9 
11.21 
74.31 
0.9 
8.42 
9.52 
4.84 
3.78 
1.93 
37.2 
4.74 
1.82 
4.99 
0.75 
7.28 
3.56 
9.44 
4.16 
25.19 
22.17 
18.74 
0.08 
16.76 
0 

5.43 

11.17 
5.26 

22.85 
0.84 
2.25 

11.45 
0. 85 
1.61 
8.58 
8.97 
8.8 
3.18 
1.87 
3.7 
3.82 
3.41 
0.86 

12.47 



8.48 

11.8 
1.86 
3.5 
2.02 
4.46 
1.64 
18.72 
32.36 
10.42 
13.09 
28.89 
37.21 
50.41 
2.65 
5.66 
20.15 
18.49 
4.36 
23.95 
2.46 
3.28 
13.94 
23.22 
3.23 
11.93 
10.22 
8.09 
6.7 
2.62 
47.45 
5.08 
2.44 
7-31 
2.98 
15.8 
9.08 
10.62 
6.95 
32.64 
23.68 
28.8 
1.3 
22.03 
1.8 
8.7 
25. S 
7.72 
38.78 
2.49 
2.45 
IMS 
1.92 
4.75 
13.27 
17.98 ' 

n.4 

4.59 
1.55 

5.1 
3.28 
5.87 

2.1 
20.55 t 
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10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



wmkwmt 

IMmi002S65 

IAMA100Z6i2 
1IAIMA100{6« 
MAMA1002698 
MAIMAIOOKM 
IIAWA1002701 

HAWAitrazros 

IMHA1002711 
1MHA1002712 
HAIilAIOOZTIS 

mmmzm 

iMMA10027Z7 
IAaU1002728 
MMA1002742 
■MIU1002743 
iMIIA1002744 
iMIIA100274( 
IMIIA100274a 
IIMItt10027S4 

MMA10Q27I2 
IIAIM1002764 
MAMA10027$S 
MIIA1002769 
IAaU1002771 

MnA100278() 
HAMA1002782 
IMmi002795 
Mam002798 
IMHU100280S 

lUHuioozm 

HMM1(»2807 
iMMM1002814 
IMnA10Q2817 
IMmOQ2820 
IIAaiA10Q2830 

IMMA1002S3S 
IMMA1002U8 
IMmi002B42 
■MM1Q02843 
IMmi002844 
IIMM1002S45 
MHA1002SS7 



11.4 
fi.09 
45.5 
18.2 
11.32 
12.93 
5.98 
8.9 
9.54 
8.28 
5.33 
25. 1 
10.78 
14.75 
11.97 
4.68 
14.39 
7.42 
5.86 
203.39 
14.02 
13.89 
41.83 
1.97 
7.49 
14.85 
3.59 
132.2 
11.39 
7.34 
10.29 
3.01 
a7.45 
5.07 
5.1 
4.5 
5.94 
7.95 
3.62 
18.13 
44.71 
3.M 
8.85 
214.03 
35.45 
2.83 
11.11 
18.2 
8.38 
7.03 
2.88 
706.2 
IIMUl100285tf2294.S 



IMW1002863 
IMU1002868 
MAIItt1002869 
MmiOQt871 
IMM1002875 
IMmOQ2879 
IMmi00288Q 
Mmi002881 
Umi002885 
IWU10Q2886 
MM1082867 



7.34 
37.22 
27.07 
14.38 
10.61 
85.9 
3.99 
8.75 
3.52 
26.73 
4.31 



14.99 
7.03 
69.25 
21.13 
15.65 
20.62 
5.53 
8.42 
10. 93 
7.75 
9. 37 
32.61 
13.98 
23.34 
12.21 
7.56 
14.75 
10. 89 
7.13 
279.55 
17.19 
22.29 
52.92 
3. 26 
8. 51 
17.76 
1.64 
159.47 
16.4 
7.13 
13.85 
3.94 
33. 73 
6.15 
4.96 
6.79 
10.22 
9.3 
2.38 
22.17 
48.76 
4.65 
7.77 
2n.57 
43.35 
4.62 
14.42 
19.62 
8.96 
7.49 
3.31 
952.23 
2940.8 
6.7 
42.58 
27.29 
15.38 
9. 93 
153.46 
4.47 
7.02 
4.77 
26.24 
6.26 



17.9 
11.38 
80.49 
33.24 
15.97 
16. n 
9.57 
9.87 
23.31 

)tsi 

9.52 
44.74 
19.02 
34.41 
14.44 

7.57 
20.55 
16. 3i 
17.65 
292.72 
15.98 
19.83 
97.53 

4.93 
12.58 
22.12 

11.4 
185.48 
28.38 
16. 56 
24.43 

5.73 
58.09 

6.67 
13.58 
10.64 
11.38 
18.26 

6.99 
39.72 
77.02 
7.4 
12.62 
281.23 
56.35 
14.15 
31.41 
33.31 
10.43 

9.64 

8.62 

1146 
1870.4 
14.07 
112.8 
44.22 
24.35 

8.16 
165.38 
13.13 
17.49 
10.68 
71.16 

14.8 



15.12 
9.76 
54.25 
18.58 
11.87 
15.69 
4.13 
7.25 
11.25 
8.05 
5.1 
24.49 
10.41 
24.21 



.62 
.77 
.28 
.15 
.65 



7, 
4. 
11 
7 
5 

297.21 

10.59 

22.11 

62.43 
1.96 
5.49 

11.35 
2.56 
173.16 

10.76 
5.42 
5.77 
4.17 

84.46 
4.47 
4.26 
2.77 
3.51 
5.36 
3.71 
27.6 

44.68 
2.69 
4.45 
229.96 

30.19 
2.49 

18. 22 

21.65 
6. 56 
4.13 
2.22 
1100.2 
2372.6 
6.73 

66.03 
74.9 
3.88 
4. 59 

90.95 
3.43 
5.86 
3.3 

37.73 
6.26 



13.04 
5.9 
6^78 
22.22 
13.24 
20.34 
4.23 
7.35 

s.n 

7.51 
10.31 
33.98 
15.42 

29.1 
10.08 

4.14 
10. 99 

8.24 

6.92 
297. 38 
10.28 
23.47 
49.67 

3.41 
4.9 
12.08 

2.22 
185.47 
16.28 
10. 33 

11.7 

3.21 
48.03 

3.43 

5.86 
4.7 
7 

11.22 
4.26 

21.23 

36.22 
1.42 
5.02 
268.12 

48.83 
4.86 

13.58 

17.53 
6.63 
4.73 
3.46 
1170.5 
1763.7 
7.47 
44.4 

47.13 
5.79 
5.33 

121.6 
2.59 
8.28 
3.4 

28.68 
3.45 



14.83 
8.37 

56.03 
20.8 
9.54 

11.67 
3.62 
7.75 
9.02 
8.6 
6.85 

29.72 

12.16 

25.59 

13.25 
4.42 

13.97 
4.7 
6.82 
218.05 

10.18 

15.54 

62.65 
2.27 
6.1 

11.06 
2.31 
170.91 

13.47 
6.06 

10.08 
3.23 

52.49 
3.09 
4.79 
2.89 
2.99 

10.66 
2.36 

23.03 
39.5 
2.37 
3.82 
260.12 

31.33 
1.91 

15.03 

15.65 
6.17 
3.32 
1.79 
914.39 
1167.7 
6.7 

48. n 

42.55 
4.67 
3.55 

91.59 
1.91 
6.29 
4.24 

31.72 
6.36 



12.19 
9.45 
66.39 
25.58 
13.67 
14.21 
3. 38 
2.28 
7.69 
5.96 
7.2 
36.76 
15. 37 
25. 28 
6.69 
3.66 
10. 36 
4.46 
4.72 
240.28 
5.71 
12. 39 
35.95 
2.78 
6.53 
11.12 
1.99 
152.23 
14. 81 
7.41 
4.64 
5.9 
34.89 
4.23 
6.17 
3.8 
1.75 
9.08 
4.15 
24.44 
45.03 
1.9 
4.58 
2y.75 
56.07 
2.5 
12.7 
18.5 
6.89 
3.78 
1.82 
1224.8 
3253.7 
10.22 
34.24 
24.18 
3.41 
2.05 
134.87 
L37 
10.75 
2.69 
26.26 

3.n 



8.95 
4.05 
47.78 
15.85 
9.79 
4.61 
2.66 

5. n 

7.85 
6.56 
5.75 
18.9 
13.13 
14.17 
8.26 
3.97 
11.19 
4.93 
3.48 
159.35 

6. 31 
9.78 
33.09 
1.33 
3.04 
5.72 
1.02 

100.87 
9.65 
3.51 
4.85 

1.8 
23.26 

2.8 
L83 
0.29 
1.74 
3. 61 

0. 61 
17.51 
34.09 

1. tt 
3.34 

84.59 

31.41 
0.14 
4.89 
8.81 
4.51 
1.87 
0.92 
597.31 
1423.1 
L€8 

23.46 
21.4 
1.65 
0.93 

73.22 
0 

4.45 
0.63 
17.17 
1.7 



8.53 
7.02 
71.4 
14.12 
13.55 
5.68 
3.46 
1.68 
6.66 
6.22 
6.86 
37.16 
12.91 
20.72 
7.29 
3.59 
14. 35 
6.1 
6.01 
257.9 
6.17 
3.07 
52.81 
2.98 
7 

16.48 
1.03 
138.71 

13.58 
6.05 

10.59 
2.75 

53.34 
2.68 
4.75 
3.67 
3.7 
6.4 
2.13 

32.38 

60. n 

3.31 
5.96 
195.17 
58.94 
2.49 
21.91 
13.46 
5.73 
4.09 
2.1 
410.7 
844.59 
6.73 
47.24 
2S.44 
2,57 
2. 17 
108.93 
2.3 
6.2 
2.73 
36.38 
3.28 



1414 



EP1 074 617A2 



Table 400 



UHU1002390 
aAaut0023l2 
IIAIIIA100239fi 
MIU10023I9 
IIAIIU1002400 
iiMIA1002409 
IAniA1002411 
IUIIIA1002413 
IMIMA10a2417 
IAMIA1002427 
IMW10O242S 
ilAIIIA1002433 
IIAIIU1002434 
IIMiU100244< 
IAaU1002447 
KAIIMI002454 
HAIilA10024S1 
KMMA10024S3 
M«IA1002464 
IAIIU10Q2466 
IMHA1002470 
IIAWA1002475 
■MIIA10024I0 
IIAIIIA1002tt5 
il«MA10024M 
MMIU10024M 
MWiM1002524 
IMmi002530 
IIAIM1002538 
liMmi00254S 
iMMA1002SS4 
MABU10025Sfi 
IAaiA10025€t 

■Mim0025l6 
MMHA1002571 
a«MA1002573 
MIIIA1002576 
mM1002St4 
MMiAt002585 
IMMI002S8S 
iAiMA10025tS 
■IMU1002S9Q 
iAam002S93 
IMIIA10025I7 
IUilU1002S98 
IUWA1002S03 
iMHAt002(12 
iMM1002S17 
iMIIA1002S18 
IMHA1002I1I 
iMHA1002S22 
IIABtt1002S23 
IIMHA1002I2S 
MWA1082S27 
IIMmi002i2i 
IIMM1002f31 
■Mmi002i33 
INHA100283f 
iMIU1002S37 
IIUM1002S4f 
■MU1002S48 
MIWI002(SO 
IMM1002iS2 



16.21 
4.77 
2. 99 
9.67 
72.46 
6.49 
9. SI 
34. 97 
36.62 
8.6 
S.09 
14. 16 
4. 26 
6. 39 
4.71 
3.91 
27.3 
9.24 
3.98 
4.66 
4.68 
17. 39 
51.46 
19.11 
22.66 
5.27 
11.96 
2n.32 
1.6S 
2.59 
115.83 
4.63 
15.67 
20.13 
5.49 
12. 97 
4.02 
13.78 
9.21 
6. 36 
21.75 
31.16 
8. 65 
6. 47 
11.34 
9.23 
7.01 
0.64 
1.99 
16.06 
7.62 
3.08 
2. 38 
158.57 
6.48 
20.19 
4.6 
64.25 
30.48 
2.95 
3.86 
136.47 
1.26 
32.12 



20.25 
2.63 
1.82 
15.29 
90.25 
9. 18 
7.57 
38.61 
49.91 
10.05 
6.45 
24.47 
3.66 
6.67 
6.42 
4.62 
34.66 
10.49 
2.85 
7.93 
5.3 
22.9 
94.76 
15.69 
26.77 
2.99 
11.09 
388.85 
4.73 
2.37 
185.59 
6.04 
18. 37 
19,37 
3.26 
16.44 
5.04 
23.79 
12.39 
5.36 
21.37 
39.3 
6. 16 
7.53 
16.94 
11.39 
8.63 
0.54 
2.39 
18.63 
6.62 
2.72 
2.14 
163.67 
11.48 
19.33 
4.73 
69.26 
34.64 
5.14 
4.18 
120.19 
1.85 
44.28 



27.48 
B.02 

-9. 
24. 

96.09 
17.47 
20.49 
65.44 
66. 59 
17.61 
11.72 
33.83 
13.16 
27.55 
13 

7.05 
561 
15.67' 

5.66 
15. 75 
14.57 
40.72 
100.05 
43.65 

50 

4. 95 
24.02 
679.97 
10.72 
13.86 
273.06 
7.54 
24.06 
64.78 
6. 26 
36.1 
11.33 
37.39 
27.02 
13.56 
47.64 
81.02 
15.55 
30 
30.07 
26.12 
19.81 
1.4 
4.19 
46.52 
16.84 
4.49 
3.99 
332.03 
14.86 
33.94 
9.76 
104.49 
49.63 
7.06 
6.6 
147.15 
1.15 
46.88 



13.4 
7.9 
• 2.48 
2.74 
48.92 
3.97 
9.69 
49.36 
44.16 
10.56 
5.54 
12.49 
2.12 
10.82 
4.25 
7.12 
30.05 
10.5 
1.75 
6.06 
5.95 
24.51 
63.97 
26.44 
24.3 
1.99 
7,72 
473.31 
1.52 
1.77 
256.19 
5.06 
5.72 
24.22 
2.19 
16.95 
1.36 
16.06 
16.71 
11.07 
26.29 
35.29 
9.32 
8.1 
13,1 
15.11 
9.42 
4.76 
2.19 
25.87 
13.61 
4.32 
2.64 
71.22 
11-21 
25.61 
3.98 
122.15 
34.43 
4.15 
3.4 
150.69 
1.57 
48.41 



13.61 
2.39 
1.34 
6.91 

66.69 
6.62 

12. 54 

40.42 

31.29 
7.31 
5.32 

14.56 
3.76 

15.66 
7.94 
5.04 

20.73 
6.07 
124 
6.89 
13.1 

29.14 

56.67 

20.15 

23.02 
2.08 
7.78 
550.87 
2.62 
4.03 
207.66 
3.66 
9.69 

20.52 
3.2 

12.11 
3.48 

19.72 

13.29 
9.12 
19.9 

36.93 
8.84 
6,37 

12.76 
13.9 

12.79 
2.04 
2.2 

25.59 

11.83 
2.96 
2.39 
106.04 
19 

18.48 
Ml 

95.76 
30.9 
3.68 
4.56 
135. S3 
0.72 

32.58 



14.46 
4.12 
2.01 
5. 25 
49.07 
4.36 
10.66 
34. 55 
40.31 
11.82 
4.74 
9.41 
2.95 
10.5 
6.39 
6.67 
23.5 
6.24 
1.37 
5.34 
4.89 
IS. 55 
37.35 
19.25 
18.38 
1.95 
5.45 
394.12 
2.66 
1.39 
207 
5.26 
8.96 
19.19 
3.17 
12.26 
2.19 
15.26 
9.15 
6.7 
20.68 
32.17 
9.26 
7.45 
11.04 
10.5 
9.69 
2.86 
2.69 
22.23 
9.5 
14.63 
1.68 
287.72 
9. 56 
21.46 
3.82 
107.56 
26.96 
2.57 
2.51 
106.16 
1.64 
36.9 



13.02 
3.41 
2.06 
5. 52 
35.95 
5.64 
11.51 
32.31 
29.76 
13 
5.8 
13.05 
4.57 
11.46 
4.34 
4.66 
29. 37 
8,27 
1.77 
6,75 
3.64 
20, 39 
60, 56 
16.32 
23.12 
2.18 
10.41 



6.71 
2.08 
1.84 
3.6 
25.31 
t.59 
6.91 
27.95 
24.72 
6.65 
2.19 
9.04 
2.76 
8.07 
1.12 
2.3 
22.7 
4.83 
2.41 
3.95 
2.83 
12.61 
13.3 
13.38 
24.83 
0.89 
6.02 



467: 12 251.99 



2.05 
1.68 
180.68 
2.7 
6.7 
20.48 
4.16 
16.66 
3.22 
13.9 
13.96 
7.18 
19.88 
47.24 
5.06 
6.63 
12.91 
14.04 
13.58 
2.1 
2.8 
19.52 
6.72 
2.48 
1.62 



0.61 
0.09 

93.96 
3.76 
7.18 
14.5 
1.97 
10 
1.15 
6.77 
6.48 
4.4 

14.32 
33.3 
3.24 
8.66 
7.38 
4.47 
3.61 
0 

1.84 
10.7 
5.93 
0.95 
0 



516.89 291.59 



12.93 
13.72 

1.12 
86.41 
42.01 

4.18 

2.73 
124.23 

0.26 
24.05 



6.03 

14.18 
0.35 
60.3 

26.77 
1.82 
1.37 

86.88 
0.46 

25.91 



18.23 
4.6 
0.91 
3.73 

45.66 
5.43 
7.16 

41.66 

27.25 
9.6 
4.39 

12.93 
3.7 
9. 95 
6.19 
3.21 

32.72 
7.57 
1.96 
4.7 
3.84 
16' 

33.46 

18.32 

27.26 
1.64 
6.07 
328.61 
2.49 
1.93 

83.88 
3.11 
2.52 

21.19 
2.42 

13.05 
2.21 

10.92 

12.24 
6.71 

18. 17 

29.17 
4.01 
8.47 
12.5 

10.54 
8.05 
0.92 
1.34 

17.56 
5.26 
1.91 
1.12 
178.62 
9.03 

19.09 
1.47 

67.07 

46.58 
4.8 
2.49 
146.01 
0.54 

28.22 
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IIAimt002147 

iuimioo2Kia 
MAimiooziss 

IMmiOQ215^ 

uAimiooziss 

liAimi002164 
1IAIIIA10021S5 
MAIIIA100217Q 
MAHIA1002174 
1IAIIU1O02175 
IIAIIIA100218Q 
IIAIIIA1002198 
1IAIIM100220S 
IIAimi002206 
IIAIttAt002209 
MAHIA100221S 
IIAimi002219 
IIAIIIA1002224 
IIMmi002229 
IMmiOQ2230 
IMmi00223S 
IIAIM1002234 
IIAIIIA1002236 
IIAIHA10D2243 
IIMM10Q225Q 
IIAimiOQ22S3 
IUHM1002267 
IIAIM1002288 
IIAHU1002269 
MAWAI 002282 
liAIIIA10Q2292 
IIAnA10Q2293 
mi 002294 
IIMmi002297 
IIMmO02298 
yAaU)002299 
IIAMA1002308 
IIAIIA1002310 
IIMMA10023n 
MMmi002312 
IIAWA1002317 
IIMnA1002319 
IIMHA1002322 
IMMA1082329 
IMIIA1002332 

IMHA100233S 
iiAatt1002S39 
iiAaU1002l47 
IMHtt10Q2SS1 
MAimi002IS2 
HAMM10023$3 
IIMU10023S5 
MMmi002a5€ 
IMW1002359 
■MM10023SO 
IAaiA1002S81 
IIMW10n382 
IMmi002387 
HMM10a871 
KMW100238a 
W1002384 
IIIMM1002388 



59.23 
S.58 
2.82 
2.48 
1.89 

3t.98 
1.74 

U.9e 

2M5 
S.6 
51. S 

26.41 

37.99 

15.14 
2.93 

183.5 

24.38 
2.71 

15.23 

18.46 
22 

70.38 
7.92 
136.07 

23.02 
2.68 
0.57 
9.29 
0.57 
1.7 
2.86 

15.43 
3.2 
9.41 
5.35 
3.44 
2.99 
5.47 
9.13 

10.67 
30.9 
5.72 

11.12 
2.09 

17. 33 
2.58 
1.45 

12.65 
7.58 

10.15 
7.61 
3.96 
8.39 

25.93 

28.68 
9.7 

85.31 
4.68 
4.53 

13.67 
2.82 
7.87 

91.44 
2.04 



ro.84 
4.1 
4.71 
3.25 
S.51 
68.42 
3.48 
21.57 
29.54 
8.95 
30. 74 
35.57 
80.63 
20.56 
3.59 
268.42 
31.33 

0. 94 
8. 24 

14.44 
37.1 

89. 47 
8. 85 
148.16 

20. 33 
3.81 
1.7 
9.06 
1.71 
2.24 
3.76 

25.26 
3.94 
6.68 
6.59 
2.01 
4.55 
9.33 

10.94 

15.07 

42.06 
5.28 

14.39 
3.24 

19.74 
4.23 
2.08 

18.48 
15 

21.39 

10.35 
6.91 

10.78 

29.71 

42.92 
13.9 
125.75 
S.S3 
5.8 

17.12 
3.35 

13.25 
168.34 

1. n 



77.53 
8.16 
7.0fr 
10.86 
11.57 
55.01 
10.17 
31.25 
35.22 
10.45 

138.92 
€4.21 

138.79 
S2.79 
10.31 

348.13 

19. 36 
27.79 
57,12 
122.68 
12.79 
220.88 
38.87 

6.67 
6.1 
17.68 

6.93 

4.35 

4.32 
45.69 
4.4 

12.5 
11.35 

8.19 
14. 53 
18.02 
18.01 
18.09 
49.45 
10.29 
20.39 

7.26 
32.38 

6.84 

7.07 
23.72 
19.05 
24.74 
21.39 

9.29 

23.6 
53.72 
56.16 
19.55 
125.12 

13.4 
12.93 
24.55 
9.8 
17.64 
87.56 

7.54 



26.62 
3.48 
3.26 
2.89 
0.4 
8.28 
3.33 
20. OS 
10.64 
5.64 
91.4 
33.73 
18.29 
21.27 
2.52 
282.08 
29.39 
1.84 
12.34 
9. 51 
14.15 
8.19 
4. 92 
36.8 
38.33 
5.79 
2.21 
10.28 
16.18 
L97 
2.98 
33.39 
4.2 
3.33 
7.95 
4.11 
7.08 
10.01 
13.86 
4.83 
34.33 
3.9 
9.58 
1.71 
18.64 
4.89 
4.55 
7.59 
10.2 
8.5 
9.12 
4.01 
6.39 
28.58 
40.53 
15.93 
50.2 
6.92 
6.01 
7.42 
0.89 
9.95 
61.83 
S.82 



46.01 
3.17 
5.54 
3.23 
3.84 
17.41 
5. 39 
14. 73 
9.2 
4.6S 
93.51 
28.48 
47.55 
16.14 
3.96 
352.1 
28.67 
2.07 
12.12 
10. 83 
20. 28 
33. 96 
10. 39 
57.62 
25.12 
2.6 
1.65 
11.75 
7.45 
8.98 
7.03 
19. 64 
3.49 
7-99 
7.71 
4.61 
6.73 
8.02 
17.88 
5.07 
28.66 
3.7 
9.59 
2.16 
18.47 
4.12 
5.97 
6.81 
7.54 
9.44 
8.67 
3.84 
12.48 
30.76 
46. 92 
13. 24 
80.78 
5.11 
7 

11.11 
2.2 
9.26 
126.23 
t53 



14.01 
3.48 
4.01 
2.81 
3.05 
13.99 
3.9 
17.78 
7.67 
7.45 
53.96 
23.51 
46.05 
13.46 
2.18 
269.26 
24.47 
2.08 
11.67 
11.84 
20.13 
39.69 
5.68 
87.11 
25.3 
4.11 
3.98 
12.03 
4.5 
8.51 
4.77 
22.84 
3.24 
10.5 
8 

4. 39 
6.49 
7.61 
11.7 
6.09 
29.57 
4.94 
6.6 
1.28 
17. 53 
2.94 
6.64 
10.8 
10.35 
11.14 
7.13 
4.53 
12.35 
23.64 
35.69 
12. 52 
78.44 
6.08 
5. 37 
9.42 
2.61 
6.58 
76.47 
3.4 



21.49 
3.61 
3.33 
4.53 
2.17 

16.74 
5.07 

14.07 
9.57 
4.49 

49.64 
38.7 

13.24 

24.47 
3. 53 
189.69 

25.62 
0.86 
6.61 
7. 32 

22.25 
218.52 

11.44 

34.48 

21.56 
4.54 
2.62 
8.49 
3. 59 
2.83 
3.56 

15.48 
3.79 
5.31 
2.76 
2.48 
4.69 
7.23 
14.2 
1.95 

22.98 
4.31 

12.89 
1.75 
19 
2.37 
2.39 
3.17 
7.33 

10.35 
7.44 
L75 
7.8 

29.82 

34.66 
6.92 

18.48 
3. 35 
5.23 
8.07 
2.45 
10 

56.65 
1.44 



27.44 
1.58 
4.14 
1.33 
1.45 
7.42 
0.22 
10.69 
17.6 
3.82 
44.62 
27.33 
10.75 
10.14 
0.98 
127.24 
23.02 
0.6 
10. 38 
11.92 
15.46 
154.84 
4.89 
55.67 
17.63 
2.26 
1.41 
4. 34 
1.73 
1.4 
5.53 
15.23 
4.35 
8.44 
2.6 
2.96 
0.99 
3.03 
7. 14 
3.51 
30.71 
4.41 
13.6 
1.09 
10.56 
0.43 
0.64 
6.12 
10.1 
10.5 
4.46 
1.39 
9.12 
21.55 
27.13 
6.02 
22.03 
2.61 
3.68 
3.62 
2.44 
7.71 
15.61 
1.54 



27.68 
1.S4 
1.01 
2.05 
3.44 
4.4 
3.21 
17.29 
7.86 
4.25 
29.88 
38.33 
8.83 
16.64 
3.24 
124.82 
20.25 
1.35 
6.31 
8.59 
15.8 
147.67 
8.S8 
55.33 
24.13 
2.04 
1.86 
11.22 
3.92 
3.35 
5. 39 
21.7 
3.43 
4.21 
3.09 
3.08 
4.04 
7.9 
10.5 
2.65 
35.68 
4.7 
13.85 
1.05 
17.8 
2.61 
2.14 
8.64 
11.23 
16.39 
10.65 
5.61 
7.88 
27.08 
37.63 
14.49 
30.83 
7.85 
7.06 
6.96 
1.99 
10.46 
10.22 
1.82 
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M0Q18SI 
A1001852 

Mooissa 

A100ia$4 
M0018SB 
111001874 
A100187B 
A1O0188O 
llAIMAIOOISSS 
|lUIIIA1001890 
M001893 
M001901 
AI001907 
A10019O8 
M001919 
A1O01931 
A1O01937 
A1O01951 
At001956 
A1001957 
A10019S0 
AI0019(8 
A)001969 
A1001970 
A10Q197B 
A10Q1992 
A1001994 
A1002008 
A1002009 
A1002011 

Ammz 

A1002024 
A1002032 
A1002033 
A1002041 
A1Q02042 
AI002045 
A1002047 
A10020S6 
AI002058 
|MMMA10Q2a80 
A10Q20(5 
A1002088 
A1O02070 
A1002078 
A1002080 
A1002082 
A10020S4 
|llAMIAI002087 
A1002091 
A1002093 
A1002095 
A10a2l08 
AI002112 
A1002118 
AI002119 
A10Q2125 
A1002128 
AI0Q2128 
A1002132 
A100214Q 
A1002142 
AI002143 



3.04 
4.14 
1.S1 
19.51 
13.26 
36.41 
10.43 
8. 74 
4.07 
11.53 
18 
9.74 
5. 91 
2.61 
8.52 
28.87 
5.05 
14.26 
10.03 
993. 12 
5.28 
4.45 
9.87 
11.23 
4. 02 
13.78 
6 

4.27 
2.62 
3.5 
3.21 
23. 41 
4.69 
22.72 
5.27 
6.92 
4.21 
3.58 
6.8 
2.57 
12.8 
3.44 
5.77 
5.43 
3.38 
3.03 
11.92 
8.32 
5.95 
4. 18 
4.77 
7.77 
2.07 
11.08 
11.23 
15.81 
10 
8.81 
38.45 
9. 97 
6.21 
16.11 
3.45 
16. 35 



3.08 
3.26 
2.81 
21.77 
17.9 
51.95 
12.98 
13.09 
4.26 
16.59 
26.55 
13.29 
10.54 
3.62 
7.37 
31.67 
3.95 
19.97 
11.71 
926.97 
8.16 
5.22 
14.96 
14.81 
5.46 
19.86 
4.83 
7.76 
3.39 
5.4 
3.57 
32.84 
8.48 
24.3 
4.69 
11.13 
5.9 
4.86 
7.34 
2. 86 
12.32 
2.98 
6.94 
5. 26 
5.43 
3.94 
16. 79 
5.53 
5.89 
2.51 
6.45 
50.44 
3 

15.62 
16. 95 
20.81 
9.39 
6.62 
22.62 
18. 56 
7. 25 
29.14 
5.23 
16.97 



4.42 
11.19 
6 

35.8 
34.07 
37.39 
12.56 
17.2 
5.15 
20.89 
27.35 
21.33 
9.81 
7.04 
12.33 
48.08 
9.8 
17.05 
22.7 
1643.3 
19.85 
11.99 
20.98 
19.75 
5.52 
26.28 
12.16 
10.55 
13.27 
13.89 
5.26 
43.13 
7.51 
34.55 
9.29 
16.18 
12,97 
12.3 
9.55 
6.49 
19.01 
10.21 
12.55 
11.94 
10.65 
12.3 
18. 92 
12.97 
9.82 
5.36 
9,77 
12.78 
10.99 
32.13 
26.2 
31.7 
20.1 
15.53 
47.44 
26.22 
U.7 
22.82 
11.28 
31.08 



3.11 
3.61 
2.97 
19.05 
1143 
27.02 
15.09 
10.72 
5.16 
11.02 
18.41 
8.06 
6.07 
35.62 
6.04 
80. 53 
4.52 
11.88 
11.88 
1427.1 
8.48 
3.94 
14.68 
14.09 
3.48 
16.09 
2.11 
16.33 
3.37 
4.02 
2.05 
18. 55 
4.82 
17.1 
4.37 
4.7 
1.93 
4.27 
7.31 
3.74 
10.51 
3.91 
3.81 
2.41 
2.42 
1.63 
3 

8.62 
6.01 
3.1 
6.57 
4.52 
1.29 
20.98 
16.44 
25.23 
14.99 
7.95 
8.75 
10.58 
5.61 
11.98 
4.42 
20.92 



3.54 
3.33 
1.88 
16.81 
19.24 
32.06 
16.33 
7.64 
2.51 
9.99 
24.49 
11.26 
8.49 
7.01 
6.79 
41.26 
3.24 
9.67 
9.84 
1487.9 
7.2 
5.66 
14.73 
10.96 
4.15 
13.28 
5.12 
8.69 
3.96 
6.32 
5.5 
24.01 
3.7 
16.95 
4.11 
5. 73 
6.7 
5.48 
12.68 
.3.21 
10.24 
3.36 
3.34 
4.51 
2.8 
3.98 
9.03 
3.65 
4.3 
3.55 
5.69 
8.15 
1.85 
14.75 
IS. 29 
19.06 
8.54 
7.53 
23.38 
12.77 
8.67 
1M 
6.67 
14.17 



2.54 
5.4 
2.16 
16.88 
16.98 
24.02 
15.06 
9.1 
4.87 
7.12 
18.88 
12. 34 
8.27 
7.16i 
5.83 
66.58 
2.79 
16.46 
10.7 
1519.7 
5.6 
4.15 
14.4 
16.21 
15.31 
16.86 
11.04 
5.41 
2.92 
3.6 
3.92 
20.69 
4.18 
18.46 
4.75 
4.73 
3.65 
4.41 
11.46 
3.7 
9.8 
3.73 
3.54 
4.09 
1.57 
2.25 
5.76 
5.55 
5.5 
1.79 
2.84 
3.8 
0.7 
19.73 
9.14 
12.25 
8.01 
5 

14.29 
9.47 
4.88 

5.91 
3.75 
21.18 



2.52 

I. 88 
2.29 

15.59 
19.91 
38.47 
13.47 
6.72 
2.76 
10.84 
18.85 
13.42 
5.4 
2.77 
5.18 
17.81 
3.04 

II. 3 
11.47 

1062.9 
6.19 
4:01 
8.07 
10.31 
4.95 
13.67 
3.79 
3:19 
2.97 
2.53 
2.9 
18.94 
3.88 
20.89 
8.94 
2.24 
5.79 
3.9 
8.75 
1.38 
10.2 
4.39 
3.78 
4.21 
1.88 
2.32 
7.02 
2.81 
3.1 
2.57 
2.82 
10.66 
1.89 
14.58 
16.6 
11.43 
7.06 
5.63 
26.49 
19.63 
6. 36 
9.18 
4.53 
9.45 



0.56 
2.12 
1.4 
11.41 
10.97 
28.02 
8 

5.47 
4.1 
10.3 
18.1 
8.15 
3.05 
1.6 
1.69 
21.06 
5.51 
11.49 
12.01 
902.24 
4.02 
2.89 
6 

8.8 

4.07 
12.24 
2.55 
4.78 
2.86 
1.71 
2.56 
17.16 
2.33 
15.73 
7.94 
3.33 
7.29 
4.78 
3.44 
1.89 
7.07 
1.38 
2.53 
2.57 
0.34 
1.3 
2.85 
1.42 
3.76 
2.24 
2.99 
4.49 
0.49 
13.23 
9.46 
15.5 
7.05 
5.81 
8 

7.42 
3.29 
3.59 
0.93 
9.06 



2.381 
2.02 
2.53 
20.06 
23.39 
40.25 
7.34 
7.12 
3.13 
12.47 
22.42 
13.42 
2.51 
2.87 
2.73 
28 
2.52 
14.97 
12.62 
975.35 
7.97 
2.74 
3.43 
19.07 
MS 
23.161 
5.99 
S.S2 
1.68 
1.09 
2.89 
21.03 
4.09 
25.86 
5.81 
5.35 
5.48 
2.67 
4.92 
2.78 
10.6 
3.75 
2.66 
4.68 
3.17 
2.65 
4.16 
4.34 
3. 18 
1.51 
2.11 
6.61 
1.88 
20.21 
11.52 
24.54 
10.3 
8.41 
13.65 
11.63 
9.25 
4.66 
3.45 
16.49 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MOMAIOOISOS 
1IAIHA1001609 

iiAiiiAi(mrr4 

MAMUIOOISIS 
iAIIIA1(»1819 
IUMA100U20 
IIAIMA1001S23 
lMIIAt001626 
IIAIIIA1001S27 

IAMIA1001633 
IIAMM1001634 
MAMA1001635 
iUMA1001M9 
IIMIIA1001654 
BAIIIA100156Q 
IAIHA1001663 
MAIM1001670 

IAIM1001(79 
IIAaiA100l683 
XAIIUIOfiieSS 
MMMIOOISU 
MMMAlOOISaS 
■AMA1001692 

iMwtooins 

IMMA1001730 
IIAHUI00t735 
ilMIM1001740 
IMM1001743 
IAaiA1001744 
IIMMA100174S 
IMni001751 
IMM10017S2 
KMM1(HI17$4 
■IWA10017S7 
MHAIOOUfiO 
■MWT0017€4 
MW1001767 
IMM1001768 
IMM10Q1768 
IMmi001771 
■MW1001773 

IMM1(N)17B3 
■Mmi00T785 

»fllAini79Q 

wimiooisos 

IMM1001812 

uimiooisis 

IAimi001817 
IAMM100t818 
■Aimi0018I9 

■Mmiooi8ai 

IMmi001824 
■AnAt001832 
■MW1M18I8 
liyM100t837 
100t848 
ilOOIftSt 



37.25 
2.18 
10.91 
1.95 
11. SI 
4. 59 
46.36 
23. S9 
23.89 
9.27 
3.1 
3. 53 
3.28 
3.05 
4.23 
39.09 
8.S2 
5.91 
S6.61 
6.69 
15.6 
4.11 
4.96 
28.44 
5.97 
4.75 
4.22 
3.39 
8. 81 
2. 28 
10.52 
4.59 
12. 62 
11.11 
5.63 
23. 39 
5.44 
2.58 
1.11 
3.1 
11.92 
14.67 
5.81 
40.73 
15.44 
12.5 
4.08 
6.1 
1.31 
M9 
9.74 
15.42 
2.66 
0.82 
7,15 
11.74 
15.72 
22.82 
8.99 
7.22 
9.42 
3.6 

t6.3a 

4.S8 



38.33 
4. 53 
17. 8S 
3,17 
16.15 
6.42 
31 
24.5 
43.37 
13.78 
2.16 
6.28 
4.84 
5.72 
5.9 
42.24 
11.06 
7.75 
62. 54 
13.86 
21.19 
3.45 
5.41 
25.89 
3.79 
4. 66 
4.73 
2. 22 
9.86 
4. 25 
18.5 
3.07 
11.29 
8.28 
3.02 
32.69 
8.41 
5.03 
5.18 
2.25 
10.35 
15.11 
5.01 
46.88 
10.48 
12.45 
3.99 
6.55 

o.n 

1.88 
13.74 
15,2 
2.87 
1.33 
8.39 
18.24 
24.34 
19.64 
12.77 
10.73 
23.13 
4.29 
27.46 
4.83 



44.14 
5. 97 
21:09 
11.55 
15.55 
11.46 
53.81 
38.75 
29.47 
11.56 
7.03 
9.01 
15.97 
15.55 
13.55 
88. 43 
11.71 
6.72 
66.07 
10.25 
31.72 
11.77 
15.23 
32.18 
10.24 
B. 45 
9. 43 
8.02 
22.03 
11.56 
19.92 
5.75 
21. n 
15.68 

9.n 

51.88 
15.4 
10.84 
12.27 
5.04 
26.44 
32.18 
9.7 
88.4 
54.31 
33.56 
8.35 
20.74 
1.87 
2.06 
26.09 
24.16 
5.53 
4.14 
26.7 
23.68 
43.46 
37.64 
18.28 
12.96 
19.47 
8.23 
23.83 
5.94 



13.41 

I. 87 
12.42 

2.77 
6.34 

i.n 

63.16 

33.26 

17.73 
7.25 
2.23 
3.76 
2.28 
3.26 
3.26 

56.56 
10.2 
4.07 
56.8 
4.05 

12.85 
4.66 
3.79 
7.85 
3.42 
3.21 
3.9 
1.72 

12.16 
2.64 
5.55 
3.86 

12.13 
3.47 
2.83 

31.96 
4.99 
4.07 
3.88 
3.83 
10.9 

14.99 
5.52 

41.31 

14.07 
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2.35 

18.01 
1.36 
3.44 
23.09 
21.08 
5.25 
2.35 
8.94 
11.92 
17.35 
42.37 
12.69 
9.65 
21.69 
5.89 
25.7 
6. 14 



26.09 
1.39 

12.51 
2.24 

13.88 
3.88 

42.72 

30.12 

21.82 
5.63 
2.28 
4.19 
2.56 
4.9 
5.84 

52.47 
6.57 
2.57 

37.97 
5.47 

17.62 
4.36 
4.7 

17.39 
9.67 
3.28 
2.04 
1.43 

11.12 
4.24 
7.23 
4 

11.56 
4.56 
5.25 
35.9 
7.7 
3.09 
5.02 
2.36 
12.51 
14.79 
6.04 
38.76 
14.31 
10.75 
3.38 
10.88 
1,35 
3.43 
17.83 
16.33 
2.56 

I. 64 
11.15 
10.04 

II. 3 
24.16 
14.09 

7.55 
15.29 
6.7 
38.87 

L9I 



29.22 
1.8 

13.02 
1.36 
8. 59 
3.43 

47.15 
18.9 
12.9 
6.82 
2.16 
2.88 
1.53 
2. 56 
3.8 

44.31 
5.19 
5. 22 

53.72 
3.58 
10.3 
4.4 
4.42 

15.22 
Tl 
2.22 
3.47 
1.79 

10. 37 
1.86 
6.37 
4. 16 
10.5 
3.38 
2.56 

26.06 
6.28 

11.35 
2. 55 
7.31 

10.66 

13.17 
4.42 
36,3 

18.11 

17.89 
3.07 

15.67 
1.32 
3.44 

16.06 
17.7 
2. 24 
0.9 
9. 35 

13.23 

16. 16 

31.98 

15.06 
9.34 

10.85 
8. 36 

49.58 
3.96 



7.5 
4.17 

16.85 
2.33 
8.19 
3.11 

31.15 
7.93 
6.43 
2.81 
0.8 
3.9 
6.22 
4. 26 
3.63 

41.47 
7.96 
5. 32 

50.14 
4.46 

18.14 
4.89 
2.65 
8.44 
3.28 
2.67 
3.76 
1171 
6.84 
2.43 
6.45 
2.05 

13. 92 
2.93 
2.97 

34.24 
7.54 
3.87 
4.09 
2.64 

12.91 

17,74 
3.1 

25.57 

19.19 
7.63 
3.75 
7.37 
1.67 
1.48 

15.63 

13.08 

I. 76 
2.33 
10.6 
8. 57 

12.64 
15.13 
12.72 
6.24 

II. 8 
4.62 

24.58 
4.34 



16 
L27 
9. 92 
1.46 
7.08 
1.71 

25.06 

11.89 
10 
4.08 
0.79 
2.94 
1.65 
1.39 
1.4 
39 
6.94 
3.26 

43.96 
7.43 

10.49 
1.58 
1.46 
8.89 
4.26 
8.04 
4.11 
1.46 
5.43 
1.41 
1.87 
2.19 
9.55 
2.2 
2.42 

24.41 
3.86 
1.47 
0.44 
1.02 
3.89 

10.66 
4.15 
21.1 

12.85 
5.83 
1.41 
4.2 
0.59 
0.44 
9.04 

11.61 
1.16 
0 

5.97 
10.06 
12.63 
16.66 
9.76 
4. 93 
5.71 
1.11 
13.45 
2.05 



15.16 
1.51 

19. 29 
2.06 
5.14 
4 

25.66 

2L41 
7.98 
2.66 
2.49 
2,79 
2.6 
3.94 
2.71 

60.86 
8.33 
4.27 

58.96 
6.03 

14.57 
2.59 
3.58 

20.79 
5.93 
0.88 
2.61 
1.86 
7.1 
3.14 
3.83 
3.63 

13.74 
1.66 
0.97 

25.71 
5.12 
1.67 
MS 
1.81 
9.69 

13.05 
2.2 

2L63 
7.66 
3.14 
2.66 
7.06 
1.36 
1.31 
8.32 
12.4 
2 

1.04 
8. 95 
9.02 
16.41 
19.01 
11. K 
7.88 
11.11 
4.3 
27.7 
2 
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HAIM1001426 
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IAIW1001432 
IUIIU100U3S 
IMaU1001442 
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IUIM10014SO 
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IMIIM1001479 
IIAIW100t487 
iMIIIA1001498 
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MAHHAIOOISIO 
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IMBM1001532 
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29.08 
8.87 
24.97 
4 

7.53 
3.74 
10.42 
2.92 
2.17 
4.53 
4.9 
4.95 
31.92 
4.25 
4.05 
2.73 
2.25 
5.84 
8.99 
25.28 
15.94 
14.75 
2.94 
1.5 
8.08 
6.81 
3.95 
8.77 
7.73 
5.14 
5.19 
3.64 
12.35 
20.05 
8.94 
26.48 
11.55 
4.88 
8. 92 
132.51 
18.64 
11.41 
48.7 
4.35 
4 

3.5 
11.48 
4.U 
S9. 97 
28.38 
19.86 
11.45 
10.07 
5.79 
1.79 
5.44 
19.87 
4.97 
17.12 
3.44 
4.74 
6.91 
12.56 
20.93 



30.31 
7.96 
44.07 
4.17 
9.89 
4.35 
15.14 
5.46 
2.64 
3.59 
5.1 
3.16 
25.66 
3.84 
4.96 
5.85 
2.47 
6.71 
8.47 
28.84 
20.37 
18.37 
3.12 
3.57 
3.93 
7.32 
8.97 
9.1 
7.93 
4.76 
7.71 
3.18 
1188 
30.02 
7.75 
31.11 
15.7 
7.91 
12.52 
144.85 
21.54 
20.27 
29.91 
2.M 
5.27 
3.68 
20.55 
10.87 
69.9 
37.51 
8.23 
13. 72 
15,11 
10.79 
3.35 
7.64 
31.06 
13.68 
20.22 
2. 63 
3. 32 
10.35 
24.27 
20.87 



35.52 
10.4 
66. r4 
8.01 
10.48 
13.81 
31.52 
13.25 
8.93 
5.55 
12.88 
7.58 
43.45 
13.74 
11.41 
10.1 
7.7: 
17. 3 ( 
18.39 
63.23 
30.49 
41.81 
8.56 
7.4 
9.81 
14.7 
8.88 
12.47 
11.48 
8.97 
9.63 
7.92 
21.83 
44.24 
11.08 
44.32 
15.85 
8.36 
15.39 
285.99 
45.82 

19. 
87.89 
9.82 
10.62 
8.07 
16.62 
13.99 
94.57 
51.46 
26.5 
20.66 
17.7 
16. n 
10.09 
12.53 
32.95 
9.34 
32.05 
9.42 
9.43 
19. 33 
25.25 
41.04 



8.75 
9.73 
9.34 
2.8 
2.88 
2.61 

12.87 
3.59 
3.3 
3.63 
7.84 
2.58 

18.83 
3.82 
4.38 
3.22 
4. 27 

10.65 

14.27 
32.5 

14.54 

21.11 
1.21 
2.81 
9.46 

23.79 
5.52 

12.83 
9.88 

10.23 
5.55 
6.62 

18.83 

21.04 
5.53 

20.63 

12.27 
8.2 

11.83 
418.67 

21.72 

13.74 

41.22 
3.07 
3.92 
3.61 

13.12 
8.11 

30.63 

23.78 
6.01 
6.58 
7.42 
6.18 
2.36 
5.97 

20.06 
4.55 

43.71 
2.75 

0.65 
5.33 

10.57 

17.28 



7.01 
7.53 
36.59 
3.49 
6.46 
4.06 
13.99 
3.89 
2.91 
2.78 
4.19 
3.62 
15.13 
4.64 
5.21 
4.68 
4.36 
9.35 
8.27 
23.98 
24.62 
18.82 
2.62 
1.88 
6.06 
6.86 
5.98 
10.06 
6.73 
6.22 
8.11 
3.95 
11.53 
23.96 
5.57 
23.27 
11.07 
4.08 
13.04 
194.96 
20.69 
10.72 
44.32 
3.33 
4.81 
4.35 
12.05 
4.33 
46.88 
26.52 
12.03 
8.79 
8.38 
7.64 
3.75 
S.18 
20.37 
6.26 
22.66 
2. 52 
2.72 
6.4 
15.9 
15.57 



14.48 
9 

35.11 
2.38 
2.62 
3.12 
9.19 
1.96 
2.5 
3 

4.82 
3.33 
18.08 
5.34 
4.83 
4.2 
3.62 
8.33 
9.89 
25.52 
26.46 
16.79 
3.02 

3.n 

8.29 

10.67 
8. 18 

11.32 

10.35 
6.56 
6.73 
5.99 

18.33 

21.39 
7.7 

24.39 
10.5 
6.24 

10.87 
350.88 

19.34 
9.K 

54.61 
1.99 
5.08 
4.14 

13.04 
5 

57.69 
23.49 
8.61 
8.61 

7 



18. 83 
3.49 

30.09 
1.44 
2.88 
5.4 

13.61 

5.a 



10.18 
7.31 

13. n 
2.75 
5.34 
3.76 

10.23 
3.03 
1.12 
2.65 
3.36 
2.38 

17.92 
4 

5.24 
3.94 
2.73 
6.74 
7.45 
24.7 

14.45 

17.98 
2.46 
5.62 
3.36 
5.51 
6.06 

13:03 
9.18 
6.34 
7.6 
3.35 
8.1 

14.97 
6.68 
185 

14.48 
7.72 

1182 
82.5 

14.71 
114 
218 
1.92 
4.06 
143 

1133 
2.46 

31.84 
26.6 
7.93 
16 
2.75 
7.59 
147 
171 

1183 
1.76 
21.3 
163 
193 
7.64 

21.16 
4.43 



1199 
162 

2143 
182 
184 
158 
1S8 
0.43 
1.37 
1.5 
164 
125 

2166 
129 
4.52 

I. 64 
1.3 

126 
4.12 
2115 
4108 

II. 5 
0.76 
176 
4.18 
4.82 
179 

7.4 
119 
195 
4.91 
1.43 

11.28 

14.52 
4.54 
114 
148 
193 
7.42 

94.08 
119 

11.81 

3115 
4.02 
178 
1.95 
7.96 
176 
37.9 

24.11 
4.83 
171 
121 
4.04 
148 
174 

1195 
149 

1183 
0.98 
1.26 
196 

1102 

1118 



2131 
7.73 
114 
4.19 
1.86 
15 
196 
1.21 
103 
1.68 
118 
1.89 
1199 
116 
3.64 
195 
112 
6.06 
112 
17.69 
11.25 
21,37 
189 
146 
4.81 
145 
4,69 
7.83 
118 
4.64 
187 
118 
14.53 
1151 
7.44 
185 
14.95 
105 
1106 
100.24 
28 
1133 
1196 
109 
19 
7.01 
10.37 
104 
51.83 
41.98 
128 
105 
148 
7.84 
139 
178 
22.11 
4.16 
24.89 
102 
167 
7.44 
17.72 
1117 
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7.4 
39.22 
3.31 
24.23 
12.98 
1.54 
1.39 

I. 33 
19.75 

3.19 
5.02 
17.58 
2.53 
0.84 
24.28 
1.48 
21.72 
12.04 
4.59 
16.73 
7.81 

II. 74 
45.26 

7.59 
37.56 
5.76 
7.27 
6.69 
3.83 
2.22 
10.97 
5.02 
6.91 
109.99 
7.19 
2.37 
3.02 
17.92 
10.11 
4.68 
30.38 
8.99 
14.27 
3.37 
12.57 
12.2 
13. 14 
5.47 
5.9 
78.47 
4.23 
26.51 
3.29 
32.97 
13.8 
3.58 
15.61 
8.3 
7.26 
4.» 
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10.76 
4.11 
6.24 



11.72 
53.03 
5.83 
31.03 
20.58 
2.15 
2.46 
4.39 
24.03 
4. 55 
4.16 
21.79 

I. 88 
2.27 

39.17 

5.48 
26.12 
17.72 

9.29 
23.95 
11.13 
16.72 
57.55 

14.4 
44.85 

9.31 
14.13 
8.3 

3.21 
12.54 
15.54 

9.06 

7.68 
168.02 

5.58 
3.1 

2.01 
24.69 

15.9 

8. 28 
37.04 

12. n 

17.3 
1.85 
20.58 
14.97 
15.27 

II. 04 
6.27 
62.1 
3.61 

33.45 
3.23 
38.57 
15.37 
4.73 
19.65 
48. 53 
6.65 
4.56 
283.08 
14.33 
3.31 
6.15 



12.89 
74.6 
5:4 
53.22 
21.05 

5.75 

4.67 

4.83 
50.38 

5.53 

8.84 
31.08 
3.3 

6.85 
47.61 

8.44 
4A.Sf 

15.6 
12.12 
30.14 

15.6 
20.33 
66.73 
12.56 
64.49 

8. 87 
10. 95 

15.1 

9.91 
14.95 

29.9 
11.37 
15.13 
168.22 

7.65 
6.4 

9. 14 

44. 

19. 

11.96 
84.46 
20.34 
21.28 

7.28 
26.01 
20. 97 
54. 43 
23.87 
10.44 
106.68 

4.51 
87,19 

5.47 
66.31 

22.1 

9.83 
19.14 
16.27 

12 

6.83 
348. 26 
28.14 
10.89 
16.76 



11.66 
50.1 
5.92 

27.23 

13.13 
4.24 
3. 06 
3.8 

32.02 
3.65 
5.66 

14.83 
1.93 
1.01 

31.96 
3. 99 

33.39 

14.26 
6.84 

19.81 
7,44 

14.77 

41.25 
8.44 

49.13 
3.28 
4.54 
2.9 

I. 84 
2.6 

12.2 
4.94 
5.63 
189.81 
7.64 
4.16 
2.7 
19. 97 
7.11 
3.49 
54.02 
10.56 
14.44 
0.99 
4. 39 
18.99 
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8.51 
10.05 
104.09 
2.39 
22.72 
2.05 
31.72 
10.86 
2.71 

II. 02 
15.78 

5.74 
2.12 
54.68 
10.36 
0.34 
7 



7.79 
27.34 
5.35 
25.26 
14.71 
4.69 
4.27 
5. 59 
21.79 
3.25 
2.95 
16.92 
1.68 

I. 41 
28.12 

4.91 
16.5 

12.06 
2.79 

16.46 
8.17 

10.66 

47.01 
9.45 

34.88 
3.01 
4.49 
4.24 
2.97 
3.58 

13.68 
8. 36 
3.35 
141.37 
5.6 

I. 93 
2.02 

22.86 
13.06 
7.28 
29.63 

II. 45 
9.47 
1.62 

17.55 
11.55 
15.72 
8.76 
4.68 
22.14 
3.8 
19.97 
2.81 
40.81 
16.44 
2.66 
7.29 
7.11 
6.05 
3.55 
91.98 
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3.46 
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10.11 

38.76 
4.3 

31.34 

11.55 
7.8 
3.32 
5.14 

27.11 
5.05 
3.72 

16.84 
2.41 
5.24 

24.54 
2.99 

21.38 
16.7 
4.23 

17.71 
6.28 

23.71 

32.75 
9.37 

77.49 
4.08 
4.1 
4.06 
1.81 
6.73 
9.93 
4.03 
4.72 
144.88 
5.96 
2.21 
2.05 

16.26 
8.79 
5.15 

36.02 
9.96 

13.95 
0.23 
6.44 
15.4 

10.61 
8.32 
7.4 

88.22 
1.85 

20.13 
0.99 

37.57 

20. 14 
1.74 

22.35 
6.47 
4.12 
3.26 
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10 
2.07 
4.3 



7.28 
23.51 
4.37 
28.91 
14.52 
3.02 
4.35 
4.27 
13.83 
2.54 
1.82 
15.29 
LZ 
0.75 
31.91 
2.44 
18.07 
6.39 
4.41 
21.25 
7.18 
14.53 
30.09 
9.82 
24.63 
2.64 
6.16 
2.47 
3.49 
L4 
10.31 
3.8 
2.34 
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4.02 
2.1 
2.34 
24.9 
15.3 
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18.16 
10.07 
15.09 
1.58 
10.98 
10.87 
17.61 
9.09 
3.45 
44.43 
3.83 
13.4 
2.32 
44.31 
15.27 
5.81 
9.03 
9.48 
3.69 
4.68 
33.35 
14.52 
2.94 
3.K 



6.15 

31.74 
2.81 

17.23 
10.1 
1.22 
1.52 
1.05 

16.21 

10.99 
2.25 

17,34 
1.25 
4.07 

23.64 
2.09 

17.35 
6.97 
1.12 
12.1 
4.54 
12.3 

24.22 
4.24 

36.31 
5.37 
2.44 
2.8 
1.28 
2.76 
8.5 
2.43 
2.78 

94.69 
2.29 
2.11 
fl.n 

14.32 

10.81 
2.84 
17.9 
8.3 
7.44 
0.63 
8.12 
5.54 

13.51 
3.98 
M2 

81.83 
2.61 
8.73 
0.99 
25.2 

12.69 
0.4 
6. 24 
5.41 
3. 37 
2.4 

19.31 
8.71 
1.3 
1.61 



7.3 
38.44 
3.74 
25.45 
18.77 
2.08 
2.3 
2.57 
20.46 
3.33 
3.08 
18.26 
2 

I. 61 
32.81 

3.72 
25.34 
11.08 
3.78 
23.6 
7.68 
17.29 
28.58 
0.9 
49.73 
6.55 
5.84 
5.32 
2.11 
3.58 
12.03 
3.42 
4.72 
118.15 
5.78 
4.15 
3.58 
18.92 
16.52 
2.49 
40.13 
11.49 
16.29 
L48 
6.27 
12.65 
15.3 
9.79 
5.89 
25.73 
1.63 
6. 36 
1.85 
27.49 

II. 49 
3.31 

10. 39 
7.71 
4.04 
2.94 
25.39 
14.89 
1.97 
4.29 



1408 



EP1074 617 A2 



Table 394 



lMMt000824 
IIAIIU1000827 
IIAIHAI000831 
IUNIA1000838 
IIMNA1000839 
iAMmOQ0841 
liMMA1000842 
IIMMA1000843 
HMHAI 000845 
MAMIA1000851 
«A1 000854 
iMMA1000855 
IMWA1000858 
iMMA1000859 
IMMA1000862 
liAHU1000863 
IINmi00086S 

ilAIHA100087S 
IIMHA1000878 
IIMIIA10Q0877 
IIMHA1000878 
IMmi000880 
IMmi000881 
BAIHA1000883 
IIAIIIA100O897 
IUflM1000898 
HMHAIOOOSOS 
IMMA100D908 
IIMM10O0908 
IIAaA1000911 
MMA1000914 
IMMIOOOSZa 
IWM10OO921 
IUimi00093t 
IUHM100O94O 
IINHA1000941 
IIMmiO0O942 
iUMM1000943 
IUMA1000K2 
IIAMMtOOQ9S8 
IIAHIAt0009S7 
MAimi000962 
IAMAI0009S8 
■AMA10009fi8 
IIMMAI00a972 
IIAMM1000973 
■Mmi00a97S 
IIAMIA1000976 
IIAHA1000979 
IIAMA100098I 
IMMA1000987 
IIAIIIA1000988 
IIAmf000l94 
■MM1000998 
IIAiBA1001003 
IAIM1001007 
HAMU1001008 
MHUIOOIOU 
IAaM10010t4 
IMIIM100102I 
■AMA1001O24 
■MMAIOOICttS 
MAIU10O1O28 



52.75 
3.29 

31.08 
4.58 
4.7 
4.43 
i.22 

!0.02 
2.57 

40.29 
3.88 

9t.57 
3.13 
3.59 
8.58 

17.14 
3.2 

12. 5S 



82.48 
S.2 
35.42 
6.92 
S.1 
2.78 
8.19 
23.1 
2.89 
50.53 
5.88 
117.98 
2.69 
5.65 
10.61 
20.47 
5.98 
18 



.24 



197.47 247.19 



4.29 
2.84 
5.22 
13.15 
6.97 
11.76 
18.89 
4. 54 
19.81 
13.7 
8.3 
13.12 
2.41 
68.92 
3.68 
35.49 
16.07 
36.94 
19.99 
14.05 
3.98 
5.62 
0.61 
26.82 
13.96 
3.82 
109.05 
4.24 
4.83 
10.4 
15.33 
11.83 
35.85 
12.59 
6.93 
3.85 
11.87 
4 

20.12 
9.3 
3,74 
58.82 
88.7 
69.9 



6.54 
3.61 
9.31 
18.7 
11.85 
21.56 
25.07 
4.74 
46.58 
9.74 
13.83 
16.04 
3.47 
152.1 
5.93 
29.12 
19.99 
28.9 
18.82 
10.94 
5.7 
5.18 
0.47 
25.8 
15. 32 
3.17 
38.4 
3.6 
5.04 
12.69 
18.37 
20.17 
39. 55 
13.76 
10.09 
8.09 
14.9 
4.13 
23.76 
12.99 
2.89 
76.19 
92.15 
102.4 



80.18 111.56 



54.98 

12 
39:96- 
8. 85 
9. 
9 

14.72 
28.88 

to. 34 
100.08 

8.12 
159.35 

5.73 
10.37 
23.09 
45.55 
11.12 
37.97 
307.15 

6.75 

4.96 
15.62 
32.08 
28.23 
31.01 
44.99 

8.26 
24.87 

18.2 
18.11 
26.46 
11.09 
139.06 
12.67 
32.19 
34.79 
55.32 
58.05 
26.95 

16. 

14.83 

2.13 
21.85 
18.62 

8.04 
166 

8.43 
16.94 
31.13 
49.49 

19.1 
84.06 
42.26 
28.01 
10.95 
34.42 
6.2 
44.26 
14.08 

7.41 
93.74 
131.2 
41.66 

110 



22.75 
6.91 
20:36 
2.9 
1.82 
2.71 
3.28 
14.54 
0.88 
64.55 
2.91 
213.71 
1.9 
1.76 
5.34 
14.36 
4. 18 
18.03 
151.05 
2.84 
2.05 
6.72 
12.61 
10.06 
16.67 
26.44 
5.15 
13.58 
5.83 
10.1 
13.81 
1.11 

n.3 

7.11 
9.74 
11.62 
14.85 
28.3 
6.92 
3.37 
6.99 
0.38 
10.69 
3.18 
2.19 
38.59 
1.16 
6.44 
7.88 
29.29 
14.27 
67.43 
22.92 
16.14 
3.78 
24. 16 
3. 14 
26.75 
13.97 
3.98 
67.98 
139.16 
70.13 
78.98 



86.37 
5.04 
22.38 
2.71 
2.67 
2.83 
5.48 
17.26 
3.81 
45.92 
1.76 
138.54 
UOS 
1.83 
11.79 
24.31 
4.78 
18. 36 
163.7 
2.75 
1.13 
6.36 
12.85 
11.84 
19.82 
17.58 
4.11 
12.04 
6.94 
14. 32 
12.11 
2.25 
106.8 
6.12 
14.81 
14.07 
46.69 
25.6 
4.75 
4.97 
6.03 
0.27 
8.37 
4,77 
4.04 
38.3 
3.43 
6.12 
10.7 
22.41 
9.07 
62.8 
17.53 
13.54 
4.4 
21.08 
6.73 
20.79 
3.4 
5.49 
54.85 
94. 51 
59.68 
84.44 



46.11 
2.83 

25.87 
3.02 
4 

2.07 
4.22 
10.11 
2.04 
39.66 
3.66 
171.88 
2.66 
1 

7.43 
16.09 

11 

15.97 
159. 54 
3.43 
1.68 
5.06 
8.92 
7.S7 
18 
21.31 



12.03 
4.39 
5.63 
7.57 
1.29 
94.98 
6.97 
15.82 
12.51 
25 
20.38 
8.24 
3.51 
6. 18 
1.52 
7.64 
5.42 
1.69 
60.84 
2.39 
4.99 
11.37 
26.44 
14.47 
61.8 
17.38 
12.99 
5.85 
20.65 
3.28 
27.13 
7.56 
5.98 
51.75 
99.4 
30.76 
72.45 



53.27 
2.54 
17.52 
3.13 
2.02 
3.01 
5.n 
4.63 
1.66 
42.2 
1.11 
95.66 
1.82 
3.38 
5.15 
24.81 
2.48 
9.25 
127.81 
2.51 
2.93 
10.1 
10.54 
8.29 
18.77 
17.58 
3.9 
17:95 
4.39 
5.09 
12.29 
1.59 
122.37 
8.45 
7.85 
10.88 
44.15 
16.91 
3.89 
7.54 
4.85 
0.16 
7.43 
5.48 
2.56 
51.28 
3.18 
5.27 
8.68 
15.03 
9.64 
46.73 
12.36 
6.56 
1.97 
13.23 
4.14 
18.57 
6.85 
4.67 
72.35 
87.98 
22.6 
97.15 



21.38 
1.96 
21.92 
2.4 
1.34 
0.81 
2.92 
3.65 
1.53 
36.12 
0.53 
65. 57 
0.46 
1.09 
1.27 
12.68 
0 

8.53 
148.8 
1.58 
. 0.77 
4.12 
7.92 
6.16 
10.78 
14.36 
1.83 
11.68 
2.34 
3.21 
5.98 
0 

27.22 
2.44 
20.92 
8.84 
81.17 
16.31 
2.4 
1.89 
2.51 
0 

8.92 
5.55 
0.98 
65.81 
1.23 
1.93 
4.42 
8.9 
5.8 
25.89 
7.34 
3.79 
0.73 
10. 02 
1.49 
19.08 
5.46 
4.19 
45.95 
68.05 
25.23 
91.69 



20.22 
3.02 
26.79 
1.8 
1.48 
2.24 
7.82 
6.21 
3.4 
64.01 
1.24 
93.06 
1.81 
1.24 
2.11 
IS. 34 
2.86 
14.8 
137.51 
2.61 
2.2 
5.11 
11.52 
7.32 
19.11 
19.92 
1.2 
11.81 
1.82 
3.89 
12.25 
0.87 
25.48 
2.92 
4.78 
14.41 
20.09 
24.51 
1.4 
3 

6.15 



3.07 
2.07 
1.54 
23.12 
1.88 
5.12 
4.88 
16 
3,91 
38.89 
12.64 
6.83 
t47 
16.87 
4.79 
24.22 
5.5 
1.31 
58.5 
106.24 
39.06 
100.75 
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Table 393 



10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



Mmi0Q0S76 
IMHAIQOQSSZ 
lAMAIOOOSSa 
MAWAIOOOSSS 
MAMAIOOOSS? 
MAMA1D00591 
MAMA1000594 
MAMAI 000587 
MAMAIOOOSOS 
IAIIIA100Q812 
HAWAIOOOiM 
MAMAlOOOSie 
HMHAlOOOftl 
MMHAIOOOtn 
IWA10006Z5 
MAHAIOOOfiaS 
lAMAIOOOMS 
IMIIIA1000645 
IIMMA1000SS2 
KMHAI 000657 
IAMA1 000884 
lAMAI 000887 
MAWAI 000888 
MMmi000869 
IAMA100087Q 
lAMAI 000872 
IAMA1000881 
IAHA1000884 
HMWIOOOOOI 
IMHA1000702 
IIAWA10O07O8 
MHA1000707 
MMM 000713 
IAHA1000714 
1000718 
lABUIOOOnO 
IAMA1000723 
IAHA1000731 
Mmi0007SZ 
«nA1000733 
MHA1000734 
«aiAI000735 
IMHA1000738 
IAaiA1000744 
IMHA1000748 
IUBtt100074B 
IMBU1000751 
l«A100075Z 
IMM1000757 
■AaU1000750 
IMM1000781 
lAMAIOOOnS 

iMMiooone 

IMWIOOOTTS 
UMA1000781 
IMMA1000782 
ttHA1000784 
MU1000788 
MaU10007S8 
■MHA1000802 
IMUlOmiO 
1080813 
1000814 



2.83 
14.4 
342.62 
3.44 
10.38 
9.1 
24.67 
25. 88 
10.5 
8.03 
3.76 
8. 91 
10.09 
18.37 
5.51 
3.19 
3.08 
3.16 
53.05 
7.49 
4.53 
18.71 
8.69 
23.14 
3.03 
4.89 
127 
42.17 
6.35 
7.53 
2. 37 
7.11 
5.79 
13.18 
21.05 
7.11 
56.24 
83.95 
13.21 
4.13 
12.22 
4.23 
4.58 
27.47 
11.43 
5.14 
2.95 
3.53 
9. 18 

17. n 

6. 79 
4.06 
4.12 
26.15 
35.93 
10.71 
5.28 
1L93 
14.83 
10.63 
10.59 
6.03 
22.11 
1.64 



9.81 
23.94 
404.06 
4.94 
9.76 
16.85 
34.19 
32. 59 
17.98 
8.9 
3.67 
9.36 
7 

26.27 
4.72 
6.18 
4.28 
4.8 
63.8 
6.59 
4.12 
22.51 
17.38 
46.99 
3.5 
6.68 
118.39 
56.4 
5.08 
9.04 
2.75 
13.17 
9.88 
25.83 
29.79 
5.26 
56. 67 
62.78 
20.89 
6 

18.56 
6.43 
4.07 
31.39 
16.18 
6.4 
3.98 
4.94 
9.76 
21.89 
10. 56 
4.2 
5.64 
27.77 
73.17 
16.72 
6. 98 
21. 7S 
19.2 
12.91 
10. 3B 
6.16 
37.42 
5.26 



12.53 
41.43 
58».0» 

9.73 

14.3 
23.22 
52.67 
51.71 
U.05 
14.02 
7.3 
17.48 
22.98 
42.33 

11.4 
12.95 

9.79 

8. 96 
128.68 
12.24 

7. 
38.34 

17, 
61.08 
9. 

9.53 
232.08 
66.57 
11.76 
16.29 
7 

13.48 

8. a 

23.83 
38.76 
13.51 
100.19 
122. 37 
24.92 
9.07 

20. n 
10.91 

5.19 
43.2 
20.32 
11.37 
9.11 
7.73 
16.46 
38.71 
9.64 
7.6ft 
14 
36.92 
60 

21. a 

8.31 
27.25 
21.42 
13.99 
19. 17 
13.72 
37.78 
13.89 



4.59 

6.77 
206.24 

2.95 
7.6 
12.8S 
17.15 

40.6 
21.57 

3.22 

I. 87 
7.74 
5.69 

24.96 
2.5 
3.95 
5.68 
4.43 

68.06 
7.34 
5.71 

17.17 
3.58 

27.38 
2.2 
5.24 
362.26 
28.1 
8.34 

1L54 
4.27 
6.85 
5.04 

10.07 

24.92 
4.07 
108.88 
158.83 

19.74 
5.99 

15.57 
7.98 
5.1 

35.52 
9.63 
3.9 
L88 
2.22 
16.7 

25.58 
3.73 
1.53 
7.07 

48.47 

15.58 
6.1 
4.59 
9.87 

14.77 
6.66 

II. 33 
6.5 

16.99 
2.27 



4.86 
7.53 
397.1 
5.37 
6.3 
13.24 
22.85 
49.12 
17.46 
4.68 
2.17 
5. 34 
13.58 
17.41 
4.83 
4.29 
3.5 
4.19 
63.84 
7.8 
2. 66 
14.96 
6. 25 
33.9 
6.51 
3.91 
175. 38 
10.46 
4.22 
11.44 
3.94 
13.62 
7.37 
8. 95 
18.64 
3.72 
65.38 
112.88 
19.6 
9. 97 
15.03 
3.73 
2. 18 
27.09 
9.M 
6.11 
4.26 
4.21 
13 
19.94 
4.03 
2.88 
2.94 
2S.15 
59.91 
15.65 
9.33 
8.6 
17.9 
4.6 
9.98 
6.85 
20.99 
7.88 



3.08 
16.86 
307.2 
2.97 
4.54 
10. 32 
23.65 
36.4 
15.09 
8.25 
1.53 
6.31 
6.11 
18.13 
2.59 
3.37 
2.91 
14.5 
76.26 
10.34 
4.08 
16 
8.92 
32.87 
1.81 
6.43 
245.8 
18.45 
4.13 
15.76 
4.85 
11.39 
T.72 
6.62 
21.26 
3 

82.83 
140.59 

18.49 
7.96 

11.37 
6.91 
3.84 

30.72 
10.4 
4.85 
3.02 
3.15 

12.37 

21.44 
3.96 
3.67 
5.07 

33.74 

40.66 

13.14 
5.12 
8.24 

16.09 
7.92 
8.79 
7.38 

20.43 
1.6 



3.91 
14.73 
196.5 

I. 64 
9.1 

9.64 
15.05 
18.51 
12.1 
3.07 
2.62 
7.11 
4.8 
16.88 
2.52 
3.1 
2.33 
3.27 
48.7 
5.92 
1.96 
10.64 
3.77 
41.85 
2.38 
9.4 
112.44 
7.15 
4.18 
4.16 
2.38 
5.11 
4.37 
3.02 
20.38 
2.71 
53.41 
85.25 
13.07 
4.16 
17.6 
3.13 
1.49 

II. 08 
16.64 

2.11 
2.83 
2.53 

10.17 

12.48 
1.97 
1.98 
2.8 

22.86 
15.6 

10.25 
3.95 
5.41 
9.03 
6.32 
5.57 
2.82 

27.71 
3.8 



1.78 

20.93 
234.99 
1.64 
4. 55 
5.62 

11.26 
9.64 
5.53 
3.06 
0.72 
2.55 
4.98 

13.76 
1.82 
1.01 
0. 32 
1.73 
34.2 
2.92 
2.59 

12.09 
5. 38 

23.92 
2.13 
3.5 

89.34 
8.3 
2.88 
3.21 
1.14 
2.82 
2.73 
4.1 

21.53 
1.31 

37.73 

48.89 
8.64 
1.33 
9.79 
3.72 
1.8 

15.85 

15.89 
2.43 
1.16 
1.56 
5.29 

15.54 
4.15 
1.33 
2.71 
12.7 

19.11 
9.83 
1.7 
7.95 
8.51 
3.01 
3.43 
2.22 

18.27 
1.08 



2.49 
24.41 
295.12 
2.31 
7.57 
11 

16.03 
20.88 
10.65 
5.3 
2.53 
5.61 
3.1 
19. 28 
1.65 
2.69 
2.12 
4.43 
32.4 
1.26 
1.6 
11.81 
2.7 
33.78 
1.46 
1.93 
106.16 
5.57 
3.12 
5.89 
1.76 
4.43 
5.56 
4.74 
20.97 
2.37 
50.75 
63.98 
14.74 
3.64 
15.79 
3.43 
2.72 
19.91 
17.27 
3.5 
2.48 
2.63 
10.03 
20.02 
4.68 
1.45 
4.1 
18.46 
1^75 
6.19 
2.78 
18.83 
18.38 
7.59 
5.21 
3.59 
23.96 
1.8 
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Table 392 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



ilAllfA100030$| 



IIMIU1000307 
1IAIIM100030S 
IIAWA1000312 
IIAMM1OO0313 
KAHIAIOOOSai 
MAniA1000335 
IIAHM1000339 
iAMA1000340 
MAiM1000348 
IIAaU10003SS 
IIAIHA100O35S 
IMIMAI000360 
HAMAIOOOaSI 
IMHA1O003(3 
IIAilU100037D 
IAWA100037t 
IIAWA100037Z 
IMHAt000385 
MMU1000388 
raHA1000395 
IIAIIIA1000402 
IUHU1000403 
IUHMI000418 
■AIIM1000413 
IIAMIA1000414 
iMIM100041€ 
IUm000421 
IMMA100042Z 
IMBU1000423 
IIMHA1000424 
iMHAI000429 
IIMHA1000431 
IAWA1000432 
WaU1000437 
IUMM1000444 
IIMHA100044€ 
MAIIM1000449 
IUHM1000457 
IUMM1000458 
IUIIIA1000468 
IIAiHA1000472 
IUHU1000473 
iMIM1000477 
IUm000478 
IMmi000483 

MAHIAtOOCMtS 
MMHA1000500 
MMHAIOOOSOI 
MMAIOOOSOS 
■WAIOOOSOS 
MMUIOOOSIQ 
IMIMIQOOSIS 
HABMIOOOSU 
mM1000522 
IMMA1000524 
1IMIU1000528 
MMM1000$34 
IMM100Q541 
IMMIOOOSSO 
lAHAIOOOSSfi 
HAMMtOOOSSI 
■MWIOOOSSS 



32.01 
7.32 
13.21 
3.8 
S.23 
3.57 
1.93 
4.85 
13.8 
6.6 
48.67 
9. 54 
4.42 
62.5 
4.98 
5.17 
2.39 
17,51 
2. 59 
15.23 
2.71 
17.65 
4.76 
8. 38 
13. 08 
26.2 
93.85 
12.39 
142.54 
5.22 
16.73 
9.36 
1.71 
63.4 
7.75 
7.3 
72.49 
18.1 
18.4 
7.78 
16.03 
6.66 
18.92 
3.29 
3.8 
141.82 
11.74 
29.48 
4.21 
3.3 
8. 55 
19. 56 
6.43 
16.44 
5.05 
27.99 
5.97 
3.99 
20.75 
7.6 
2.63 
761.19 
6.09 
3.15 



34.24 

11.17 
12.45 

4.66 

3.78 

2-97 

3.97 

7.71 
21.06 

5.86 
74.66 

13.7 

6.35 
108.93 

6.13 
12.45 

4. 39 
21.43 

3.13 
16. 36 

2. 55 
14.83 

5.81 
10. 39 
31.41 
35.15 
138.41 
14.43 
131.07 

2.76 
20. 92 
15.84 

4.16 
133.96 
15.03 

9.64 
65.48 
22. 35 
25.87 
16.72 
28.35 
14.63 
28.23 

5.76 

4.66 
256.33 
16.92 
25.33 
8.78 

3.92 
8. 62 
37.71 
9. 98 
20.18 
38.96 
43.17 
11.73 
4. 53 
20.93 
8.83 
1.99 
1381.9 

5.3 
5.75 



58.88 

IS. 

i6,-6r 

7.38 

8.22 

7. 78 
7.5 

8. 76 
20.08 
10. 24 
87.35 
18.74 
14.28 
116.66 

8.18 
10.14 

9.15 
34. 07 

9. 36 
27.37 

9.67 
40.38 

8.95 
14.35 
34.59 
53.64 
125.21 
18.48 
148.31 

10.5 
35.59 
18.54 

6.38 
122.67 
14.39 

12.3 
72.84 
31.63 

17.2 
16.75 
43.07 
17.94 
28.07 

7.67 

7.21 
2S7.79 
30.01 
53. 38 
19.16 

7.8 
11.61 
40.79 
12.68 
30.29 
14.82 
88.38 
10.41 
7.16 
19.83 
11.36 
8.54 

1153 
11.69 
13.35 



37.52 
9. 52 
•13:37 
5,51 
6.32 
3. 29 
5.14 
4.7 
19.65 
5.86 
53.83 
8.76 
5. 25 
101.62 
4.8 
5. 35 
3.68 
12. 37 
4. 39 
8.49 
. 2.23 
21.39 
2. 66 
8.64 
25.16 
41.13 
46. 14 
7.65 
147.75 
5. 24 
20.88 
7. 22 
1.45 
9.74 
12.33 
7.17 
97. 18 
13.49 
2. 76 
9.69 
20.2 
8. 59 
15. 83 

2.n 

2.84 
98.09 
11.37 
30.03 
2.1 
5.4 
8. 76 
41.28 
8.8 
25.14 
3.26 
38.83 
4.38 
4.83 
14.18 
1.44 
2.03 
543.64 
2.67 
1.46 



42.02 
5.29 
8.5 
4.44 
8.18 
3.56 
3.16 
9.96 
20.75 
4.39 
37.37 
9.05 
f.74 
117.H 
3.56 
7.18 
6. 58 
14.77 
3.21 
18.09 
1.16 
34.95 
5.93 
10.52 
26.53 
33.28 
53.85 
12.15 
137.43 
3.96 
21.28 
10.71 
4.13 
51.75 
7.79 
6.74 
57.65 
17.76 
17.71 
10.94 
27.28 
8.34 
15.65 
2.69 
2.45 
257.9 
13. 37 
31.05 
8.22 
3,37 
3.91 
34.62 
8.42 
20.54 
5.69 
18.51 
10.1 
4.31 
IS. 4 
4.17 
3. 94 
1435.2 
3.19 
4.28 



39.78 

8.68 
4.58 
4.37 
6.01 
3.87 
8.63 
20 
5.28 
46.85 
7.26 
5.72 
105. 86 
6.25 
7.58 
4.68 
13. 39 
2.85 
20. 18 
2. 27 
27.07 
4. 73 
7.1 
19: 73 
34.97 
91. 17 
12. 39 
173.26 
3.14 
23.97 
6.57 
3.04 
20.93 
9.82 
4.04 
80. 67 
14 
11.5 
4. 65 
30. 25 
7.38 
17.15 
3.84 
2.89 
180.98 
11.4 
22.35 
5.73 
3.89 
6. 21 
14.86 
5.47 
20.81 
7.88 
22.66 
5.92 
6.82 
10.89 
2.11 
1.32 
1032.9 
2.37 
0.82 



30.9 
4.83 
5.45 
3.65 
4.06 
3.84 
4.24 
2.97 

20. 39 
1.91 

35.71 
6.27 



11.25 
3.43 
11.94 
1.54 
11.67 
3.53 
6.79 
20.54 
22.92 
35.64 
5.74 
122.42 
2.65 
15.73 
4.21 
2.28 
35.92 
5.47 
4.84 
67.4 
17.72 
15.1 
4.37 
21.32 
4. 92 
17.93 
2.99 
2.43 
169.43 
15.98 
19.18 
7.01 
2.1 
3.65 
17.29 
7.38 
15.29 
10.33 
24.89 
5.73 
4.96 
14.95 
2.2 
3. 32 
1229.3 
2. 27 
2. 18 



18. 2S 
4.75 
4.69 
2.16 
1.99 
1.96 
1.18 
1.94 

11.88 
2.51 

39.77 
7.75 
4.95 



28.49 
5. 32 
8.26 
2.53 
2. 36 
2.66 
2.51 
3.31 
8.29 
3.44 

39.98 
6.04 
4.76 



73.39 114.81 



2.21 
1.29 
1.36 

17. 12 
3.75 

20. 32 
2.51 
5.88 
2.03 
5.15 
9.59 
16.5 

64.76 
4.49 
112.28 
0.29 

11.76 
3.75 
2.32 

64.94 
8.03 
3.63 

46.57 

12.22 
3.75 
2.84 
9.68 
4.41 

13.07 
1.75 
1.21 

158.7 
7.97 

13.04 
0.97 
0.03 
2.45 

25.75 
4.77 
9.87 
1.91 

20.61 
2.46 
1.75 

12.85 
1.84 
0.71 



3.44 
2.83 

2.71 
32.9 
2.78 
17.28 
1.57 
6.61 
3.28 
5.87 
10.58 
31.45 
53. 
4.48 
99.77 
3.52 
16.32 
2.1 
2. 
54.93 
11.07 
6.39 
58.28 
18.97 
16.53 
7.72 
14.64 
8.54 
20.76 
1.93 
0.87 
175.76 
17.05 
15.93 
6.78 
4.12 
1.88 
7.33 
5.1 
15.02 
1.96 
23 
2.76 
1.88 
11.39 
1.98 
2. 83 



435.34 855.29 
0.81 3.09 
0.1 1.13 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



MMMAI 00002$ 
1MIIA100004S 
HAMIAI 000045 
IIAMIA1000045 
HAMAIOOOOSS 
UAMUIOOOOSr 
IMMAIOOOOSO 
BAOUI 000069 
WHA10000S4 
HAMAI 000085 
MAHU1 000092 
MMHAI 000096 
iMliA1Q00097 
IMMAIOOOIOZ 
HMHAIOOOIOl 
MAMUIOOOlOe 
HAHIAIOOOIir 
HMHAIOOOIIS 
IIAaiAt000129 
IIAIIIA1000133 
IAMA1000134 
MAWAtOOOU9 
MMAIOOOMI 
ilMHA1000143 
VMHA1000150 
UWA100015S 
IMMA1000163 
MM1000171 
IIMmi000173 
MMU100017S 

iMiuioooias 
iMmtoeoi9t 

KMIU1Q00192 
Mmi000193 
IMmi000198 
IMmiO002O4 
IMmi000207 
IMmi000214 
■AaU1000220 
IMW10O0221 
IIMmi000226 
MaU1000227 
IAMA1000230 
iABU1000241 
IMHA100024S 
lAMAI 000248 
IMMA10O025I 
IAMA1 000254 
MHA100Q2S7 
■AMA1000262 
SMHAl 000264 
liABIA1000266 
iAHIA1000270 
MHU1000271 
IAmi000277 
IAHU1000278 
iMM1000279 
IMiU1000283 
Mmi000284 
iMM1Q00287 
maU1Q00294 
l«U1(Km296 
IMMI000302 
1000303 



3.49 
8.59 
9.03 

41.47 
to. 6 
3.76 

10.21 
143.75 
3.34 
3.86 
1.88 
3.52 
4.98 

16.31 

24.25 
8.95 
2.83 
8.08 
4 

5.05 
7.25 
8.81 

10.59 

47.46 
7.57 

11.41 

15.02 
7.6 
6,75 
3.46 

25.33 
5.92 

11.99 
3.19 

47.48 

11.23 
12.4 
8.42 

22.52 
10.4 

13.64 

14. 38 
3.53 
2.76 
6.45 

21.38 
5.31 
2.32 
2.97 

45.74 
9.34 
0.66 

13.12 
3.88 
41.4 

11.35 
3.26 

29.38 
&55 

18.44 

14. 59 
4.06 
3.H 
1.77 



6.73 
8.02 
8.98 
53.57 
18.89 
2.41 
8.2 
270. 15 
5.16 
4.9 
4.62 
3.48 
3.73 
20.65 
30.87 
10.76 
6.06 
8.77 
2.76 
7.04 
6.71 
13.92 
12.38 
88.55 
5.6 
12.76 
19.25 
10. 37 
5.29 
6. 59 
42.54 
8.95 
14.56 
3.37 
.56.45 
12.69 
7.47 
8.75 
15.12 
16.64 
11.97 
17.15 
5. 09 
3.88 
7.89 
25.61 
4.84 
3.23 
3.77 
36.4 
12.72 
1 

14.9 
3.72 

51.52 

16.91 
3.91 

33.95 
5.62 

27.81 
17.3 
4.13 
3.48 
4.16 



9.73 
15.22 
1?,21 
56.97 
12.32 
12.19 
18.54 
259.45 
10. 93 
7.86 
8.98 
7.14 
8.88 
29.78 
39.49 
22.4 
12.12. 

19. sr 

5.79 
6.39 
12.23 
27.94 
22.86 
73.36 
14.19 
22.27 
32.92 
13.24 
9.57 
11.02 
44.08 
18.7 
36.16 
6.86 
65.4 
25.02 
19. 55 
15.08 
36.99 
24.93 
28.4 
40.21 
7. 34 
6.29 
22. 51 
55.84 
10.73 
8. 55 
9.11 
0 

36.1 

3.04 
18.21 

7.35 
103.66 

37.8 

6.49 
49.97 

6.77 
36.41 
29.88 

7. 
11.09 

5.21 



4.76 
6.68 

It. 43 

30.34 
4.6 
2.23 
5.99 

49.26 
3.47 
4.65 
3.96 
2.58 
2.04 

15.97 

16.45 

12.82 
2.65 

14.56 
3.46 
3.71 
3.97 
9.57 

16.46 

60.42 
2.79 

10.11 

19.25 
2.98 
2.32 
3.52 

23.65 
5.23 

26.22 
4.95 

32.82 
6.96 
6.26 
9.58 
5.02 
5.03 
5.25 

23.86 
3.64 
2.63 
9.95 

30.22 
2.94 
2.43 
1.37 
0.39 
26.8 
2.63 

14.67 
4.08 

30.74 

22.57 
3.15 

69.77 
4.76 

15.51 

19.53 
4.08 
6.9 
M4 



8.15 
3.56 
6.71 

27.99 
6.26 
1.8 
7.11 

67.48 
4.79 
4.18 
2.75 
2. 53 
2.02 
14.1 
29.7 

11.13 
4.11 

12.82 
3.6 
2.31 
5.46 
7.21 

15.91 

67.69 
8.22 
6.62 

12.39 
2.32 
2.23 
2.3 

35.89 
6.43 

18. n 

4.82 
40.48 
11.44 

5.09 

9.32 
6.29 
11.07- 
12.91 
16.67 
2.92 
1.66 
8.51 
20.66 
4.44 
2.71 
3.58 
0 

1S.M 
2.61 

11.46 
3.89 
33.8 

16.53 
3.6 

34.21 

4.n 

4.83 
15.7 
5.42 
6.86 
3.15 



5.09 
4.76 
9.34 

31.56 
5.89 
1.43 
5.88 

38.63 
2.05 
4.46 
3.09 
2.5 
1.49 

11.62 

17.72 

10.63 
Ml 
9. 23 
1.79 
3.3 
2.89 
7,44 

12.46 

52.39 
2.73 
6.85 

13.68 
1.89 
1.04 
2.43 

24.05 
6.14 

12.98 
4.54 

48.35 
9.78 
4.84 
7.56 
6.82 
6.49 
9.41 

19. 14 
4. 31 
1.65 
9.68 

19.73 
3.42 
1.01 
0.82 
0 
23 
0.59 

11.77 
3.79 

53.69 

16.11 
2.86 
54.3 
5.69 
9.69 

20.07 
8.4 
5.91 
3.07 



3.99 
2.11 
5. 16 

37.45 
3.62 
1.21 
5.98 

33.36 
3 

2. 36 
2.27 
0.67 
1.93 

28. a 

21.24 
6.32 
5.97 
5.17 
1.7 
8.78 
5.9 
10.8 
8.35 
70.22 
5.6 
2.76 
10.19 

r.54 

2.07 
3.53 

16. a 

3.97 
9.82 
1.06 

28.71 
5.53 
6.03 
7.33 
6.38 
6.69 
26 

13.63 
1.76 
1.27 
6.76 

24.11 
3.67 
0.9 
2.27 

34.58 
7.31 
0.15 
6.4 
1.47 

17.12 

10.35 
2.52 

27.86 
4.18 
4.34 

17.98 
4. 25 
4.93 
3.U 



1.9 
1.9 

4.47 
30.61 

4.44 



39.16 
0.67 



98 

07 



1.83 
0.71 

21.84 

13.56 
4.47 
1.27 
8.7 
2.01 
9.22 
4.64 
7.32 
6.81 

26.61 
1.58 
1.55 
9.3 
1.28 
1.37 
1.51 

12.47 
2.29 
7.53 
1.39 

22.96 
7.76 
8. 39 
4. 95 
3.87 
3.21 

12. 92 
7.29 
1.24 
0.15 
3.1 

11.24 
1.53 
0.97 
0.» 

23.42 
7.08 
0 

9.61 
2.83 

13.52 
6.71 
0.56 

21.79 
2.05 
3.99 
12.1 
2.39 
2.1 
0.5 



3.02 
6.1 
6. 29 

48.64 
2.53 
2.81 
6.29 

49.31 
2.88 
8.94 
1.18 
1.35 
1.64 

17.26 
7. 51 
6.45 
1.18 

14.06 
2.69 
3.38 
5.77 

10.69' 
8.98 
57.3 
3.48 
4.85 

14.14 
1.33 
0.99 
2.66 

14.16 
6.56 

11.64 
2.14 

42.97 
6.1 
7.97 
7.33 
3.09 
1.94 
3.5 

12.46 
2.65 
1.78 
4.13 

13.89 
2.11 

0. 54 
1.23 

46.99 
9.25 
1 

6.99 
1.69 
16.27 
12.84 

1. n 

21.83 
4.21 
2.59 

15.45 
4.19 
3.71 
1.85 
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HEIB81002635 
HBBB1002644 
HBBBt002eS4 
HaBB1002S(1 
HBB81002S(3 
HBm002IM 
HaBB1002677 
HSfiB10026S3 
HaB81002SM 
HaBB1002SS8 
HEIIBB1002ei2 
HEIBB1002893 
»BB1002S97 

HBB8100270^ 
HBIBB100270S 
HQffiB1002n2 
IIK3210(»028 
IIK321000031 
1M321000034 
l»3210Qa039 
i«321000044 
Itt3210000n 
lllt321000O8S 
IIR321000089 
1IR32100(1091 
IIVER1000004 
LIVER1000008 
LIVEIIOOOOtf 
LtVEK10O0O22 
LIVEIt100Q025 
LIVERtOOOOSO 
LIVER1000045 
LIYER100004S 
LIVER1000072 
LJVER1000077 
LlVERIOOOOtO 
LIVERIOOOOIfi 
LIVERI000092 
LIYERI00009S 
LfVER1000097 
lfVERI000098 
LIVER1000100 
LIVERIOOOIOf 
LIVERIOOOIOfi 
LIVER1000108 
LIYERIOOOnS 
LIVERIOOOUO 
LtYERI000138 
LIVER1000148 
LIVERIOOOia 
LJVER1000tS7 
LIVBtlfiOOtSI 
LIVai000t87 
LIVEK1000174 
LIVE111000185 
LlVE]t1000187 
IIVEI1000190 
LIVER1000192 
IIWA1000009 
MMAI00001S 
IMMAtOMOII 
IIMMA10O0O20 101.37 
IMM1000024I 19.03 



3.&1 
8.38 
44.1$ 
18.29 
12.29 
26.04 
2.85 
408.12 
5.89 
2.08 
8.27 
37.13 
12.19 
12.29 
4.21 
42.01 
82.07 
2.68 
7.53 
9.42 
1.72 
5.65 
10.51 
3.33 
3.15 
59.8 
4.13 
10.35 
59.6 
2.42 
11.19 
5.79 
4.77 
23.39 
9.51 
7.51 
5.07 
11.03 
10.59 
51.53 
8.95 
41.49 
3.55 
44.76 
3.93 
6.19 
1.31 
5.07 
5.5 
4.13 
10.81 
4.51 
85.1 
9.34 
14.38 
15.55 
40.28 
13.01 
3.52 
5.18 
5.78 
8.71 



5 

7.38 
47.27 
22.35 
20. 14 
27.32 
4.87 
530.85 
14.15 
2.21 
8.28 
59.89 
19,73 
7.97 
4.82 
58.09 
113.22 
4.75 
10.04 
10.78 
2 

7.08 
11.87 
5.05 
5.89 
78.47 
4.93 
13.8 
50. 92 
3.87 
21.41 
4.25 
5.86 
30.93 
20.72 
7.91 
5.78 
13.81 
15.75 
68.53 
15.6 
40.97 
4.13 
62.72 
4.n 
8.29 
3.43 
8 

7.3 
5.06 
18.45 
3.83 
101.44 
7.8 
23.84 
11.89 
72.32 
13.24 
6.68 
9.12 
4.65 
5. 88 
73.82 
36.9 



4.54 



11 

19. 
9^ 
33.51 
24. 
31 

7 

581.04 
21.74 
13.73 
18.48 
50.13 
29.39 
29.87 
9.81 
92.41 

149.92. 
13.6r 



32.44 
2.81 
18.45 
19.12 
8.66 
14.29 
131.41 
5.75 
22.11 
129.92 
7.13 
14.85 
9.83 
5.47 
40.35 
24.34 
13.85 
10.98 
23.48 
23.53 
98.85 
14.45 
103.47 
7.44 
58.32 
8.45 
14.94 
5.31 
12.35 
19.82 
8.45 
14.03 
6.67 
127.49 
16.08 
29.19 
24.81 
62. 92 
16.57 
4,51 
9.31 
11.74 
17.78 
112.56 
36.17 



1.21 
6.87 
55.06 
18.43 
5.77 
12.71 

I. 19 
161.92 

5.64 
0.94 
7.56 
8. 18 
11.74 
3.99 
4.02 
42.52 
77.68 
4.72 
0.26 
15.73 
3.07 
11.11 
13. 18 
2.61 
4.37 
171.62 
3.08 

II. 7 
124.27 

5.18 
14,92 
9.98 
6.22 
28.67 
17.51 
13.48 
6.47 
8.67 
19.18 
69.98 
10.75 
50.66 
3.5 
36.92 
2.61 
4.01 
1.07 
7. 59 
7.01 
8.15 
9.88 
3.38 
155. 4 
6.28 
10.08 
3.86 
52.19 
5.85 
4.92 
4.2 
5.4 
9.05 
134.32 
7.46 



3.62 
6.82 
50.78 
18.3 
16.48 
14.38 
3.8 
536.41 
5.67 
2.87 
4.81 
9.08 
11.32 
12.05 
2.81 
47.93 
93.78 
4.88 
18.99 
16.03 
3.78 
7. 14 
11.8 
3.29 
6.53 
125.26 
2.76 
10. 53 
66.83 
2.89 
17. 52 
5.87 
7.71 
14.67 
14.57 
8.07 
4.34 
23.05 
22.61 
49.46 
13.82 
24.2 
3.88 
31.17 
3.61 
4 

1.91 

i.45 
10.38 

4.26 
11.05 

5.06 
95. 91 

7.39 
10.54 
12.76 
53.14 

5.19 

4.75 

4.16 

3.83 

5. 32 
8r42 
24.94 



1.08 
5.91 
51.15 
14.62 
12.72 
12.28 
1.22 
322.12 
5.5 
1.86 
4.6 
32.77 
12.96 
3.69 
2. 69 
3S.39i 
72.72 
2.62 
0.79 
17.46 
1.791 
7.03 
12.06 
3.45 
5.77 
143.68 
4.02 
14.7 
94.45 
5.96 
18.14 
5.82 
6.61 
17.18 
15.78 
9.06 
6.39 
12.3 
13.71 
89.44 
9.14 
43.26 
3.78 
34.9 
4.62 
6.54 
1.17 
6.8SI 
8. 37 
4.91 
13.74 
4.691 
123.47 
6.18 
10.6 
7.24 
45.8 
5.07 
3.34 
3.51 
5.36 
5.22 
108.51 
15.61 



2 

7.04 
27.74 
15.42 
3.66 
15.87 
2.S8 
493.61 
2.78 
2.53 
4.23 
12.89 
13.01 
6.19 
2.32 
82.62 
96.78 
2.74 
7.55 
6.96 
0.76 
4.83 
6.47 
1.96 
3.28 
43.76 
2.18 

ir.26 

48.23 
3.99 
8.19 
4.77 
4.81 
8.63 
8.13 
5.23 
3.86 
11.46 
8.85 
74.79 
5.8 
26.16 
2.58 
40.25 
2.14 
5.47 
0.78 
5.23 
5. 23 
1.55 
6.11 
1.48 
63.19 
4.07 
4.27 
6.4 
30.48 
2.85 
0.75 
1.94 
2.48 
3.67 
82.61 
12-77 



1.05 
3.57 
20.25 
10.61 
7.87 
10.5 
0.54 
190.86 
0.53 
0.03 
1.22 
24.23 
7.88 
2.34 
3.46 
52.43 
72.75 
1.07 
3.43 
5.24 
0 

2.08 
7.76 
0.92 
1.07 
27.21 
1.07 
5.83 
37.68 
0.85 
3.93 
2.89 
3.98 
19.03 
9.06 
4.4 
2.15 
8.1 
6.69 
43.47 
2.8S 
32.27 
3.54 
36.83 
3.23 
6.84 
1.21 
2,59 
4.12 
2.41 
8.29 
2.24 
53.6 
3.11 
1.62 
3.76 
15.14 
4.77 
1-7 
1-4 
1.65 
4.83 
44.53 
15.51 



2.821 
7.83 
41.98 
19.12 
3.2 
16 
2.04 
318.34 
2.33 
2.4 
6.95 
25.51 
10.37 
1.91 
2.32 
59.521 
86.71 
1.92 
9.54 
7.94 
1,77 
3.62 
7.56 
3.07 
2.45 
45.98 
1.36 
10.54 
48.06 
2.2 
7.48 
3.63 
4.97 
18.73 
13.17 
6.07 
4.S6 
16.78 
7.35 
64.56 
3.46 
27.07 
3.3 
38.75 
3.22 
5.37 
1.27 
6.22 
9.23 
3.37 
5.5 
4.29 
81.33 
4.06 
4.26 
4.58 
10.77 
5.27 
3.55 
2.13 
3.15 
8.34 
81.2 
6.891 



8t 



8 
t 

t 
t 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



«IBB100232t 
HEMBB10O2327 

HQBB10O2340 
HBQB1002342 
KaiBB10O2358 
HBIBB1002359 
HBIBB10023i4 
«mi00236i 
HE»Bt002371 
HEttBI 002381 
ffiBBl 002383 
(eBB1D02387 
raBB1002409 
HEIBB1002413 
raBBY00241S 
HBBB1002424 
KE1BB1002425 
HQBB1002427 
»QBB1 002442 
HQ081 002447 
HBBB1002453 
HQBB10024S7 
HBBBY0024S8 
HaBBt0024i3 
m002485 
HBiffi1002477 
ffilBB1002479 
(QD81002489 
»eBB10024l2 
ffiBB100249S 
HBmi0O2S02 
HQBB1002509 
raBB1002S10 
raB81002S20 
«BB10Q2S22 
»aBB1002527 
HaBBl002530 
HaB81002S31 
B810025S4 
HBB8100253I 
HBBB1002544 
nni002$4S 
HBB610025«) 
HBB810025$8 
HBBB1002571 
«B81002S79 
HBBB1002W 
»aSB10025B4 
»aBBt002S87 
)eB81002590 
«BB1002598 
ffiBB1002800 
)eBB10O28O1 
HQB81f»2m 
HBB81002907 
HBOBimCIO 
HBBB1002I13 
>aBBI00»14 108. 18 
HBB8Y00»Y5 3.76 
NBB8I002S17 15.34 
HaBB1002f23 4L4S 
HBBBira2824 20.45 
HBBBI00II31I 12.8 



6.79 
29.86 
12.21 
3.57 
6.21 
32.09 
3. 96 
3.43 
7.13 
17. 53 
7.92 
135.68 
23.79 
13.31 

a. 49 

2. 64 
6.07 
4.48 
29. 25 
6.2 
110.71 
5. 36 
16. 89 
23.11 
24. n 
3-27 
4.25 
20. 58 
48.69 
11.53 
5.18 
34.71 
11.07 
28. 51 
14.34 
27. 23 
2.56 
5.16 
26.73 
27,18 
13.04 
23 
59 
33 
36 
7.32 
3.21 
9. 95 
4.7 
8. 59 
27. 91 
9.4 
7.35 
13. » 
4.01 
5.59 
6.17 
5.1 



3. 
7, 
19. 



10.97 
39.37 
17.09 
5.21 
7.8 
38.53 
3.69 
4.07 
10.16 
29.76 
12.33 
179.56 
23.11 
12.51 
3.12 
3.6! 
9.92 
7.81 
30.49 
17.54 
207.61 
5.98 
16.27 
31.15 
42.25 
5.17 
7.51 
32.93 
62.6 
17.66 
3.21 
31.95 
15.55 
45.37 
15.62 
55.84 
2. 91 
6.33 
31.41 
46.28 
20.55 
32.2 
4.33 
13.Z1 
24.38 
4.72 
4.8 
12.82 
5. 64 
15.17 
31.34 
9.36 
8.89 
25.38 
4.35 
8.75 
9.3 
6.85 
118.26 
4.74 
16.43 
62.43 
39.7 
24.72 



11.32 
46.64 
28.97 
5.98 
10.26 
65.28 
6.45 
8.33 
14. 56 
21.32 
16.15 
228.28 
43.55 
22.34 
9.08 
7.39 
9. 97 
11.6 
60.22 
17.42 
155.4 
9. 95 
19.17 
52.26 
57.37 
9.01 
5.14 
33.42 
67.58 
26.19 
9.5 
38.03 
26.84 
36.84 
18.28 
54.45 
5.88 
11.67 
45.92 
57.65 
23.13 
43.29 
9.7 
13.27 
22. 91 
8.5 
10.5 
19.84 
13.38 
29.93 
78. 12 
12. 16 
8.63 
25.69 
8.49 
13.05 
18.74 
16.57 
257.79 

6. a 

20.69 

70.11 
56 

22.26 



21.02 
28.75 
18.73 
7.77 
6 

39.45 
3.93 
6. 97 
9.95 
21.87 
8.95 
286.57 
20.25 
8.77 
4.81 
2.66 
6.37 
5.69 
43.33 
9.79 
83. 72 
2.72 
6.78 
31.43 
32.51 
3.69 
7. 05 
17.09 
34.04 
13.16 
2.92 
46.31 
12.73 
31.94 
10.3 
41.8 
1.86 
5.25 
22.42 
25.13 
9.22 
21.03 
5.81 
3.83 
7.86 
4.01 
2.3 
6.39 
4. 24 
11.81 
45.05 
12.87 
4.2 
13.58 
3.09 
6.25 
7.02 
4.47 
160.19 
3.53 
14.06 
89.32 
29.45 
5.67 



12.83 
34.27 
8.27 
3.22 
3.29 
32.86 
4.64 
4.3 
9.83 
21.71 
3.96 
191.47 
12.08 
11.21 
2.78 
2.05 
9 

9.56 
23.55 
7.28 
84.2 
2.55 
17.09 
27.93 
37.48 
4.27 
3.76 
21.13 
44.48 
10.94 
4.34 
31.48 
16.51 
38.1 
7.17 
39.8 
2.03 
3.42 
21.99 
29.76 
13.07 
30.23 
3 

6.5 
11.05 
3.71 
L84 
8.66 
5.58 
13.87 
22.1 
8.92 
3.37 
12.98 
3.23 
8.3 
8.85 
6.62 
127.61 
4.89 
10.46 
59.95 
24.85 
13.71 



6.76 
35.49 
19.71 
9.25 
3.42 
34.65 
4.39 
5.26 
9.89 
16.54 
8.62 
226.83 
15.04 
10.89 
4 

3.42 
12.89 
5.52 
33.03 
9.01 
96.3 
3.56 
11.88 
29.52 
24.85 
4.31 
4.24 
16.76 
57.32 
12.55 
3.1 
35. 99 
11.29 
20.25 
4.37 
28.31 
3.34 
5.09 
29.07 
23.09 
13 
27.52 
3.66 
4.73 
11.87 
2.33 
2.3 
6.74 
5.79 
11.06 
24.36 
9.94 
4.13 
10.65 
2.33 
3.46 
5.16 
3.43 
115.27 
3.11 
7.36 
64.13 
24.11 
7.87 



6.12 
23.76 
9.42 
5.09 
3.33 
33.44 
3.95 
4.27 
9.48 
9.41 
4.76 
107.86 
3.85 
4,44 
1.3 
0.86 
6.72 
4.13 
24. 65 
4.36 
26.65 
2.41 
7.07 
25.75 
28.18 
3.51 

I. 98 
11.95 

35.3 

II. 2 
3.82 

26.54 

lo.n 

23.53 
1.27 
IS. 32 
1.71 
4.28 
24.79 
34. 17 
15.33 
19. 17 
1.12 
2.81 
7.3 
1.87 
2.51 
3.36 
3.53 
10.85 
21.48 
3.39 
3.83 
15.53 
3.4 
5.04 
5.21 
4.07 
80.95 
t31 
16.03 
46.57 
26.5 
12.49 



3. 86 
23. 05 
11.59 
2.16 
3.85 
21.57 
0.63 
1.48 
6.8 
9.09 
5.05 
116.89 
6.21 
4.37 
1.86 
1.28 
4.73 
1.79 
22.4 
12,11 
37.71 
1.81 
5.54 
14.57 
20.41 
0.9 
3.33 
15.32 
36.02 
5.85 
2.25 
23. 82 
7 

21,31 
2.73 

22. 78 
1.04 
2.92 
13.7 

26.17 

12.24 

15.09 
0.96 
3.61 
3. 24 
1.16 
1.04 
2.01 
1.46 
4.49 

22.81 
4.59 
2. 53 

14, 47 
1.13 
2.83 
2.01 
1.86 

70.77 
1.58 
9. 38 
40.8 
22.1 
14.8 



6.53 
28.43 
11.1 
1.79 
5.15 
27.85 
2.74 
3.01 
10.03 
4.87 
4.4 
120.62 
4.42 
4.87 
1.66 
2.41 
6.15 
5.11 
31.01 
11.81 
31.85 
3.86 
6.6 
26.97 
30.3 
2.26 
2.58 
21.36 
39.44 
15.28 
3.88 
25.15 
12,74 
17.08 
3.96 
36.38 
2.87 
7-5 
18.84 
36.08 
18.4 
14.85 
13.79 
L61 
5.41 
2.04 
2.73 
3.49 
2.34 
11.04 
39.4 
5.2 
0.85 
12.11 
1.07 
4-29 
3.82 
3.63 
100.61 
0.85 
12.23 
51.16 
22.65 
9.64 
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HEIBB1001996 

HEIB6100I9S9 
HBBB1002(»2 
HaBBt00200S 
HBBB1002009 
»CIBB1002013 
HE1BB100201$ 
HQBS1D02024 
HEn6100203S 
>EVBB100203I 
HE1I8B1002041 
HEIBB1002042 
HQBB1002iM3 
HEini002044 
HBeB1002045 
HQBB1002049 
HEIBB10020$0 
HBni002051 
HQBBt00206B 
HEiBB1D02069 
HQtt81002075 
^£081002079 
HBBB100208O 
HEie81002082 
«BB1002084 
HEIBB100208S 
HEnBtOQ2092 
HBB8I002094 
HBntOQ2103 
KEIBB1002109 
HBBBI002115 
HQai002120 
HBm002121 
»CBBt002134 
NEIBB1002136 
HEiBB1002Y38 
HE1B81002TS9 
HE1IB81002141 
HBBB1002M2 
HBBB100214S 
HEn81002152 
HBBB10021S2 
KQBB1002173 
HQBB10021B9 
HQBB1O0219Q 
HBBB1002193 
HBU1002217 
HBni00221B 
HQBB1002228 
HEIBB1002232 
HEW100224S 
ffiB81Q02247 
HEnB1082249 
»BBB10822S4 
H»10022S5 
BI0022S6 
HEni1002271 
NBBB1CNI2280 
0IOO229S 
HBni002300 
81002302 
|HaBB100230€ 
8100231S 



27.04 
14.71 
15.2 
6.41 
13. 93 
13.81 
35.52 
17. 64 
5.8 
52.65 
4.95 
26.99 
7.32 
15.38 
S.28 
13. 55 
20.72 
12.83 
28.94 
€4.56 
20.88 
15.68 
27.48 
27. 32 
11.54 
17.19 
4.86 
144.34 
15.12 
5.46 
69.58 
5.46 
6.4 
)9.45 
10.91 
18.33 
50.09 
8. 36 
9.19 
6. 36 
10.49 
24.88 
48.61 
3.55 
5.91 
8.05 
13.5 
11.76 
25.74 
108.24 
10.76 
29.32 
23.04 
8.45 
13.55 
24 
19.55 
1.4 
0 

13.25 
7.2 
8.19 
4.48 
9.41 



42.61 
23.01 
22.46 

8. 68 

14.9 
20.37 
43.43 
16.37 

10.6 
85.52 

5.73 
42.34 

8.11 
16.33 

7.11 
14.05 

21.4 
16.25 
18.92 



48.67 

29, 

20.51 
14.02 
24.54 
28 

61.55 
26.67 
13.79 
32.75 
12.99 
59.33 
15.44 
33.37 
15.99 
38.81 
45.8^ 
37.04 
52.44 



61.13 134.22 
27.08 36.85 



17.27 
41.14 
43.03 
12.93 
20.49 

8.19 
116.1! 
19.26 

7.53 
83.46 
60.72 

5.75 
25.43 
24.24 
18.78 



22.02 
33.47 

71.5 
24.86 
48.44 
14.88 
135.03 
35.12 
11.18 
107.06 
14.77 

12, 
55.52 
43.39 
45. 57 



51.59 110.11 
15.47 10.43 



16.96 
8.37 

16.24 
22.9 



13.1 
8.62 
32. 26 
59.51 



80.75 107.44 
25.4 7.84 



5.36 
5.19 
31.42 
15.56 
52.63 



11.91 
7.81 
40.95 
34.59 
73.43 



84.59 214.25 
24.39 31.98 



39.47 
30.4 
5.4 
8.54 

39. 55 
37.2 

14.75 
1.32 

17.07 

17.96 
9.95 
4.94 

18.69 



46.03 
36. 26 

12.9 
22.22 

56. 2 
69112 
33.73 
3.2 
48.88 
22.84 
13.55 
10.04 
11 



17.55 
15.8 
r3.68 
3.86 
14.07 
12.9 
22.34 
10.62 
2.3 
21.71 
4.99 
33.42 
8.43 
9.15 
4.63 
21.11 
13. 96 
11.52 
23.53 
53.82 
26.67 
11.81 
23.15 
48. 33 
5.24 
15.57 
4.12 
45. 77 
!7. 76 
8.4 
62.19 
39.13 
2.74 
28. 56 
24.03 
23.81 
35.51 
4.0T 
1.9 
2.74 
9. 14 
8.84 
66. 24 
5.45 
4.49 
3. 82 
12.51 
12.72 
32.82 
80.62 
19.41 
33.69 
21.55 
9.1 
9.35 
39.15 
27.4 
16. 63 
1.59 
29.84 
22.43 
11.87 
8.42 
13.6 



24.82 
17.15 

17.9 

4.89 
12.64 
13.24 
25.62 
13.94 

5.04 
70.83 
10.04 
31.41 

5.37 
15.16 

6.03 
17.68 
20.22 
18.46 
26.05 

39.3 
17.79 
12.44 
21.35 
38.81 
21.72 
24.56 
8 

56.49 
15.07 
4.51 
50.92 
16.84 
5.51 
24.08 
23.79 
13.25 
42.15 
4.89 
10.98 
2.82 
12.19 
21.58 
81.5 
25.86 
4.74 
3.51 
15.71 
11.26 
28.59 
78.36 
21.33 
25.42 
23.11 
8.18 
11.14 
37.05 
30.03 
15.77 
2.57 
17.46 
7.83 
6.29 
4.47 
12.17 



18. 56 
12.6 
14. 36 
7.48 
13.23 
9.2 
25.39 
14.86 
3.13 
38.58 
5.87 
30.59 
4.7 
12.75 
3.49 
16.3 
15.6 
11.6 
15.13 
49.08 
18. 95 
12.63 
9.24 
19.92 
15.36 
30.61 
4.95 
60.46 
8.88 
4.6 
51.12 
5.85 
2.64 
19.83 
24.09 
20.44 
39.79 
4.74 



2.25 
10.34 
20.2 
44.12 
14.76 
3.73 
3.24 
29.81 
16.37 
24.52 
108.65 
17.37 
30.62 
19.18 
7.58 
10.19 
37.31 
37.09 
17.75 
0.19 
25.16 
12.63 
9.78 
9.84 
15.43 



28.17 
18.98 
19.76 
2.32 
24.2 
14. 63 
38. 97 
13.44 
2.77 
40.44 
7.91 
35.5 
6. 95 
12.63 
8.95 
14.27 
21.11 
18.41 
33.91 
48.07 
23.6 
5.67 
13.25 
37.68 
15. 59 
24.16 
6.55 
15.5 
)4. 96 
8. 52 
65.01 
5. 92 
3.13 
25.58 
19.26 
11.9 
27.69 
7.89 
5.65 
4.04 
12.54 
34.39 
82. 89 
4.91 
7.89 
3.4 
30.17 
17.63 
35.6 
166.71 
22.17 
28.25 
30.01 
2.92 
5.38 
39.64 
27.79 
17.9 
2.26 
17 
8.34 
7.21 
5.18 
7.32 



23.4 
IK 27 
8.32 
2.31 
15.6 
11.53 
23.31 
9 

1.85 
20.7 
2.61 
25.94 
4.45 
10.91 
3.61 
7.83 
13.82 
9.54 
14.41 
48.15 
16.68 
5.58 
11.63 
22.99 
4.71 
14.34 
2.38 
25.51 
9.23 
3.47 
50.9 
6.74 
1.57 
15.89 
8.44 
15.85 
28.58 
6.83 
7.53 
2.02 
5.18 
10.44 
47.69 
5.53 
4.5 
1.73 
23. 34 
11.07 
20.64 
123.42 
6.39 
20. 36 
21.82 
2.96 
9.93 
23. 55 
17.42 
8.81 
0 

14.47 
8.09 
2.24 
3.92 
2.42 



25.36 

17.1 
11.63 

9. 35 

24.4 
16. 62 

36. 
13.73 

3. 
17. 

3.57 
36. 66 

6. 
12.91 

5.78 
17. 46 
17 

14. 
28.65 
30.52 
23.73 
11.32 
12. 65 
28. 59 

U. 
22.35 
8.08 
16.94 
22.31 
4.97 
42 

5.3 
3.49 
20.17 

1i 
24.31 
25.22 
4.81 
4.35 
5.71 
7.82 
7.92 
70.76 
5.99 
MS 
2.03 
31.48 
12.8 
25.88 
65.1 
14.13 
28.8 
18.27 
4.18 
4.18 
35.88 
23.42 
11.82 
1.09 
20.56 
9.04 
3.19 
8.24 
6.98 
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}aiB10Q1735 
HEttB100173( 
(QBB108I747 
HQBB100t749 
)£BB1Q01753 
HEn810Q1756 
«MBB10017S7 
HQBB10017CO 
HEIBB10017S2 
«iffiB]O0178O 
HEIBB100178S 
HEnB100178S 
HQfiB1001791 
HQIB6101)1797 
HQBB1001fiO2 
HEI0B1OO1S12 
(QBBIOOISIS 
HBBBIOOIBIS 
HENBB1001831 
HQBB1001S34 
«BB1001836 
HQBB1001839 
HE1BB1001841 
HaB81001844 
HDffi81001847 
KEilBB1001848 

Hm6100ia59 
HQiBB1l»1883 
»CiBB1001887 
HBDBIOOIBSB 
KBB81001889 
HQBB1001B72 
«B8100t874 
HBBB1Q01875 
HQBB1001880 
HEm001899 
HaBB1001S03 
HQBB100180S 
HaB1(»1908 
HBB810019O8 
NQBB1001810 
tCBB10019t1 
HEBBIOOIBIS 

nuioomi 

HBBBIOOmZ 

eBBIOOIBSO 
«BB1001944 
0881001945 
HEIBB1001947 

leniooioso 

ffiBB1001K2 
HBB810019S3 
»aBB100l9S7 
WSB1QQ195i 
WBB1001982 
OBBIOOm? 
HBBBIOOmS 

enioomB 

nB91001983 

nBBioom? 

NBDB1001888 
kaBBl0019M 



41.8 74.33 131. 1 
7.77 13.39 28.59 
2.69 8.82 IS. 53 

10.28 24.28 2(.n 

10.3 11. OS 20.9 
6.53 8.08 12.88 

7.8 24.09 26.61 

14.27 19.82 42.06 
0.8 3.04 8.27 

13.76 23.09 49.83 

6.49 12.36 24.07 

25.43 19.69 45.01 

5.14 15.25 7.48 
14.78 27.69 37.34 
13.95 6.42 12.11 
19.94 26.82 51.97 
11.81 15.53 37.64 
17. n 23. 19 75.37 

8.13 8.07 23.31 

14.4 18 35.74 

30.28 39.5 43.48 
14.36 16.68 38.4 
25. n 32.45 51. 17 
15.48 34.84 44.55 
17.89 27.89 60.83 

4.85 5.43 11.29 

38.14 52.12 78.88 

30.81 27.05 S9.36 

3.46 3.98 8.32 

14.5 16.62 28.09 

5.84 8.18 12.72 
54.86 64.59 94.37 

6.07 11.98 13.6 
3 3.3 6.61 

12.99 18.2 23.61 

18.04 17.79 33.89 

34.29 45.59 6 3.32 
8.16 10.41 29.09 

28.16 29.19 50.5 

4.85 5*05 9.2 
2.42 5.7 6.4 

5.2 10.62 10.84 

29.98 51.31 56.74 

21.14 31.44 37.82 

7.15 10.68 16.34 
17.41 22. S9 26.93 
13.97 12.3 26. n 
40.03 59.19 73.92 

1.94 5.50 8.4 

11.9 14.15 28.25 
12.74 2.15 16.64 
17.57 2S.59 40.32 
26.14 33.12 47.22 

17.2 26.84 33.2 

5.93 5.S8 12.29 

4.28 3.88 11.59 

11.92 43.87 27.13 

34.68 44.03 60.34 

28.25 35.18 38.62 

70.1 95.85 135.62 
4.89 4.06 8.04 
10.55 12.27 28.1 

9.33 7.22 23.4 

26.2 19.68 27.76 



Table 387 

a. 7 40.13 60.42 

8.57 9.16 5.35 
4.41 6.88 3.98 
5.15 8.2 10.2 
9.25 9.8 9.74 

3.9 3.99 4.72 

5.4 12.83 5.96 

14.81 14.4S 11.21 
0.57 4.82 0.71 

16.38 14.53 12.62 

15.82 12.17 15.29 
19 16.71 23.01 

I. 07 13.29 8 

12.45 18.06 22.63 
6 S.I 3.62 

30.77 23.99 24.59 

17.99 17.45 14.83 

26.22 24.8 18.06 

9.34 10.75 10.45 

22.13 11.84 13.05 

42.55 36.92 34.82 

17.83 16.75 14.74 
33.9 26.13 25.07 

31 24.08 23.04 

26.2 23.47 23.52 

3.58 4.51 3.65 

56.18 68.55 53.58 

68.19 35.46 57.28 
5.64 4.36 4.8 

12.79 10.98 12.92 

7.12 6.24 5.61 

86.31 67.83 82.85 
18.68 9.46 7.21 

4.59 12.05 11. 19 
26. » 29.44 24.9 
31.27 17.63 20.15 
39.63 32.89 31.82 

8.47 10.89 12.17 

33.46 32.78 32.37 
6.27 6.88 4.65 
5.21 4.63 6.7 
8.51 10.51 9.98 

43.98 49.18 34.13 

20.71 15.99 14.9 

7.38 7.15 5.68 

13.84 10.93 18.21 

II. 6 11.78 10.4 
44.03 41.91 43.37 

6.66 4.5 5.16 
12.61 15.86 30.85 
14.03 14.01 12.25 
2151 11.85 16.5 

23.32 21.94 24.22 
20.18 17.54 17.43 

2.67 5.82 5.6 
1.82 2.82 5.97 
12.9 3^94 14.36 

44.77 38.71 38.73 

28.67 29.33 21.67 

108.46 60.16 80.87 

3.84 5.22 5.54 

12.58 12.32 11.95 

8.24 11.34 8.U 

43.3 26.68 36.79 



53.81 28.45 83.52 

8.09 5.45 9.42 

4.96 1.05 3.48 
5.99 4.27 10.01 
6.82 5.36 10.12 

5 3.97 3.65 

11.18 14.36 9.41 

17.24 9.18 15.44 

2.56 0.81 3.52 

15.44 6.8 13.71 
9.31 2.84 7.32 

19.54 20.38 26.43 
16.96 8.27 6.44 
22.37 14.75 11.18 

4.89 7.62 4.73 

25.74 15.27 19.71 

20.39 13.54 19.43 

30.17 15.34 21.15 

10.25 3.73 10.62 

15.55 10.35 12.6 
31.2 18.99 16.41 

12.83 10.7 10.84 
27.91 22.04 19.78 

21.12 18.3 25.7 

21.19 9.97 20.24 
6.07 3.08 5.61 

61.43 34.94 43.46 

19.8 14.26 20.24 
7.82 2.45 4.74 

14.13 8.77 15.8 
8.09 8.94 8.48 

80.48 51.3 89.82 

18.78 6.55 10.02 

3.13 1.36 5.74 

34.89 17.55 28.83 

14.84 10.37 14.08 
35.58 26.2 35.72 

9.48 4.66 7.91 

33.69 21.9 33.71 

7.25 6.26 9.65 

4.19 0.96 5.33 

6.79 2.76 7.39 

49.74 26.26 62.6 

18.9 21.96 29.35 

5.97 5.19 7.01 
23.02 11. K 17.79 
15.51 12.86 15.94 

40.7 31.14 54.53 

2.67 2.16 4.4 

15.45 10.36 15.75 

15.71 4.99 12.24 
13.53 12.65 19.84 
34.78 37.99 49.1 
18.02 10.46 24.03 

4.01 5.73 6.62 

1.57 2.64 3.72 
12.1 15.99 21 

44.26 27.2 37.33 
37.28 18.87 23.03 

54.72 61.03 86.88 
5.15 3.31 5.57 

11.85 6.54 28.57 
13.31 6.56 9.69 
27.71 13.13 24.3 
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Tabic 386 



HBOBIOOUSa 
ffiBB1001461 
HQBB10af4€3 
HBBB10014S4 
ffiBBIOOMSe 
HBBB10014S2 
HBIBB1001500 
(€IIBB1001505 
HBBB1001521 
HEmOO]527 
HBBB1001530 
HEnB100!S31 
HEn8100f532 
HBBB1001S35 
raBB1001S36 
HEnB10OI537 
HBBB1001S42 
HQBB1001S43 
HQBB1001S47 
HaBBI(»l1S48 
HBCBIOOISSI 
HQI881001555 
HBiBB1001S62 
KaiBB1001SI4 

Homiooises 

HEIBB1001569 
HQBB1001573 
HEKB10015S5 
HBBBIOOIStS 
HOOBIOOISSS 
HEMBB10015K 

HBBB100TS99 

HGKBIOQISOfi 
HBBB1001612 
HEIBB1001618 
HBB8100161S 
HEttB10O1623 
HQBB1Q0IS25 
HBnB10Q!630 
HSBBIOOISaS 
KQBB1001837 
HBBB1001641 
Ham001653 
HQBB100!6(S 
HQBBt00166S 
HBBB10016I7 
HBBB1Q01SS8 
Ham00t6S9 
HaB8l001670 
HBBBIOOim 
HBUIOOISTS 
HaB61001S79 
CVBIOOIfiM 
HQB1001SIS 
HQBBIOOietS 
HBB8100I703 
HBB81001704 
HaB81001706 
HEIBB1001707 
HEBB100t717 
HQBT001731 
iaBB10017l4 



9.69 
19.97 
19.S6 
28.01 
15.16 
17.23 
41.82 
20.94 
8.53 
2.99 
3.48 
36.17 
17.53 
12.38 
66. 38 
11.79 
14.96 
23.66 
23.94 
3.11 
3.8 
8.19 
17.05 
38.37 
18.11 
18.83 
3.68 
31.55 
19.62 
3.6 
10.36 
50.23 
12.08 
15.69 
8.12 
12,97 
47.24 
21. S3 
32.27 
8.S7 
10.5 
8.75 
32.58 
50.01 
12.57 
3.93 
19.92 
16.89 
4.06 
4.2 
46.37 
67.96 
17.04 
6.24 
10.61 
5.57 
5.09 
4.68 
5.61 
7.42 
3.87 
14.88 
39.25 
6.17 



12.19 
23.1 
21.33 
27.99 
15.92 
20.81 
45.54 
22.59 
7.62 
3.88 
3.01 
50.68 
24.2 
16.9t 
84.8 
11.39 
22.23 
28.65 
50.04 
4.4 
7.07 
9.59 
18.48 
50 
21.08 
22.86 
5.99 
42.11 
27.08 
1.4 
11.37 
70.48 
19.55 
23.5 
10.53 
18.3 
51.05 
28.8 
35.63 
7.58 
14.13 
10.43 
33.36 
60.79 
22.18 
2.53 
21.89 
20.47 
3.82 
4.89 
46.73 
61.75 
14.33 
17.91 
21.58 
8.99 
9.94 
6.84 
7.88 
2.91 
5.86 
12.76 
68.03 
6.48 



21.36 
39. 56 
35.61 
31 

27.83 
35. 32 
68. 26 
32.35 

10. 

4. 38 

4.27 
53.86 
32.45 
23.89 
143.72 
16. 93 
29,71 
30.691 
39.45 
5.6 
10.09 
15.51 
38.18 
64. 37 

35. 2 
28.98 

8.15 
57. 35 

60.2 
8.8 
25.05 
94.67 
22.95 
36.56 
14.14 
27.94 
53.93 
35.45 
43.91 
12.04 
23. 29 
14.63 

51.7 
92.28 
30.48 

9.42 
36.37 
51.29 
13.97 
17.86 
48.84 
141.78 
30.97 
21.96 
17.28 
14. 97 
17.45 
16.43 
21.01 

5.37 

5.44 
30.35 
95.13 
12.06 



34.84 
20.5 
31.93 
14.62 
19.65 
19.01 
37.83 
26.78 
8.16 
4.6 
1.8 
24.43 
18.39 
12.47 
91.2 
9.29 
13.95 
20.28 
14.74 
1.9 
4.64 
4.72 
19.29 
49.41 
23.9 
20.6 
7.26 
32.5 
25.12 
2. 53 
8.69 
85.43 
3.76 
18.96 
3.61 
17. 56 
31.05 
21.69 
23.19 
5. 34 
7.12 
5.84 
33.85 
48.36 
17.59 
3.83 
13.51 
17.31 
2. 65 
5.72 
13.56 
71,26 
18.1 
5.19 
4. 97 
3,84 
5.82 
5.87 
10.94 
4.07 
3.17 
13.57 
39.11 
1.52 



17.29 
28.42 
33.77 
14.82 
13.38 
19 
39.48 
22.08 
6.3 
7.15 
4.75 
15.05 
15.75 
13.36 
78.03 
11.02 
16.64 
24.21 
15.27 

I. 94 
4.24 
6.09 

13.39 
38.27 
18.29 
18.61 

5.87 
28.22 
17.34 

0.56 
10.88 
78.99 
11.11 
19.27 

II, 6 
18.03 

43.7 

16.6 
18.98 
5.5 

9.43 
10.39 
36.88 
49.98 
15,29 

1.95 
17.12 
18.04 

3.74 
6.1 
78.84 

44.3 
10.45 

4.96 
9.8 

6.75 
8.3 

6.69 
17.96 

5. 66 

4.08 
11.78 
36.32 

7.19 



10.08 
24.75 
43.28 
15.04 
15.96 
19.25 
37.77 
24,15 
6. 64 
3.37 
3.13 
19. 88 
13. 
10.82 
69.03 
10.91 
16.35 
31.58 
12. 72 
2.29 
4.26 
5.64 
17. 57 
48.76 
10.69 
17.83 
2.52 
32.05 
21.21 
1.81 
9.92 
83.08 
7. 77 
14. 23 
8.26 
14.45 
40.99 
18.53 
32.29 
6.91 
7.75 
7. 88 
33. 36 
43.85 
13.82 
2.69 
14.78 
14.47 
1.89 
3.19 
42.13 
44,21 
10.58 



87 
91 
.87 
19 
05 
05 
4.18 
5.01 
8. 58 
32. 38 
2.49 



13.2 
17.54 
30.72 
16.45 

13.7 
19.83 

46.2 
26.64 

6.41 
3 

7.05 
14. 37 
15.22 
9.04 
101.64 
6.73 
12,71 
17.34 
12.08 
3.65 
3.14 
3.45 
16.22 
40. 56 
18.09 
18.18 
10.81 
31.45 
21.42 
2.28 
9.72 
60.67 
4.14 
19.02 
6.12 
13.69 
38.7 
19.99 
44.61 
4.26 
11.72 
13.65 
45.82 
47.93 
24.06 
2.78 
11.97 
10.43 
2.27 
6.26 
34. 32 
62.82 
21.47 
10.86 
15,07 
5.52 
8,66 
8.72 
14.4 
6.33 
5.27 
(3.5 
46.55 
5.94 



9.97 
14.4 
20.68 
13.58 
10.31 
14. 79 
37.01 
17.19 
3.73 
1.09 
4.01 
19.2 
13.76 
12.27 
71.92 
5. 87 
5.92 
19. 58 
2.84 
4.19 
1.65 
5. 22 
12,15 
25.46 
9.6 
11.82 
4.11 
26.22 
13.56 
0.36 
7.65 
47.9 
3.06 
14.12 
2.83 
13.84 
45.72 
9. 27 
25. 32 
3.63 
5.74 
6.82 
19.62 
38.87 
13.06 
1.9 
10.86 
9. 14 
0.07 
1.74 
15.02 
56. 55 
8.1 
6,26 
5,39 
1.85 
2.16 
2,46 
6.3 
3.36 
1.48 
11.39 
35.06 
1.69 



12.41 
25.15 
36.42 
23.87 
15.02 
21.88 
39.45 
32.59 
7.14 
4.09 
3.15 
25.31 
17.31 
13.78 
118.47 
10.85 
15.48 
58.07 
4.52 
3.74 
6. 16 
5. 59 
22. 52 
46.57 
15.5 
14.18 
5.2 
33.57 
26.31 
9.78 
13.65 
57.78 
5.8 
17.69 
3.66 
21.14 
63.89 
17.16 
56.22 
6.59 
8.87 
10.88 
25.12 
56.74 
30. 12 
1 

17.21 
14.45 
2.33 
4.46 
19.72 
66.02 
12.88 
8.43 
2.51 
2.U 
2.97 
4.64 
9.45 
3.19 
7.88 

i2.a 

44.86 
6.44 
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Table 385 



HBBB100t200 
HQBB100t208 

HEMBB10D1210 
KEBB1001215 
HQBB1 001217 
WB10012U 
HQBB1001221 
(BBB1001224 
(BBB1001230 
HSBB1001234 
ffilBB10D123S 
eBB10012a7 
HQBB1001242 
HEIBB1001244 
^3(&B1001249 
faDB1001253 
raB8100U$4 
HaBB100126S 
0881001267 
0881001271 
HQrai001282 
HOni 001287 
HQBB1001288 
>BBB1001289 
HBB61Q0129Q 
HBBB1001294 300. 
KaBB1001299 
HBB810013Q2 
HEIB8100U04 
HBB8100ni4 
1EIBB1001S1S 
0881001317 
HEB8180132f 
OBB1001331 
Orai001S3S 
0881001337 
OBB1001S39 
HEB81001344 
HBB81001348 
HEB81001348 
OB810013S0 
HBB810013Se 
HOraiOOUM 
ON100I366 
W610O1367 
HBm001389 
HEMBB1001380 
HBBB1001381 
HaBBlOOI384 
HaDB1001387 
NBD81001394 
0881001407 
OB81001410 
HBniOOUU 
0881001419 
HEB81001421 
HBBB1Q01424 
OB8100142( 
HEIBB1001429 
HaBBim43l 
OBB1001443 
OBB1001449 
OBB1001454 



13.2 
18.63 
6.61 
2.22 
9.7 
10.51 
6 

26.87 
16.71 
17.23 
6.94 
4.87 
5.75 
16.88 
35.65 
22.08 
28.9 
7.43 
69.19 
104.19 
34.55 
9.97 
3.47 
15.95 
22,37 
4.47 
.12 
11.76 
14.9 
20.54 
6.45 
4.17 
58.08 
7.12 
60.43 
0.53 
19.31 
6.1 
11.08 
14.51 
2. 18 
52.05 
7.52 
8.27 
11.82 
34.9 
13. S9 
S.78 
7.8 
54. 99 
12.67 
1.26 
7.9 
2.04 
4.48 
11.47 
6.76 
2.91 
14.08 
6.88 
18.71 
19.58 
35.58 
4.44 



15.34 
26.31 
9.43 
5.57 
12.03 
10.25 
5,57 
26.88 
16.42 
21.95 
12.8 
3.91 
2.45 
13.35 
49.79 
31.03 
34.49 
6.21 
45.43 
98.07 
33.29 
10,71 
3.55 
79.12 
27.51 
6.46 
442.69 
27.27 
20.75 
137.19 
11.88 
4.2 
165.69 
11.9 
105.03 
0. 14 
21.8 
5.5 
7.69 
8.09 
3.12 
108.41 
9.31 
9.27 
16.33 
33.46 
34.47 
6.69 
18.4 
90.97 
18.5 
2.69 
11.42 
3.94 
4.13 
23.84 
4.41 
4.4 
23.97 
11.32 
17.94 
21.95 
35.95 
10.09 



26.9 
21.34 
16.7f 
9.4 
15.37 
17.62 

10.2 
47.38 
17.84 
42.64 
13.24 

1.57 

7.86 
16.55 

60.5 
56.18 
70.42 
17.9ft 
92.09 
152.36 
51.36 
15.91 

8.03 
35.23 

58.3 
15.08 
478.77 
23.84 
33.76 
27. 35 
16.63 
11.99 
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HEHBA100707a 
HE1BA1007080 
HQ6A10070S4 
HBBA10070&S 
HEnA1007087 
HEIBA10070S9 
HQB/II007095 
HBBA10fl7101 
HBBA1007104 
KBBA1O0710S 
HaBA1007n2 
HSBA1007n3 
HQBA1D07121 
HBBA1007I2S 
HEIBA1007147 
NEIM1007149 
HEIBA10O7I51 
HEIBA1007m 
HE1BA1007174 
HEMBA100717S 
HEIBA1007m 
HBBA1007185 
HaBA1Q07186 

HBMI007200 
HaBA10Q7203 
HBBA100720C 
»QBAIN7224 
HBBA100722fi 
HEnAI007240 
HQDA1007Z41 
HBBA1fi07242 
HaBA1007243 
«BAt0072S1 
«BA100725i 
HEBA1007267 
HaBA1007273 
»QM1007279 
)BBA10072fl1 
HQBA1007283 
»QBA100728S 
HBBA10072S1 
HBDA1007299 
HBBA1007300 
HBBAI097301 
HBBAIWSIf 
HaBA1007320 
IQBA1007322 
feBA1007323 
eBA100732l 
H9BA1007S27 
HaBA1007332 
HaBA1007341 



10073421 



S.21 
0.M 
13.43 
6.M 
S.2S 

i9.a2 

7.17 
6. OB 
S 

9.13 
47.57 
86 
10.fi 
27.29 
17.1 
21.17 
201.88 
27.84 
4.09 
21,73 
9.74 
21. 8S 
143.44 
6.41 
12.43 
15.43 
6.66 
5.54 
5.55 
10.69 
12.93 
12.08 
7.21 
17.48 
4.21 
17.41 
25.5 
24. 39 
89.72 
13.54 
5.35 
4.41 
111.71 
4.65 
7.71 
27.14 
5.82 
8.03 
4.41 
10.13 
10 
3.94 
60.36 
10.43 
10.28 
7.15 
6.22 
281.14 
3.87 
33.32 
14.51 
15.93 
8.96 
5.2 



9.64 
3.34 
20.61 
7.67 
11.04 
23.76 
6.3 
6.94 
7. 14 
6. 92 
62.26 
60.21 
15.68 
31.32 
23.13 
21.1 
116.22 
40.49 
6 

33.28 
14. 28 
25.07 



21.16 

5.89 
15.83 
12.49 
5.4 
40.56 

7.54 
13.93 
13.19 
19.82 

92.7 
81.69 
20.31 
26.53 
29.36 
33.63 
315.1 
45.8Sr 

7.77 
23.78 
16.52 
43.45 



168.43 201.05 
8.28 18.59 



15.07 
22.2 
4.91 
5.79 
8.74 
13.76 
22.04 
13.89 
3.2 
18.75 
4.82 
23.17 
42.75 
40.17 



27.38 
36.85 
10.19 
15.25 

11.4 
22.08 
21.55 
28.24 
19.91 

30.8 
12.05 
30. 14 
37.89 
34.49 



73.23 106.85 
17.35 25.69 



7.7 
5. 32 



9.62 
8.31 



101.13 126.82 
5.56 13.42 



17.43 
33.68 
10.89 
6.83 
6.17 
14.5 
10.12 
6.53 
57.45 
10.11 
1M5 
12.6 
6.62 
504.93 
5.98 
37.02 
15,7 
13.1 
9.53 
5.9 



18 
57.79 
12.53 
14.11 
11.59 
18.59 
23.07 
14.21 
88.44 
14.15 

10.5 
10.93 
11.18 
265.82 
13.69 
90.88 
50.08 
23.53 
11.63 

6.99 



10. 38 
3.8 
23.76 
5.42 
4.94 
22.16 
7.55 
10.41 
9.06 
9.03 
36.29 
89.81 
13,17 
13.81 
17.8 
20.7 
326.58 
23.93 
5.68 
16.4 
10.26 
24.93 
310.6 
3. 42 
13.28 
20.24 
4. 89 
6.45 
7.96 
12.85 
10.13 
5.12 
4. 57 
17.47 
2.35 
16.76 
30.71 
15.91 
134. 34 
5.08 
3.24 
2,05 
187.45 
3. 87 
11.41 
28.23 
5.12 
6.96 
1.95 
11.27 
7.33 
2. 35 
47.01 
17.47 
7.08 
3.57 
5.17 
479.23 
3.16 
53.8 
17.82 
14.44 
7.92 
1.75 



7.94 
5.54 
9.7 
9.68 
7.78 
18.37 
3.16 
5.55 
6.96 
17.18 
60.73 
65.76 
16.74 
11.35 
13.84 
38.69 



9.6 
5 

6.82 
14,27 
6.88 
20. 33 
6.35 
7.88 
8.85 
17.73 
51.72 
74.19 
11.58 
9.85 
15.36 
28.03 



303 223.56 
27.74 34.28 



5.26 
24. 34 
12,13 
19.55 
189.7 
2.84 
12.69 
33.61 
4.76 
6.57 
7.31 
11.37 
15.89 
12.57 
4.73 
18.26 
4.05 
21.31 
35.28 
19.51 
88.67 
7.14 
3.12 
4.24 
120.72 
5.2 
15.37 
30.36 
4.08 
6.78 
1.64 
10.46 
8.9 
5.74 
83.94 
5.8 
5,07 
6.52 
5.74 



4.31 
20.37 
8.53 
20.96 
223.39 
6.23 
11.69 
28.67 
3.64 
4.48 
3.31 
10.5 
11.16 
13.87 
5.62 
18.1 
3.94 
8.75 
24.97 
9.53 
116.09 
11.16 
3.91 
3.88 
165. 
4.27 
11.45 
27.93 
4.32 
5.74 
1.99 
9.5 
6.31 
4.15 
54.92 
7.51 
5, 

4.89 
4.76 



433.13 233.63 



3.64 
48.19 
23.55 
19.66 
6. 35 
3.52 



1.67 
37.22 
19.83 
12.93 
6.27 
2.76 



8. 59 

4.04 

3.37 
10.77 

7.11 
18.69 

4. 34 

5.56 
10.68 
15.84 
32.07 

50.6 
13.37 

7.06 

6.49 
18.24 

7S.5 
41.09 

5.49 
10.72 

8. 39 
26.57 
139.17 

5.66 

10. n 

16.97 
3.37 
^.2 
6. 36 
5.77 
5.44 
7.15 
4.03 
18.81 
2.19 
11.68 
38.96 
S.52 
67.3 
4.24 
4.59 
2.68 
80.87 
3.75 
13.72 
22.24 
3.9 
5.78 
3.42 
8.86 
9.07 
6.79 
41.98 
10.92 
3.91 
3.16 
5.15 
384.76 
4.69 
52.37 
20.48 
14.13 
7.48 
4.46 



4.82 
2.23 
2.88 
4.02 
2.74 

15.25 
2.31 
3.75 
5.02 
7.01 

18.35 

40.71 
8.47 
8.85 

22.47 

32.57 
112.08 

23.85 
1.3 
5.09 
3.2 

21.39 
100.56 
3.45 
9.49 

12.22 
0.61 
2.26 
1.4 
8.47 
5.45 
7.65 
0.89 

10.34 
1.93 
7.36 

21.71 
6.53 

41.82 
5.15 
2.56 

0. 75 
65.01 

1. n 

5.68 
21.62 
1.99 
2.58 
2.15 
8.35 
7.22 
3.29 
17.99 
2.6 
4.02 
3.33 
2.1 
246. 29 
0.43 
23.73 
9.78 
7.11 
4.06 
1.49 



5.46 
3.75 
5.47 
8.83 
5.57 
20.25 
5.66 
4.11 
4.92 
8.52 
34.97 
38.08 
13.17 
9,17 
10.72 
32.51 
127.01 
46.77 
6.52 
4.25 
3.6 
27.54 
162.13 
4.93 
8.81 
16.92 
3.29 
4.93 
3.1 
15.97 
3.49 
10.67 
3.73 
19.89 
1.96 
6.25 
36.83 
10.32 
79.65 
6.41 
3.21 
5.03 
83.79 
3.34 
6.36 
27.1 
5.52 
3.49 
2.75 
11.65 
9. 
5.42 
24.76 
3. 
3. 
2. 
2.94 
107.^ 
1.85 
38.43 
17.51 

7.: 

5.93 
2.47 



.93 
.67 
.24 
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Table 379 



10 



IS 



20 



25 



30 



35 



40 



45 



50 



55 



raBA10067S4 
HBBA10067SI 

«BAioosno 

HBBA100S779 
HBBAIOOfiTSQ 
HaBA1006789 
raBA100S79S 
HaBA10067S6 

HBfiAiooeaos 

HaBA1008S07 

HQIBAIOOSSI) 
HBBA100f821 
HBfiAI00€824 
HBBAT0aS832 
ffiBAI 006834 
HEnA100883S 
HQBA1008848 
>QBA1008849 
HaBA100€8S0 
BA100G861 
HQBAIOOiOiS 
HEnAf00fi867 
HaBAI 008873 
HSBAI 008877 
HaBAIOOI878 
NBBAi 006879 
HBBA1006884 
»eBA10068U 
HBBAl 006886 
HQBA1 006889 
HBBA10m96 
HBBA1006900 
HBBAim902 
ISBA1006912 
KBBA1006814 
BA1 006916 
HQBAIOOOni 
HaBA1006826 
HSM1006927 
fSBA1006929 
HaBA1006936 
HaBA10089S8 
(«At006M1 
HaBA1006ft42 
HBBA100694S 
HBDA1006S49 
)BBA1006952 
raOA1006960 
HEIBA10O6973 
HBBAl 006974 
HBBAl 006976 
HBBA1006989 
HBBA10M99I 
HaBA1006696 
ffiBAI007001 
faM1007002 
HBBA10070U 
HBBAI007016 
HBBAt0Q7017 
HBBAl 007018 
BA1 007044 
|HaBA1007046 



10.3 
7.37 
S.S5 
10.91 
21.14 
31.66 
11.15 
13.29 
8.15 
10.17 
358.41 
3.32 
11.44 
15.76 
31.97 
2S9. 36 
a. 64 
8.46 
18.15 
26.18 
16.77 
14.67 
39.2 
18.5 
17.71 
7.4 
10.48 
12.94 
16.51 
29.88 
94.54 
11.07 
72.84 
25.47 
4.95 
17.87 
76.35 
15.23 
5.69 
14.30 
8.1 
20.15 
9.54 
3.12 
38.07 
17.04 
67. 94 
5.04 
4.19 
34.21 
11.14 
9.69 
5.49 
5.64 
22.88 
6.77 
13.6 
38.2 
4.23 
13.73 
1.76 
12.78 
4.27 
3.76 



5.n 

4.9 
6.53 
18.24 
29.08 
41.91 
8.92 
18.12 
7.65 
13.14 
425.1 
4.75 
14.72 
14.89 
30.86 
308.29 
65.27 
14.27 
18.91 
26.08 
33.56 
13.53 
38.77 
15.53 
23.93 
13.49 
14.11 
16. 27 
27.4 
29.68 
114.96 
12.36 
75.71 
32.8 
12.4 
28.61 
138.05 
15.18 
9.45 
14.83 
6.16 
20.6 
10.99 
8.25 
31.9 
18.44 
90.41 
6.37 
5.26 
40.14 
12.47 
21.72 
4.82 
5.97 
33.04 
6.15 
18.68 
51.66 
5.6 
18.8 
2.36 
19.44 
3.89 
6.62 



11.65 
12.62 

9:74 
23.01 
46.61 
71.99 
10.14 

23.2 
12.79 
20.22 
450.14 

8.38 
25.12 
42. 37 
49.16 
291.59 
67.81 
21.58 

28.2 
44.03 
37.75 
34.61 
61.65 

^^34 

26.16 
15.12 
25.64 
24.73 
33. 59 
41.54 

86.8 
15.21 

95.1 
47.12 

20 
49.99 
152. 36 
19.35 
11.27 
25.68 
12.12 
39.98 
23.15 
12.19 
81.07 
31.05 
117.96 
14.93 

9.54 
82.69 
24.84 
26.59 
13.28 
15.87 
62.59 
10.45 
46.24 
86.51 

9.85 
46.37 

7.34 
26.75 

8.13 

1^6 



6.17 
10.94 
2.73 
9.34 
19.18 
39.02 
6.24 
10.87 
2.99 
7.25 
425. 56 
0.01 
8.56 
23.12 
24.26 
339.91 
62.09 
9.55 
12.23 
23.34 
10. 59 
20.34 
71.58 
9.22 
14.12 
6.73 
11.23 
12.26 
6.17 
20.77 
8.15 
4.3 
25.42 
42.47 
3.65 
20.94 
81.86 
6.9 
4.84 
4.9 
3.55 
22.07 
1.62 
4.54 
14.16 
13.54 
45.68 
11.38 
3.87 
40.95 
14.07 
5.58 
5.67 
14. 35 
43.82 
9. 29 
26.01 
157.46 
5.49 
32.25 
6.45 
6.88 
7.26 
6.tt 



5.72 
5.09 
5.09 
17.17 
32.07 
25.6 
5.48 
8.5 
3.39 
5.84 
524. 37 
2.65 
18.43 
22.95 
23.62 
237.21 
43.11 
10.78 
21.78 
31.15 
18.63 
16.15 
60.52 
8.88 
11.71 
6.6 
13.75 
12.67 
20.26 
25.78 
45.42 
6.85 
32.71 
30.76 
6.21 
22.1 
82.01 
10.02 
7.39 
10.25 
6.9 
23.94 
9.22 
5.27 
37.03 
11.67 
44.82 
7.05 
5.23 
44.04 
It 49 
10.54 
2.91 
9.67 
36.96 
8.92 
27.9 
90.61 
4.83 
24.75 
3.5 
7.17 
4.08 
6.82 



5.75 
6.73 
3.33 
9.49 
21.74 
33.44 
5.24 
11.23 
3.14 
4.86 
388.31 
1.47 
11. a 
19.27 
19.71 
321.61 
55.61 
10.45 
20. 94 
21.57 
8 

19.04 
57.06 
9.34 
14.57 
3.67 
11.88 
8.96 
51.39 
20. 37 
40.45 
5.29 
26.4 
32.5 
3.85 
17.02 
60.45 
9.36 
7.2 
8 
3.55 
22. 
9.34 
8.96 
19.11 
15.34 
62.84 
7.71 
3.34 
37.38 
8.94 
8 

2.68 
15. 25 
35.47 
7.56 
24.22 
115.16 
5.04 
25.55 
5. 

10.67 
4.08 
7. 16 



6.13 
S.5 
3.97 
6.46 
27.02 
20.75 
3.29 
14.12 
3.97 
8.13 
479.65 
2.36 
10.78 
10.56 
31.05 
326.22 
73 
9.6 
21.53 
33.36 
9.03 
12.38 
33.27 
9.42 
15.58 
5.7 
9.01 
12.1 
18.62 
13.71 
16.06 
4.87 
32.9 
22.96 
6.17 
26.3 
85.41 
4.27 
5.96 
7.17 
4.27 
25.87 
13.47 
3.85 
37.54 
9.95 
58.07 
7.34 
4.22 
52.24 
10.47 
10.23 
L79 
5.09 
29.4 
4.85 
17.93 
37.83 
4.32 
26.93 
4.75 
5.95 
4.49 
7.91 



5.01 
2.15 
3.29 
5.37 
14.11 
21.87 
3.78 
7.4 
0.85 
5.47 
356.88 
0.6 
2. 32 
11 

26.34 
280.59 

47.8 
6.1 

7.17 

14.9 
3.5 

6.63 
28.86 
6.3 

7.18 

2. 95 

2.84 
3.4 

5.59 
10. 53 
32.92 

2.48 
16.88 
11.97 

0. 96 
12.33 
43.28 

4.91 
4.4 

9.16 

4.44 
18.49 

4.19 

0.26 
10.57 

7.49 
38.55 

3. 55 
1.4 
36.27 

5.46 

6.86 

I. 22 
3.23 

20.95 
2.62 

II. 6 
43.86 

1.34 
13.32 
0.45 
5.18 
2.95 
2.23 



8.39 
4.84 

3.02 
4.52 
23.35 
35.28 
6.02 
15.69 
2.9 
7.83 
266.31 
1.87 
9.36 
21.11 
34.02 
176.89 
42. 25 
8. 18 
5.58 
24.69 
6.56 
17.89 
36.65 
3 

17.11 
4.47 



36 
76 
55 
42 
53 
64 
13 



13.31 
2.8 
21.55 
74.2 
5.74 
4.47 
6.2 

3.y 

21-97 
5.58 

i.n 

9.16 
11.08 
55.06 
6.74 
1.92 
39.73 
6.01 
3.65 
3.42 
6.48 
25.28 
3.17 
13.83 
26.69 
5.39 
18.08 
2.16 
4.75 
4.25 
5.58 
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Table 378 



At006483 
111006485 
|HEIIBA100648$ 
|)aBA100648S 
M0OM9Z 
A1006494 
A1 006497 
M0OSSO1 
M0O6S02 
_ AlOOSSOr 
iHEHSAlOOSSir 
1^100(521 
^ A1006529 
|HaBA100S530 
l»aBA1006535 

Aloossac 

A1006S40 
A1006S44 
A10O6546 
|hQIBA1006549 
A10065S9 
A1006S62 
|hE1IBA100656C 
iHBBAIOOSm 
_ A1006572 
iHaBA1006579 

i^ioossas 

^ K100659S 

rHBBA1006S97 
)fflBA1006S0€ 
M006S12 
|HBBA1006(17 
A1006(24 
A1006S31 
|hEMBA1Q06€3S 
A1006fi39 
A1006S43 

^ A1006(48 

|hQBA1006S52 
|HaBA100fi€53 
M0O((S8 
A1Q0S€S9 
AtOOSiSS 

Alooesis 

A1006S71 
A1006874 
A1006C7i 
A100K82 
A1006C88 
A100669S 
A1006S98 
_ A1006702 
|HEttA1006707 
A100870S 
1^1006709 
A100S717 
A100i724 
M00S731 
Aim737 
A1006742 
A1006743 
M00C744 
A100S749 
A10087S2 



10.38 
14.11 
25.8 
4.69 
21.26 
3.73 

9. a 

70.71 
26 
74.35 
10.15 
4.71 
20.44 
2.11 
4.76 
7.73 
4.89 
9.55 
13.83 
3.69 
5.63 
4.46 
1.97 
9.03 
4.01 
48.81 
21.83 
9.39 
10.74 
9.14 
16.16 
8.08 
62. 58 
23.12 
7.91 
10.04 

I. 84 
15.53 
26.71 

7. 56 
19.91 
58.61 
2.46 
3.78 
29.88 
17. 95 
8.33 
5.28 
8.06 

II. 68 
12.25 

6.88 
12.13 
7.17 
13.09 
5.25 
12.11 
7.48 
6.06 
8.98 
14.91 
17.72 
4.84 
74.49 



11.79 
21.34 
38.65 
5.66 
21.32 
5.82 
5.99 
74.3 
37.84 
71.35 
13.34 
7.89 
40.14 
3.93 
6.35 
9. 35 
5.07 
9.44 
18. 34 
4. 64 
7. 78 
7. 73 
2.79 
13.38 
5.33 
48.67 
28. 38 
11.2 
17.9 
17.8 
16.45 
9. 55 
66.3 
25.87 
JO. 88 
12. 39 
4.34 
17.03 
34. 75 
6.61 
14.88 
60.76 
4.7 
4.89 
46.04 
21.64 
14.71 
7.81 
7.99 
16.81 
15.75 
9.14 
15.02 
12.19 
19.04 
5.26 
8.3 
7.6 
6.19 
8.7 
22.66 
19.61 
4.51 
114.01 



17.97 
22.05 
48.49 
11.99 
31.79 
13.17 
9.72 
109 
37.28 
93. 56 
25.2 
15. 55 
54.85 
16.06 
8.43 
15.74 
10.1 
12.6 
35.37 
10.47 
15.93 
13.41 
6.04 
17.77 
6.28 
106.01 
52.62 
24.82 
34.13 
25.4 
27. 36 
19.24 
115.43 
43.15 
14. 85 
17.07 
3.2 
27.49 
50.3 
17.15 
49.21 
125.49 
11.42 
6.54 
31.81 
48.41 
17.2 
6.48 
15.76 
23.72 
12.83 
9.5 
19.11 
21.37 
28.5 
12. 53 
19.78 
18. 92 
10.33 
24.13 
22.54 
39.58 
4.65 
106. S 



10.54 
66 
15.25 
2.16 
8.11 
4.37 
6.41 
137.89 
17.65 
76.72 
8.05 
2.17 
11.1 
3.3 
4.93 
6.97 
3.8 
5.51 
18.49 
3.5 
4.1 
4.81 
4.85 
8.08 
3.85 
77.85 
37.84 
12.48 
14.71 
12.84 
16.16 
13.65 
55.71 
23.48 
9.02 
18.66 
4.98 
19.15 
32.97 
7.18 
18.71 
159.5 
4.57 
3.83 
11.03 

2i.n 

11.8 
5.22 
5.58 
8.98 
8.51 
5.54 
19.48 
12.13 
14.85 
4.74 
5.53 
6.67 
4.37 
7.5 
17.15 
28.17 
3.84 
80.8 



8.06 
9.42 
21.42 
3.64 
21.1 
5.86 
4.7 
121.18 
19.66 
76.19 
9.91 
4.99 
18.97 
3.94 
4.07 
6.8 
4.1 
6.6 
13.07 
3.22 
5.24 
4.36 
3.75 
5.02 
4.61 
58.85 
32.54 
12.13 
16.52 
13.75 
10.37 
9.22 
47.06 
22.27 
10.78 
19.19 
3.53 
15.29 
21.76 
4.77 
18.4 
103.52 
4.2 
3.74 
10.78 
17.05 
6.88 
3.34 
7.11 
10.42 
9.6 
6.34 
16.83 
8.06 
14.05 
4.01 
10.32 
8.76 
4.14 
9.95 
17.28 
20.27 
2.79 
62.77 



5.41 
6.66 
18. 99 
2.6 
11.99 
3.22 
6.22 
132.43 
21.79 
89.01 
8.2 
3.48 
9.04 
2.97 
4.99 



8.19 
3.21 
3.64 
8.02 
3.38 
3. 33 
7.66 
3.09 
11.82 
4.82 
72 
33.86 
12. 39 
13.99 
11.34 
13.84 
10.71 
62.71 
20.06 
9.39 
12.58 
3.26 
16.67 
18.68 
7.22 
21.38 
108.54 
3.45 
5.58 
7.48 
22.65 
5.97 
3.44 
7.53 
13.13 
6.76 
5.86 
14.64 
8.49 
15.66 
3.68 
5.8 
6.75 
4.69 
8.07 
14.05 
23.33 
5.06 
63.41 



9.39 
9.41 

28. 29 
4-74 

16.25 
4.57 
4.84 

56.47 

14. 53 

54.44 
9.98 
4.73 
8.44 
2. 36 

I. 52 
6.06 

4.5 
6.81 
20.42 
4.38 
4.33 
6.04 
2.63 
6.18 
3.06 
32.03 
32.6 

ir.97 

17.64 
17.49 
7.68 
8.25 
45.87 
24.55 

II. 43 
8.27 
2.93 
5.29 
16.24 

2.33 
11.54 
57.82 
4.37 
5.07 
20.4 
20.34 
6.74 
5.44 
6.82 
10. ss 
4.49 
4.33 
14.25 

3.n 

n.87 
7.38 
9.44 
5.19 
4.38 
10.84 
13.93 
18.16 
3.99 
56.97 



6.26 
4.35 
12.46 
2.19 
6.33 
1.78 
2.41 
47.55 
13.47 
45.62 
8.78 
1.47 
3.17 
0.8 
1.3 
4.78 
0.57 
6.28 
13.65 
1.91 
1.27 
1.8 
0.88 
3.56 
1.11 
38.94 
18.06 
4.53 
9.01 
5.73 
7.75 
4.71 
24.82 
15.53 
5.66 
4.47 
0.82 
8.82 
13.51 
2.95 
8.85 
49.19 

I. 96 
2.85 
8.57 

20.43 
4.48 
2.35 
4.86 
9 

2.19 
1.73 
5.63 
4.26 

II. 01 
2.38 
6.24 
3.77 
0.91 
6.04 
8.87 
15.95 

2.53 
93.88 



10.8 
6.34 

17.42 
2.49 
8.98 
4.99 
5.11 

54.22 

14.09 

81.01 
9.53 
4.08 
5.16 
2.85 
3.36 
7.71 
2.57 
5.66 

12.24 
2.6 
1 

5.11 
3.24 
5.28 

I. 97 
21 18 
30.33 

9.41 
20.29 
12.78 
9.58 
9.91 
44.31 
27.45 

II. 05 
14.67 

I. 75 
12.26 
23.67 

3.74 
7. 
67.43 

4.61 

4. 

17. 
18.22 

6. 

8.91 

5. 

II. 41 
4. 
4. 

13.01 

7.59 
16.42 

6 

6. 

3.96 
4. 
17 

7, 

23.07 

5. 

63.11 



.33 



.51 
.68 



.67 
16 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HBBA100S226 
HBBA1006Z35 
HBBAtOOfrHB 
HQBAI0OS2S1 
NEIBA1(M)S252 
HaBA10062S3 
»QBA10062S9 
HaOA100626l 
HarBA100626fi 
NQffiA1006271 
HaBA100€n2 
HBBA100C273 
HBBA1006276 
HBBA1006278 
HBBA1006283 
HBBA1006284 
HaBA1006281 
nBA1006282 
HaBA100S298 
HaBA1006299 
HaBA1006389 
HBU100H1Q 
HBBA1D88S1I 
HBMIOOSSIS 
NBU100IS18 
KQBA1008328 
HBBA1D08334 
»QBA100633S 
HBDA10(»344 
HBDA1008347 
HBBA1008349 
raBA1008352 
}BBA10063S7 
(aBA10O8358 
ieBA10O6359 
KaBA1MI3S0 
IQBA1006364 

HBBAIOOSSSa 
HBBA1008381 
ieBA100S385 
HBBA1008390 
>BBA100S391 
}BBA1IU)SS98 
HBBA100840S 
NBBAIOOH10 
HQBA10»418 
HBBA100841B 
HQBA1006419 
HaBA1008421 
HaBA1008424 
HaBA100fi42fi 
raBA1Mf430 
NBBA1008438 
HaBA1006445 
HaBA1008446 
HaBA1008458 
HQBA1Q0S4fi1 
HBBA1008487 
»eBA100847Q 
HBBA1008471 
HSBA100S474 
aBAt008476 



60.66 
7.29 
8. 69 
15.98 
6.29 
6.65 
11.81 
25.45 
4. 53 
27.87 
a.48 
4.26 
8 

3.56 
21.61 
9.n 
7.67 
28.37 
3.75 
20.83 
12.21 
10.98 
7.24 
3.22 
7.65 
21.63 
3.37 
17.68 
55.44 
7.7 
5.12 
4,71 
21.84 
9.29 
5.5 
4.46 
4.83 
80.85 
20.03 
21.8 
26.15 
66.76 
9.83 
7.74 
17.21 
12.29 
13.n 
14.88 
30.32 
6.94 
6.59 
16.94 
21.51 
7.39 
5.97 
10.44 
20.27 
10.85 
2.98 
34.3 
8.92 
80.88 
124.18 
10084821750.18 



89.4 
6.42 
14.3 
24.11 
11.35 
9.14 
21.15 
S7.82 
5.62 
48.98 
5.09 
5.62 
7.56 
6.86 
22.15 
12.43 
5.98 
23.25 
5.49 
28.58 
13.85 
14.98 
7.64 
8.11 
12.92 
21.11 
3.68 
32.85 
64.87 
7.61 
7.39 
5. a 
30.15 
7.19 
5.93 
4.17 
5.25 
114.32 
20.23 
26.78 
27.47 
79.54 
7.54 
10.16 
30.3 
24.19 
16.34 
14. 23 
26.38 
7.3 
5.16 

21. n 

23.1 
9.88 
4.62 
29.9 
20.9 
13.87 
4.33 
38.7 
14.85 
55.42 
125.67 
800.51 



128. 3 

9.51 
12.76 
24.67 
24.58 
20.63 
28.91 
48.94 
11.14 
84.46 
12.53 

9.16 
13.01 

4.87 
38.14 

9.21 

8.47^ 
41.0^ 

8.43 
31.92 
16.63 
14.35 
16.35 

10.2 
15.52 
38.33 
14.62 
46.47 
82.83 
11.32 
13.08 
5.8 
32.51 

14.9 
13.36 

9.74 
14.76 
105.84 
49.46 
34.04 
48.23 
86.03 

21.2 
17.94 
36.97 
20.82 

35.1 
12.55 
45.23 
14.62 
10.86 
35.51 
52.14 
27.72 
11.24 
25.23 
27.71 
19.86 

9.77 
56.67 
23.43 
113.87 
311.61 
717. H 



98.59 
4.4 
17.84 
22.62 
17.83 
14.78 

15.9 
33.85 

5.03 
39.21 

3.82 

7.22 
10.92 

4.56 
17.11 
7.3 

4.12 
49.83 

3.08 
37.12 
10.12 
11.71 
13.11 

4.45 
10.38 
32.37 

4.58 
23.14 
51.59 

7.96 
11.96 

3.17 
16.24 
8.1 

4.55 

2.49 

2.78 
75.76 
23.06 
28.98 
21.69 
47.23 

5. 37 

6.15 
11.67 
11.01 

20.2 

8.74 
21.57 

4.48 

2.39 
13.82 

21.8 
9.7 
6.9 
12.03 
19.85 

8.91 

4.94 
41.16 
12.81 
93.82 
28L54 
5SS.6 



21.45 
S.83 
10.1 
19.08 
5.75 
17.19 
10.94 
29.71 
3.83 
39.6 
7.27 
6.74 
8.88 
7.03 
13.97 
6.48 
5.97 
29.24 
2.38 
28.94 
12.48 
17.38 
5.74 
3.61 
5.11 
21.64 
3.28 
32.25 
45.13 
6.93 
7.92 
4.05 
19.4 
8.4 
6.66 
4.18 
4.9 
102.36 
19.66 
18.12 
21.93 
63.78 
10.85 
8.15 
17.28 
22.54 
19.08 
10.37 
20.76 
5.03 
3.13 
15.6 
26.01 
12.86 
4.18 
4. 68 
19.2 
8.16 
3.17 
36.04 
12.27 
77.51 
252.79 
740.67 



56.73 
6.34 
10.62 
21.09 
7.22 
22.49 
16.19 
14.07 
5.91 
40.82 
10.33 
6.25 
11.33 
4.18 
13.64 
8.66 
5.86 
37.1 
10.01 
29.71 
15.92 
10. 36 
8 

3.07 
11.89 

26.1 

2,72 
24.21 
40.79 

5.21 
10.21 

6. 34 
20.03 

7. 37 

5.n 

4.08 

3.21 
58. 33 
23.19 
16.56 
26.5 
61.2 
8.66 
10.18 
9.3 
19.08 
14.9$ 
7.82 
20.5 
4.44 
4.03 
11.92 
14.55 
10.02 
5.84 
7.84 
23.69 
8.85 
2.66 
29.19 
40.2 
77.92 
111.47 
596.85 



34.83 
4 

14.29 

16.03 
9.32 
8.79 

15.68 

18.76 
4.8 

30.74 
8.77 
4. 33 
8. 59 
3.68 

11.04 
4.11 
4.51 

21.69 

0. 91 
18.96 
14.59 
10.75 

7.15 
2.82 
7.9 
17.68 
2.89 
26.2 
32.94 
8.91 
7.73 
3.53 
17.68 
7.12 
4.91 
2.89 
2.71 
93.99 
14.68 
28.76 
17.06 
79.04 
7.1 
5.31 
9.52 
10.32 
13.83 
5.57 
35.29 
5.76 
3.8 
15.06 
25.55 

1. rr 

3.07 
2.86 
16.72 
10. 75 
4.06 
28.2 
16.21 
59.58 
88.12 
785.76 



42.34 
1.9 
11.1 
3.32 
6.16 
1.77 
14.83 
15.97 
2.63 
14.23 
2. 68 
1.91 
5.55 
1.91 
8.54 
16.95 
2.35 
20.86 
2.39 
13.53 
3.8 
8.47 
4.03 
2.44 
6.94 
13.27 
4.86 
15.13 
23.43 
1.81 
3.41 
2. 18 
17.67 
3.93 
2.59 
1.16 
2.21 
60.04 
15. 28 
15. 54 
11.15 
51.69 
4.25 
3.87 
5. 99 
24.08 
12.25 
12.05 
23.16 
2.74 
3. 29 
10.89 
15.62 
3.89 
2.65 
8.87 
10.9 
7.35 
1.76 
24.42 
5.14 
47.32 
112.31 
753.48 



47.3 
2.78 
13.06 
8.44 
9.75 
6.4 
17, 05 
24.68 
2.52 
28.33 
5. 16 
3.78 
8.36 
2.81 
8.53 
4.13 
4.32 
21.95 
2.11 
20.58 
13.91 
4.15 
4.85 
2.58 
9.74 
19.36 
1.73 
17.28 
27.33 
2.49 
9.88 
6.11 
25.75 
6.97 
3.15 
2.66 
3.79 
78.87 
25.75 
19.65 
26.66 
65.97 
6.66 
6. 36 
10.52 
7.5 
17.9 
3.94 
35.95 
5.79 
5.21 
16. 55 
24.71 
8.06 
7.57 
4.65 
15.13 
8.75 
L14 
29.45 
6.51 
61.33 
128.83 
S72.5I 
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HQBA1005907 
»eBA10059O9 
KaBAIOOStll 
HBBA1005912 
HBBA100S913 
HBBAIOfiSSZI 
HBBAI005922 
HBBA1005929 
HBBA1005931 
HBBA100S934 
raBA100594S 
HBHM10059i2 
HBBA]iKIS963 
HEMBA100I990 
KBBA)005«91 
HQBA100S999 
»EimiOO(002 
HSBAlOOiOOS 

HamioMoia 

HBBA1009019 
HBM100S019 
KBBA100S021 
HBBA100$022 
HQBA1Q09031 
HBBA1008035 
HEttA100eOI9 
HaBA1008042 
HaBAI00t044 
HBBAIOOCIMS 
HHIIBA 1 009040 
NBU1009053 
HBBA1009OS5 
lOMIOOIOSI 
HaM1006093 
HBBA1Q09097 
HBBA1009081 
HEIU1Q09089 
HQBAIOOiOiQ 
NBBA100iO91 
HBmOOS093 
NEIBAI006099 
HBBAIOOilOO 
HEnA1009108 
HEttAIOWIH 
HEIBA1009I21 
HEIBA1009I24 
HaBA100C125 
HGKAIOOflSQ 
IGBA1009t38 
fCnA100fI42 
HBBA10091SO 
HBBAI009f51 

raBAioosiss 

HBBA1008159 
HQBA10061S4 
HEKAIOOOUI 
HBBAIOOfUS 
HQBAIOOSITi 
HQBA100C182 
NBBA100S197 
ffiBA100fi198 
IBBAI0O92tS 
HBBA1009217 



n.si 

12.54 
4.25 
3S.0S 
8,07 
8.39 
10.23 
14.03 
i.92 
9.15 
13.18 
8.03 
7.03 
1.77 
84.98 
10,77 
4.73 
11.33 
7.74 
15.75 
12.87 
39.35 
100. 18 
4.41 
54.5 
28.81 
30.41 
14.78 
6.37 
5.05 
5.68 
9.91 
16.11 
12.02 
115.62 
14.48 
3.95 
4.08 
18.81 
8.4 
24.23 
23.7 
15.19 
9.23 
6.24 
4.98 
23.37 
5.3 
61.41 
18.78 
8.25 
20.94 
3.81 
51.67 
7.6 
7.41 
11.36 

5.n 

10.21 
6.52 
4.36 
6.83 
48.5 

77.53 



24.95 
10.85 

2.94 
30.41 
12.86 
17.95 
12.89 
14.99 

7.45 
11.61 
17.17 

8. 91 

8.04 

6.11 
101.38 

8.18 
10.03 
12.26 

8.02 
24.43 
18.72 
43.51 



S9 



21.66 
15.16 
6 

48.44 

17.16 
29.27 
22.71 
35 

8.98 
14.52 
24.76 
21.81 
15.69 
10*33 
91.69 
14.65 

9.9 
21.81 

9.99 
27.02 
32.86 
94.43 



64.95 186.84 



4.65 
5S.09 
28.57 
35.58 
15.89 
8.38 
5.98 
8.21 
12.14 
18.89 
10.46 



6.97 
83.41 
26.41 
51.17 

30.2 
15.67 
16.28 
17.12 
2L17 
29.58 

14.6 



107.87 141.14 
18.19 18.97 



8.3 

6.69 
33.96 

6.94 
35.95 
22.12 
17.48 

5.57 
4.2 

7.47 
10.77 

5.09 



15 

17.6 
39.21 

10 
38.59 
46.77 

28.4 
12.28 

18.6 
17.94 
43.63 

9.35 



100.18 218.91 
21.47 42.54 



5. 14 

16. n 

3.62 
38.97 
8.18 
4.45 
13.76 
5. 17 
8.39 
8.53 
5.59 
8.29 
59.16 



9.74 
47.47 
12.07 
61.85 
16.28 
10.51 
11.95 

5.55 
20.66 
12.62 

6.45 
16.43 
67.76 



104.19 150.88 



5.18 
9.37 
4.53 
55.56 
3.35 
11.5 
8.82 
19.43 
7.96 
6.47 
14.61 
6.95 
2.68 
2.7 
21.08 
9.74 
4.44 
15.72 
4.17 
14.33 
4.67 
41.61 
161.47 
5.96 
23.75 
13.64 
28.85 
21.62 
2.89 
5.37 
5.57 
11.19 
15.19 
9.27 
161.05 
6.28 
2.09 
2.93 
14.19 
5.04 
5.11 
18.77 
13.14 
4.86 
2.53 
3.37 
10.18 
4.55 
239.88 
20.91 
3.49 
16.05 
4.08 
14.8 
4 

11.19 
10 
5.75 

12.36 
8. 56 
4.07 
9.27 

45.37 

44.45 



12.96 
9,7 
4.07 
35.69 
11.55 
18.47 
19.47 
15.07 
7.11 
9.42 
10.36 
9.17 
5.56 
4.79 
89.91 
9.96 
5.47 
14. 29 
3.85 
11.65 
8. 33 
47.65 

154.68 
4.93 
30.34 
17.75 
21.84 
13.62 
5.13 
6.51 
7.7 
10.11 
13.96 
7.95 

129.88 
13.91 
6.94 
4.65 
23.61 
5.34 
7.76 
21.67 
14.55 
7.02 
7.16 
6.22 
13.13 
4.9 

176.96 
18.85 
5.53 
12.94 
2-71 

38.19 
7.64 
6.62 
9.74 

11.01 

13.62 
9.55 
4.76 
9.93 
52.9 

58.62 



7.51 

6.92 

3.47 
54.16 

6.12 
16.42 
16.43 
16.08 

4.38 

7.17 
10.87 

9.16 

8.89 

2.9 
49.01 
11.62 

3.19 
10.03 

3.65 
10.41 

5.18 

33 
173.68 

5.29 
33.23 

10.2 
21.47 
17.35 

3 

3.98 
7.23 
10.25 
12.76 
6.43 
130.01 
5.01 
3.38 
1.66 
16.25 
5.02 
13.97 
13.39 
10.8 
4.99 
4.48 
2.88 
12. 18 
6.58 
190. 17 
14,71 
4.06 
20.13 
3.79 
24.55 
5.44 
6.2 
12.84 
7. 35 
14. 26 
11.37 
4.63 
14.63 
41.61 
81.63 



14.52 
5.33 
3.19 
35.55 
4.58 
20.02 
10.1 
12.42 
5.8 
6.06 
14.76 
8.64 
5.82 
2.4 
45.05 
9.75 
2.29 
11.77 
4.89 
12.44 
11.34 
48.65 
76.07 
5.93 
14.55 
23.49 
22.61 
12:05 
5.6 
4.26 
7.81 
6.6 
12.35 
9.22 
94.43 
10.46 
3.92 
3.54 
16.94 
4.02 
5.79 
21.06 
16.9 
4.59 
5.37 
5.11 
9.91 
2.71 
100.6 
18.67 
2.75 
22.73 
4.85 
29.86 
10.27 
5.41 
7.5 
5.26 
6.26 
5.71 
3. 18 
6.95 
64.69 
58.2 



20.83 
5.2 
0.81 
16.99 
4.08 
11.79 
8.02 
10.95 
5.53 
6.07 
9.7 
3.56 
2.86 
1,78 
21.27 
7. 35 
3.3 
7.68 
1.78 
6.76 
2.62 
20.74 
51.55 
2.38 
24.74 
16. 65 
12.69 
7.06 
2.77 
3.34 
2.07 
4.29 
11.58 
7.8 
64.84 
4.28 
1.35 
1.57 
5.99 
3.3 
10.1 
17. 59 
11.15 
2.55 
0.65 
1.02 
5.78 
1.37 
68.45 
11.93 
2.92 
16.22 
1.6 
21.38 
1.55 
2.39 
4.2 
2. 14 
8.61 
3.32 
1.47 
4.93 
38.82 
53.53 



32.4 
5. 61 
2.14 

36.27 
5.57 

13.13 
9.96 

15.92 
5.56 
3.78 

14.04 
9.26 
7 

3.08 
28.13 
11.3 
1.96 
11.25 
2.14 
8.78 
5.66 
35.48 
67. 34 
6.8 
14.18 
24. 27 
16.92 
10.83 
4.16 
4.33 
6.93 
8.53 
12.66 
6.16 
83.98 
4.98 
3,37 
3.85 
5.67 
3.85 
7.62 
21.54 
17.08 
4.37 
3.06 
2.9 
5.28 
4.21 
69.08 
13.92 
2.44 
18.83 
3.25 
8.77 
3.09 
2.71 
3.45 
3.83 
6.76 
5.23 
2.61 
6.04 
49.81 
65.92 
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HBBAIOOMSI 
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HQBA1005l6fi 
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HaBA100SS79 
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HQBAtOOSSaS 
HBBA100SSM 
HQBA1005S99 
HBBA1 005703 
HBBA100S705 
HaBA1005712 
HSBA1005717 
KBBA1005718 
»fiBA1005721 
HBBA1005722 
»QBAin5724 
KBBA10fiS732 
HBBA100S737 
ieBA1005742 
iaBA100S7a 
(SBA1005747 
HaBA1005749 
HQBA1005755 
HBBA1005750 
ffilBA1005765 
(QBA10QS76S 
HQBA1005780 
HaBA1005795 
HEBA100580t 
KOBAIOOSSU 
HQBA1005815 
«BA1005S22 
HEIBA100SS29 
«8A100SS33 
HBBA100S834 
«A1005844 
HBBA1Q05852 
NBBAIOOStta 
HBBA100Sa7S 
ffiBAIOOSm 
HBBAtQ05884 
»fiBA1005l91 
»BAI005894 
HBBAieOSUS 
HBBA10059Q2 



3.79 
3.45 
17.34 
240.9 
56.29 
48.19 
8.49 
5.4 
4.91 
10.57 
15. 17 
3.29 
2.8 
26.17 
4.U 
2. 97 
8.75 
13. 26 
5.49 
4.1 
19.65 
3. 25 
30.48 
5.31 
10.54 
3.05 
81.55 
8.7 
10.69 
14.41 
9.58 
14.72 
7.61 
8.98 
3.21 
26.35 
10.7 
24.19 
16.18 
4.S9 
4.09 
6.51 
8.14 
16.17 
4. 59 
66.74 
12.49 
27.58 
11.01 
13.68 
2. 32 
11.63 
7.51 
2.53 
5.49 

12.09 
16.48 
10.6 
18.4 
14.35 
20.76 
6.21 
52.63 



5.34 
4.03 
15.11 
356.29 
75.41 
61.31 
13.59 
4.99 
6.07 
19.2 
18.03 
3.65 
5.27 
45.68 
6.62 
2.99 
7.76 
27.71 
5.63 
8.92 
25.57 
3.78 
23.92 
5.25 
. 10.31 
4.09 
73.56 
6.7 
16.62 
9.07 
15.11 
17.46 
8.19 
8.38 
3.63 
14.39 
10.58 
21.22 
18.76 
6.97 
4.65 
5.76 
6.09 
18.38 
6.7 
88.34 
13.53 
28.57 
13.12 
21.46 
4.46 
17.29 
11.08 
4.28 
8.18 
12.52 
27.26 
26.29 
8.45 
17.45 
23.5 
25 
7.33 
54.88 



5.63 

5.12 
2r.24 
365.46 
54.74 
71.13 
28.24 
14.77 

5.65 
23.77 
17.77 

8.89 
13.13 
60.66 
18.11 

6.58 

13.3 
36.18 

8. 59 
17.42 
58.84 
12.05 
60. 53 
11.55 
19.75 

5.98 
131.24 
19. 33 
28.52 
21.89 
28.28 
32.28 
16.43 
15.56 

9.19 
37.65 
19.74 
31.29 
28.18 

9.33 

5.89 
10,77 
21.23 
30.68 

11.4 
50.49 
22.26 
37.75 
21.07 

26.3 

5.72 
26.15 
19. 55 

9.15 
12.47 
17.23 
20.62 
29.76 
21.85 
38.78 

29.7 
45.44 

9.72 
95.99 



3.54 
L3 

1.89 
317.4 
36.96 
27.32 
14.33 



3. 
4. 

3. 
3. 

1. 
1. 
11. 
5. 



77 
04 
86 

19 
88 
63 
35 
71 
2.7 
5.6 
8.65 
1.07 
4.51 
10. 77 
4.13 
11.99 
7.98 
6.25 
5. 75 
173.55 
15.32 
12.65 
4. 52 
15.34 
23.31 
10.15 
10.88 
3.08 
46.13 
12.K 
17.65 
19.8 
5.84 
4.59 
4.34 
11.82 
12.16 
6.4 
70.57 
21.04 
10.82 
10.05 
18.7 
1.33 
14.23 
8.36 
2. 39 
6.96 
5.22 
6. 51 
6.78 
5.18 
13.72 
12.96 
20.3 
7,72 
140.97 



6.15 
2.95 
10.6 
608.67 
53.45 
36.77 
10.97 
3.53 
20.76 
10.94 
7.05 
4.28 
2.71 
32.13 
6.97 
2. 52 
4.94 
7. 52 
4.9 
S.05 
25.74 
4.03 
24.03 
6.67 
14.08 
3.35 
121.01 
12.15 
15.48 
12.06 
17.37 
13 
9 

5.15 
3.41 
33.11 
11.14 
22.38 
21.24 
4.66 
4.51 
2.96 
15.12 
17.74 
6.48 
83.73 
27.08 
11.75 
5.62 
15.38 
1.78 
14.49 
9.46 
5.2 
9.74 
7.99 
8.22 
14.33 
5.88 
28.17 
17.06 
23.59 
7.69 
103.88 



.64 
.93 
.17 
.09 



2.3 
1.9 
7.1 
346.15 
30.25 
18.93 
7.86 
5 
7 
4 
3 

2.06 
2.81 

15.73 
5.93 
4. 68 
4.75 

11.69 
S.69 
7. 36 

28. 55 
2.36 

21.81 
8.25 

11.58 
4.26 
131.74 

10.29 
9.89 
8.24 

16.39 

19.82 
9. 16 
8.22 
4.96 

35.41 

14.53 

19.25 

20.22 
4.23 
2.42 
3.2 

18.05 
19.5 
7. 14 
79.9 
17.3 

10.76 
7.48 

15.54 
1.99 

18.69 
9.74 
3.43 
5.87 
5.59 
6.09 

12.64 
5.16 

26.47 

15.28 

18.03 
5.64 
141.38 



3.82 
2.63 
4.64 
243. 13 

44.93 

99.81 
11.3 
3.73 
6.41 
5.54 
3.33 
3.75 
4.45 

25.61 
6.45 
1.93 
6.21 
10.2 
4.47 
8.37 

25.33 
2.63 

34. 62 
4.31 

12.25 
2.89 

58.39 

ir.29 

13.24 
12.54 
10.48 
12.33 
5.24 
6.16 
4.32 
27.65 
14.77 
19.89 
17.64 
3.4 
4. 14 
3.28 
5.99 
18.91 
3.63 
51.01 
17.89 
7.41 
3.75 
15.88 
1.83 
18.12 
7.13 
3.05 
6.18 
7.73 
4.4 
11.87 
3.04 
16.14 
15.47 
21.15 
3.88 

40. n 



3.83 
1.06 
4.62 
155.98 

12.37 
59.7 
3.59 
2.81 
5.62 
1.39 
3.84 
2.04 
1.3 

10.31 
1.4 
1.12 
2.5 
6.61 
3.62 
3. 56 

19.21 
0. 58 

12.99 
2.95 
7.49 
1.71 

29.63 
5. S3 
7.86 
7.16 
4. 92 
8.89 
3.31 
2.61 
2.79 

13.58 
5.18 

11.57 

16.51 
2.42 
4.65 
2.6 
3.99 

12.07 
2. 36 

23.87 
8.53 

20.02 
4.75 

14.09 
4.15 
8.69 
4. 47 
1.57 
2.19 
5.09 
8.87 

13.79 
2.55 
9.17 

12.21 
9.72 
1.59 

40.69 



3.35 
1.56 
3.74 
316.09 

20.67 

45.14 
8.67 
4.24 

18.69 
3.32 
3.16 
3.26 
2.19 
7.56 
3.09 
1.83 
5.1 
5.28 
2.83 
4.18 

13.78 
1.59 

24.28 
4.88 
2.77 
1.85 

52.24 
9.29 
8.73 
9.37 
9.53 

13.45 
7.52 
4.2 
3.41 

24.67 

11.46 

20.16 

21.84 
2.9 
3.14 
1.41 
9.09 

18.52 
6.48 

50.17 

16.93 

13.83 
2.72 

23.04 
2.65 

16.12 
9.24 
2.22 
5.4 
7.72 
5.67 

15.64 
2.52 

16.98 
17.4 

19.92 
3.36 

87.15 
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HE1BA100S314 
HBBAIOOSStS 
HQBA1005317 
HBBAIOOSaU 
HBBA1005324 
HSBAIOOSSSI 
HBBA100S337 
HaBA100S338 
HBU100S344 
HEIBA100S353 
NEIBAt005359 
IBBA10053B2 
HEWA10D5364 
HEnA100S3fi7 
ICIBA100S372 
HQBA100S374 
HEBAI005379 
HBBA1005382 
KaBA1005384 
HaBA10053<S 
HaBAIlldSSSi 
HaBA1005394 
HaBAI005403 
HaiUtO0S408 
HEIBA100S410 
HBBA100S411 
HBBA100S4Z3 
HaM100542€ 
HBM100S427 
nM100S430 

HA1005443 
nA100S447 
HaBA100544l 
nBA1005452 
HBBA100S454 
HBBA100S4$8 
HEIBA1005489 
HBBA100$472 
eBA10QS474 
ISBA100S475 
HBBA1M5489 
HaB/l100S497 
HQBA100S500 
HEBAIMSSQS 
HBBAI005S08 
HQBA1005511 

HEBAIOOSSn 
UAIOOSSU 
«BA100S520 
HBBA10OSS22 
«BAtOOS$2i 
HBBAT0QSS28 
HBBA10QS530 
HBBA100SS38 
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HBBA1005545 
HBBAI0e5S4B 
HaBAI0OS5S2 
HBIBAID05S58 
feBA1005S€8 
IHBBM 1005570 



U,Z1 
24. S8 
12.58 
4.9 
2.91 
11.54 
43.81 
20.3 
87.76 
58.27 
291.67 
3.54 
14.29 
3.08 
8.52 
309.34 
38.56 
33.5 
15.49 
6.36 
7.43 
18.61 
12.89 
4.34 
5.14 
147.8 
3.94 
7.19 
95.38 
3.18 
88.92 
85.73 
15.2 
7.4 
188.87 
87.1 
4.07 
3.12 
4.08 
48.84 
3.81 
19.35 
11.24 
3.55 
9.06 
66.72 
10.52 
106.43 
13.22 
8.83 
6.15 
4.72 
7.43 
12. H 
20.88 
155.03 
4.22 
7.37 
6.67 
9.67 
51.47 
1303.4 
18.05 
9. 18 



32.37 
33.06 
12.96 
4.68 
3.45 
12.46 
41.81 
20.66 
51.08 
53.4 
197.22 
4.47 
12.72 
8.57 
14.35 
404. 59 
51.63 
27 
19.66 
8.47 
7.3 
20.29 
8. 57 
4.47 
5.2B 
198.98 
4.86 
6.73 
92.66 
3.68 
50.77 
96.52 
22.18 
8.91 
185.79 
82.51 
5.62 
5.06 
5.82 
68.93 
5.4 
13.18 
6.84 
3.84 
12.27 
n.27 
16.74 
145.35 
13.61 
13.8 
6.12 
5.27 
6.22 
11.98 
31.78 
123.7 
2.81 
8.42 
6.11 

16. n 

60.33 
1695.5 
24.94 
10.69 



38.89 
42.65 
19.-94I 
7.03 
4.86 
27.19 
60. 

34.16 
62.83 
127.13 
329.41 

8.65 
20.99 
11.19 

9.74 
430.49 

53. 
43.36 

32.8 
15.31 
12.47 
18.71 
16.27 
10. n 

8.12 
244.61 
10.62 
19.41 
185.58 

9.55 
66.51 
156.38 
31.05 
13.83 
227.88 
97.54 
12.12 
12.85 
14.74 
98.37 

6.23 
29.74 
19.41 

13.2 
15.75 
99.37 
23.57 
110.4 
12.43 
21.17 
10.29 
15.66 

15.1 
23.79 
47.82 
313.84 

4.67 
11.33 

9.83 
17.36 
76.88 
2079.7 

43.8 
10.58 



32.29 
21.87 
-17.38 
6.55 
4.07 
15.78 
40. U 
18.47 
38.86 
158.88 
381.89 
4.81 
11.94 
9.32 
11.62 
64.13 
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22.13 
16. 35 
11.14 
6.27 
13.6 
12.3 
7.65 
4.84 
96.9 
4.18 
6.38 
213.51 
2.9 
41.28 
59.22 
12.38 
6.04 
315.2 
153.23 
2.12 
2.9 
4.56 
43.92 
3.61 
13.69 
11.32 
3.87 
5.67 
69.96 
15.52 
50.22 
5.61 
12.19 
3.31 
1.8 
2.69 
6.97 
17.24 
376.32 
3.91 
9.56 
3.2 
7.24 
44.85 
1863.4 
19.93 
5.69 



19.06 
11.43 
10.31 
5.75 
3.07 
17.61 
48.26 
13.27 
14.3 
86.48 
358.33 
7.38 
11.74 
9.41 
16.31 
123.69 
39.19 
30.25 
15.89 
12.78 
5.44 
21.69 
14.5 
8.37 
5.38 
175.54 
2.45 
7.84 
144.79 
4.08 
49.27 
45.51 
21.42 
6.83 
205.18 
75.5 
9.94 
5.78 
9.66 
45.45 
6.81 
11.52 
8.2 
5.82 
8.54 
83.48 
16.57 
49.21 
8.6 
9.09 
2.65 
9.98 
4.51 
14.67 
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8.07 
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13.44 
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30.36 
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2.07 


2.36 


$ 


t 


14.5 


10.18 


7.2 


5.13 






45.49 


61.05 


38.5 


41.19 






1420 


1688.2 1099.2 644.47 






19.35 


24.29 


10.08 


5.54 






5.33 


3.91 


1.39 


3.62 
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HaDAt0O4995 
HaBA1005004 
HBBAIOOSOOS 
HBIBA1005009 
HaBA1005019 
HQIBA1005021 
HEnA100S029 
HEIBA100»35 
HBBA1005036 
raBA1005039 
eBA1005047 
ffiBAIOOSOSO 
nM10O5O82 
«BA10a»6S 

HBOAtOOSOni 
HBBA1Q0507S 
HBBA100S07S 
HBBA100S079 
HBDAIOOSOSS 
HaBA!0050a4 

HaDAioosoas 

HEIIBA100S089 
HQBAI 005090 
HBBA100S09S 
HBBA100S101 
»BA100$107 
lOBAIOOSII) 
HBBA100S123 
HBBA1005133 
HBMIOOSiaS 
HBBA1005U5 
HBBA1005U9 
HBUtOOS152 
HEttA100S1S9 
HaBA1005172 
HBBAIOOSiaS 
nBA1l»518fi 
«BA10051H 
HaBA10O5201 
HBBA100S202 
HaBA1005204 
HaBA1005206 
HBBA100S2I9 
HBBA100S223 
HOBAI 005229 
HBBA1 005210 
HEttA1005232 
HQBA10Q5238 
«QA100524I 
HBQA1005244 
KaffiA1005246 
KaBA10052S1 
HSttA10052S2 
HBBA100S297 
HBBAI005274 
raBAI 005275 
HaBA100S2a8 
HaBAt005293 
HaiBA1Q0529S 
HBBAI005301 
HaBA1005304 
HaBAI005305 
HBBA100S311 



13.04 

4.n 

57.09 
1057.6 
4.41 
20.78 
70.74 
18.47 
6.46 
30.97 
8.28 
3.68 
4.16 
10.67 
4.44 
52.72 
3.89 
9.47 
3t.02 
6.87 
14.72 
4.46 
4.71 
25.03 
5.89 
39.08 
40 
113.11 
10.25 
17.82 
5.59 
4.53 
378.91 
6.82 
7.43 
7. 45 
22.87 
8.26 
21.01 
30.23 
5.59 
16.46 
23.26 
46.02 
6.35 
6.79 
211.84 
5.02 
4.01 
4.78 
7.96 
144.3 
11. $1 
IMS 
41.28 
146.06 
50.96 
36.19 
11.95 
17.02 
7.64 
3.18 
4.23 
T1.S3 



8.58 

i.36 
40.78 
723.08 

3.37 
39.68 
90.66 
18.85 

8.45 
34.92 
10.14 

2.17 
12.91 
14.99 

5.11 
54.64 

4.62 
16.56 
35.09 

5.26 
21.03 

4.67 

9.88 
17.56 

3.91 
41.35 
41.43 
107. U 
18.19 
23.43 

8.93 

2.71 
317. 95 
9.2 
8 

10.34 
28.13 
12.01 
45.46 
25.81 
7.98 
12.78 
6.89 
33.86 
5.89 
9.67 
132.19 
3.23 
4.87 
4. 02 
6.13 
160.26 
8.98 
18.12 
35.46 
122.53 
52.4 
33.62 
9.22 
8.96 
4.4 
4.74 
5.N 
9.17 



10.13 

6.34 
98:86 

1508 
12.38 
34.72 
114.47 
35.14 
12.94 
39.63 
13.81 
10.81 
14.13 

36.8 
10. 87 
132.49 

7.08 
13.83 
45.38 
12.68 
25.93 
12. 93 
14.88 
31.81 

4.65 
50.86 
50.54 
156.04 
27.19 
41.02 

15.2 

8.45 
317. 16 
10.54 
10.73 
13.12 
43.59 
22.97 
54.34 
53.48 

9.58 
28.18 
27.27 
64.57 
13.54 
19.26 
314.59 
8 

12.04 
12.24 
14.8 
353.25 
32.78 
37.6 
59.97 
200. 33 
71.8 
70.75 
34.15 
24.16 
12.18 
9.81 
12.03 
14. n 



7.12 
4.11 
•67.53 
886.08 
2.48 
6.67 
109.76 
26.8 
4.31 

34.24 
4.91 
2.45 
4.05 

11.75 
2.4 
164.51 
4.3 
7.13 

24.46 
2.37 
7.18 
1.85 
4. 89 

18.25 
4.65 

29.48 

29.82 

92.91 

10.94 

14.36 
4.63 
5. 36 

22.18 
4.39 
4. 97 
4.47 

20.68 
7.71 

19.83 

38.66 
3.99 

11.48 
4.57 

13.22 
0.44 
5.01 

37.27 
4.94 

12.05 
4.12 
5.66 
249 
5.64 

17.48 

65.43 
113.76 

62.52 
88.7 

19.57 

11.91 
6.44 
5.51 
5.04 

12.69 



8.06 
3.26 
59.03 
1346.5 
5.05 
27.86 
103.35 
19.92 
7.1 
27.86 
5.09 
2.33 
8.34 
15.95 
4.78 
146.19 
4.86 
9.41 
22.17 
3.44 
18.88 
3.81 
6.06 
14.13 
2.95 
23.15 
24.91 
86.12 
11.91 
24.16 
7.32 
4.35 
181 
6.2 
6.07 
4.62 
26.1 
9.71 
21.77 
31.34 
3.6 
14.05 
14.1 
55.15 
2.75 
5.11 
92.19 
3.86 
4.27 
3.03 
6.64 
171.68 
10.3 
16.35 
48.12 
78.58 
44.67 
68.37 
13.03 
18.13 
7.08 
5.89 
5.33 
6.17 



6. 92 
3. 94 
54.32 
1172.9 
3. 17 
14.2 
90.04 
22.3 
4. 
28.36 
5*36 
1.31 
22.08 
10.56 
3.11 
162. 23 
3.7 
6. 63 
19. 63 
3.16 
15.76 
2.49 
3.51 
11.76 
3.34 
20.02 
24.18 
76.09 
8. 06 
22.06 
4.29 
4.23 
208.94 
1.79 
2.08 
4.49 
16.31 
6. 32 
13.25 
27.12 
4.2 
9.97 
5.14 
17.76 
4.32 
5.18 
S7.58 
4.85 
6.06 
3.52 
4. 51 
181.26 
10.41 
13.11 
53. 65 
123.13 
45.43 
56.26 
24.04 
1L63 
7.49 
5.14 
5.38 
11 



2.73 
3.94 
23.5 
1256. 5 
5.8 
11.45 
59.53 
9.64 
3.99 
12.93 
2.77 
2.32 
6.52 
12. S 
2.95 
48.46 
4.12 
4.44 
32.37 
3.82 
10.99 
3.1 
4.1 
5.18 
2.39 
33.26 
41.74 
106.26 
14 
27.83 
4.52 
3.05 
102.53 
3.59 
4. 16 
4.3 
27.6 
6.15 
11.91 
18.26 
6.81 
14.37 
8.86 
33.33 
3.73 
4.75 
104.99 
3.42 
2.73 
2.77 
3.63 
165.76 
18.87 
14.26 
34. 92 
106.12 
64.52 
25.84 
13.57 
5. 55 
6.66 
6. 35 
6.54 
10.14 



3.68 
3.84 
39.71 
763.02 
3.17 
16.23 
40.06 
15.48 
2.47 
8.11 
2.57 
1.28 
3.12 
8.39 
0.22 
33.29 
2. 52 
6.27 
21.21 
1.83 
5.75 
1.87 
0.92 
6.32 

^2 

32.78 
30.86 
47.64 
8.52 
16.74 
1.48 
2.29 
216.46 
2.97 
3.29 
1.57 
18.57 
2.19 
3.42 
IS. 51 
2.2 
10.45 
8.11 
34.4 
1.82 
0.62 
40.98 
2.21 
1.86 
1.9 
3. 58 
91.77 
11.34 
8.12 
15.48 
96.92 
35.24 
20.1 
18.82 
16.37 
3.04 
2.58 
0.53 
6.62 



5.31 
5.52 

21.46 
961.92 
5.15 
4.97 

53.52 

14.58 
4. 91 

16.92 
2.31 
0.56 
5.74 

12.44 
2.1 
55.3 
4.18 
3.76 

24.67 
4.73 
6.49 
2. 53 
1.92 

11.92 
2.94 

29.58 

33.12 

78. 36 
9.01 

25.23 
2.68 
4. 35 
124.98 
2.92 
1.57 
2.99 

18.78 
5.11 

10.22 

22.99 
7.96 

14.76 
3. 99 

11.24 
1.78 
2.59 
12.2 
2.54 
3.31 
3.08 
2,47 
157.68 
4.1 

11.62 

29.09 
123.47 

52.21 

22.79 
7.5 
7.9 
4.73 
2.92 
2.54 
9.41 
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HBIBA10M725 
raBA1004710 
HBmi0047n 

ffiBA1004736 
HEiBA1004748 
HEIBA1004749 
HEHBAIOMJSI 
HEttA1004752 
HEMBA1Q047S3 
HEIBAt0047SS 
HE1BA10047S6 
HBfiAl 004758 
HEMBA1004783 
raDA1004768 
HEMBAia04770 
HBBA1004771 
HQi8A1Q04775 
HE1IBA1004775 
ICNBA1004778 
HQBA10047B4 
HEIBA100478S 
HEIBA1004789 
«BA1004795 
HEIBA1004787 
HEIBA1004803 
nBA1004806 
HBBA1004807 
HBBA10M16 
HBBA1004820 
HEIBA1Q04833 
HBBA1004847 
HBM10048S0 
NBttA100488S 
HEIIBA10MB4 
HBttAIMMSIS 
HBBA1004880 
HBM1004882 
HBBA1004B85 
HBttA1004889 
HBBA1004900 
HBTBAIOCMMS 
HBBA1004I1B 
«BA10MS23 
HaBA10M929 
NBBA1004930 
nBA10049S3 
HEttA1004934 
HBBA1004987 
HEttA1004943 
HEnA1004944 

HBBAt0049S2 
HEnA10049S4 
HEBA1B049S8 
HBBA1004980 
HBBA1004971 
HBBA1004972 
HEIBA1004973 
»EnA10049n 
IGBAtQCM978 
lfiBA10049S0 
HBBA100498? 
HBDA10049S3 



8. IS 
9.S 
4.3$ 
6.3S 
16.7 
7.15 
24. 3i 
2.98 
114.05 
13.77 
14.23 
8 

28.52 
5.65 
3.64 
3.52 
9.14 
4.31 
24.15 
7.73 
24.44 
13.57 
4. 14 
7.33 
7.1 
8.6 
3.19 
4.03 
15. a 
7.87 
4.21 
3.02 
4.4 
17.31 
17.48 
113.3 
8.83 
141.61 
7.94 
31 n 
52.96 
14.18 
8.03 
9.64 
3.15 
4.7 
48.9 
3.95 
1LS5 
6.33 
19.58 
12.19 
5.52 
95.41 
3.34 
18.1 
17.31 
122.03 
3.44 
14 
11.81 
6.76 
6.24 
27.66 



9.51 
30.77 
1.94 
4.56 
24.9 
9.02 
23.03 
5.64 
106.99 
72.42 
13.71 
8.06 
33.28 
6.08 
9.18 
3.97 
8.57 
4.72 
24.27 
3.98 
36.5 
18.37 
8.07 
8.35 
4.75 
9.94 
2.79 
3.35 
10.97 
10.12 
6.73 
6.46 
5.74 
15.86 
20.24 
€1.73 
11.17 
124. 12 
7.93 
44.93 
49.82 
13.16 
4.11 
9.9 
3.03 
7.7 
58.84 
4.55 
13.42 
9.2 
19.31 
9.84 
5.6 
161.15 
5.15 
21 
28.71 
238.04 
2.83 
10.09 
9.75 
8.83 
8 

31.4 



14.17 
15.01 

6;iT 

8.84 
39.79 
16.19 
33.63 
15. 5S 
178.18 
98.61 
21.59 
13.16 
46.67 
11.46 
17.67 
15.58 
13.33 

7,01 
34.07 
15.13 
43. 33 
27.67 

13.1 
20.46 
10.25 
11.36 

6.69 
11.54 
19.39 
20.63 
18.25 
11.24 
10.78 
32.11 
32.03 
148.7 
12.28 
179 
12.26 
60.57 
61.95 
28.88 

8.13 
14.09 

7.44 
9.9 
65.65 

8.24 
25.29 

8.01 
31.82 
23.87 

7.61 
61.32 

10.1 
43 
28.24 
172.22 

7.72 
24.08 
18.48 

15.4 

15.9 
50.17 



11.97 
11.4 
" 2.44 
3.47 
8.08 
2.15 
4.23 
3.81 

68.94 

28.89 

11.51 
9.58 

20.49 
2.37 
4.3 
4. 59 
7.83 
2.54 
11 
3.29 

23.54 

13.73 
2.66 

14.48 
8.19 
7.93 
6.88 
5.83 
6.27 

12.23 
5.9 
4.65 
6.32 

21.23 

15.36 
148.79 
9.73 

131.9 
7.41 

51.03 

21.61 

16.89 
4.43 
8.35 
3.03 
4.33 

52.38 
5.31 

18.02 
2.75 

17.17 
11.5 
2.28 
125.56 
3.78 

23.94 
5.08 

44.53 
3.58 

10.99 
9.86 
3.58 
4.68 

31.75 



14.28 
24. 39 
2.1 
5.46 
17.63 
7.19 
9.92 
7.93 
72.11 
47.7 
11.62 
10.37 
28.34 
10.09 
5.33 
3.64 
4.73 
3.11 
13.72 
12.02 
19.27 
15.71 
4.24 
8.52 
4.85 
6.31 
5.28 
6 

7.54 
11.52 
8.04 
7.78 
4.58 
15.33 
13. 18 
88.87 
8.92 
123.22 
11.08 
25.98 
27.4 
11.25 
3.46 
13.9 
3.95 
7.94 
80.44 
3.47 
10.93 
3.28 
17.7 
9.34 
4.07 
130.49 
7.59 
15.38 
6.02 
137.98 
1.82 
9.73 
9.26 
6.32 
8.72 
2L28 



12.46 
8.96 
1.31 
3.65 
7.89 
3.48 
4.61 
4.03 
86.46 
46.76 
10.29 
12.14 
19.64 
17.67 
4.44 
3.31 
6.17 
3.68 
16.67 
3.24 
15.1 
13.71 
5.12 
7.53 
5:24 
7.52 
4.11 
7.16 
6.26 
10.1 

9.n 

8.66 
7.77 

16.21 

16.06 
115.94 

10.05 
118.49 
9.32 
30.7 
15.4 

13.43 
3.67 

10.52 
3.22 
6.01 

49.38 
5.34 

15.03 
2.19 

18.72 

11.54 
4.82 
124.27 
6.47 

19.28 
5.94 

72.83 
6.48 
9.85 
8.27 
6.19 
7.61 

27.83 



9.22 
5.69 
3.15 
7.89 
15.58 
6.72 
5.83 
5.96 
30.58 
41.95 
10.53 
11.47 
31.58 
15.26 
3.13 
3.4 
4.13 
4.57 
11.79 
6.23 
33.56 
15.09 
10.75 
6.22 
4.01 
6.11 
3.33 
2.01 
5.63 
9.12 
5.85 
8.57 
3.54 
14.88 
19.67 
64.71 
5.47 
123.09 
5.37 
17.41 
7.06 
12.38 
3.79 
5. 58 
2.76 
5.83 
52.85 
6.35 
11.34 
4.11 
15.62 
7.67 
1.95 
79.29 
4.82 
12.99 
4.63 
€1.38 
2.6 
6.91 
8.68 
5.45 
5.71 
26.75 



7.11 
6.95 
0.66 
2.85 
8.45 
4.3 
2.01 
2.05 

32.81 
35 

11.28 
5.24 

21.05 

61.35 
1.14 
1.61 
3.12 
1.14 

13.87 
3.84 
28.4 
7.19 
3.53 
3.52 
3.13 
2.35 
0.92 
2.6 
8.15 
3.18 
1.98 
2.5 
4.67 
9.41 
7.45 

39.42 
2.68 
86.3 
3.13 

45.83 

13.28 
9.23 
1.63 
4.15 
0.8 
3.68 

24.83 
6.72 
9.38 
2.61 

10.86 
6.3S 
1.52 
38.2 
2.29 

14.78 
4.75 

80.13 
2.06 
5.11 

4.n 

3.4 
2.32 
25.03 



10.71 
7.79 
3.23 
5.88 
13.06 
8.2 
3.6 
2.94 
51.61 
54.38 
11.46 
11.51 
23.78 
5.43 
2.86 
4.49 
6.19 
2. 99 
5.14 
2.81 
19.49 
15. 39 
4. 53 
6. 52 
5.6 
5.54 
0.9 
2.3 
5.23 
8.37 
3.49 
5.11 
2.65 
17.84 
13.87 
63.09 
3.9 
152.75 
5.59 
36.11 
12.57 
13.02 
1.47 
7.26 
3.27 
7.33 
54.95 
5.35 
13.16 
3.13 
19.2 
7.52 
2.27 
131.05 
4.38 
18.5 
6.7 
88.64 
3.24 
5.98 
8.65 
4.05 
4.42 
37.28 
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HQBAl 004446 
«iBA1004451 
HaffiA10044S2 
HaBA1004454 
raBA100446Q 
HEIDA1004461 
HaBA1004468 
HBBA1004479 
HQM10044S2 
HBBA1II0449] 
HaBA10044l9 
HEnA1004502 
HaU1004505 
HBaA1004S06 
HQU1004507 
«BA1004S09 
HBmi004523 
HaBA1004528 
HBfiA1004534 
HQBA10G4536 
HBmi00453S 
HBBA1004542 
HQBA10045S2 
HEttA10045S4 
HBBA10045S8 
HBOAimSCO 
HBBA1004S64 
HBBA1004S66 
HaBA1004S73 
eBA10Q4576 
HBM1004577 
HBU1004586 
«BA1004SN 
HaBA1004804 
KaBA1004807 
HBBA1D04610 
«BA1004617 
HaBA1004622 
HBBA100462I 
HBBA1004629 
ieBA1004631 
HQBA1004632 
HBBA10046)3 
HBBA100463i 
»€IBA1004S37 
HBOA1004638 
HBBA100484S 
fGBA10046$( 
HBBA10046S7 
eBA100466€ 
HBBA1 004669 
»GBA100467q 
fBBA1004672 
eBA1004689 
NBBA1004690 
eBA1004593 
HQiBA1004697 
raBA1004702 
WA1004704 
eBA1004705 
HBBA100470i 
KaBA1004709 
HBBA100471] 
HBBA100472S 



1.03 
47.91 
7.9S 
21.61 
3.23 
9.82 
5.97 
7.22 
5.37 
7.67 
7.91 
28.69 
9.98 
10.31 
21.1 
2.41 
16.14 
10.51 
15.22 
6.18 
9.62 
7.28 
3.25 
8.19 
12.36 
4.66 
9.73 
3.56 
4.48 
18.09 
3.54 
4.65 
284.44 
11.58 
44.74 
6.05 
12.1 
5.16 
5.67 
13.02 
73.82 
24.68 
U.98 
16.64 
10.33 
17.07 
41.39 
33.89 
8.65 
18.27 
9.31 
6.26 
7.49 
18.06 
8.71 
54.63 
107.99 
17.82 
4.12 
8.53 
4.44 
17.24 
162.08 
8.81 



3.03 
49.66 
9.5 
21.48 
5 

11.87 
8.24 
6.26 
8.99 
10.41 
12.25 
31.67 
9.29 
10.67 
25.48 
4.16 
17.44 
13.24 
16.88 
6.2 
8.85 
10.06 
4.65 
11.95 
17.94 
8.68 
17.48 
3.98 
3.98 
17.62 
7.83 
5.81 
249. 12 
13.47 
50.81 
7.49 
9. 56 
6.28 
7.39 
21.22 
82.05 
42.63 
38.11 
14.75 
12.11 
21.26 
65.54 
50.4 
8.21 
17.29 
10.17 
8.23 
5.42 
37.4 
10.59 
51.62 
90.54 
20.4 
4.28 
8.58 
4.15 
19.06 
157.26 
12.37 



4.89 
86.71 
12.93 
36.91 

9.05 
18.26 
11.49 
11.32 
11.74 

13.9 
21.91 
44.53 
16.72 
16.69 

30.3 

3.19 
35. 1L 
19.75 
30.37 
10.88 
16.21 
13.56 

8.61 
16.92 
21.39 
10.86 
27.36 
12.25 
12.03 
32.93 
16.24 
14.36 
425.92 
19.78 
86.88 
14.69 
20.48 
10.24 
15 
41.46 
86.06 
52.95 
53.52 
24.41 
26.18 
52.09 
74.75 
80.19 

14.8 
28.67 
13.58 
12.51 

13.8 
36.02 
14.84 
109.86 
174.23 
33.62 

3.95 
10.66 
10.51 
37.36 
293.47 
23.58 



2. 99 
31.61 
8.01 
22.76 
6.23 
13.46 
13.09 
4.91 
7.23 
11.84 
14.4 
24.39 
11.78 
10.45 
21.45 
4.33 
23.55 
9.57 
16.94 
7.97 
10.28 
7.76 
4.79 
9.57 
13.09 
4.85 
16.06 
2.36 
4.58 
24.33 
7.08 
5.07 
413.25 
11.02 
51.55 
9.25 
8.02 
4.13 
4.2 
19.54 
51.43 
37.34 
17.86 
11.5 
5.02 
19.97 
36.73 
35. 7S 
8.65 
14.15 
7.U 
5.31 
6.32 
13.85 
3.74 
81.26 
129.1 
24.43 
3.01 
4.87 
3.36 
23.46 
260.03 
15.07 



6.41 
23.94 
5.07 
21.2 
2.51 
12.46 
9.63 
8.01 
3.06 
11.35 
10.84 
21.51 
9.95 
12.56 
19.73 
6.97 
14.39 
16.03 
14.03 
5.18 
7.48 
7.83 
5 

13.98 
11.7 
5.89 
14.28 
4.04 
4.29 
34.17 
11.02 
7.86 
261.05 
11.29 
56.7 
S.9 
10.16 
6.32 
9.2 
21.07 
26.56 
39.22 
40.68 
12.22 
9.26 
27.34 
58.32 
46.51 
5.01 
16.19 
6.32 
4.65 
5.91 
14.84 
5.26 
86.47 
114.25 
14.82 
2.64 
5.69 
3.58 
18.59 
204.86 
18 



1.96 
40.91 
6.5 
22.64 
4.45 
12.25 
6.4 
9.21 
5.24 
7.74 
11.41 
21.75 
10.23 
11.51 
18.7 
5.13 
18.02 
13.29 
18.54 
6.58 
8.38 
8.12 
6.2 
10.14 
13.96 
4. 95 
12.2 
2.92 
4.64 
25.88 
14.75 
5.89 
315.49 
12.05 
51.72 
7.29 
8.41 
4.27 
4. 95 
18.99 
15.5 
29.39 
39. 12 
12.63 
11.39 
24.5 
57.87 
37.77 
4. 76 
11.73 
5.8 
7.13 
7.14 
13.32 
4.9 
81.99 
71.95 
19.64 
2.5 
4.53 
2.66 
23.59 
251.04 
14.85 



3.37 
29.4 
4.65 

20.66 
3.96 

11.75 
4.93 
5.84 
4,77 
9.41 

12.99 

15.45 

12.78 
11.7 

29.74 
3.86 

17.09 
6.5 
14.2 
4.33 
4.46 
4.06 
4.33 
9 

9.64 
2.86 
13.33 
T.05 
2.63 
17 
9.75 
6.37 
139.33 
9.52 
48.7 
6.72 
9.52 
7.06 
4.59 
20.74 
10.72 
26.96 
15.84 
6.1 
12.44 
24.76 
35.72 
45.77 
2.7 
13.41 
4.8 
5.07 
7.17 
10. 59 
4. 08 
74.06 
45.98 
15.1 
2.6 
7.25 
4.3 
17. 98 
138.17 
13.5 



0.17 
25.22 
4.16 
13.58 
1.85 
5.13 
3. 14 

3.n 

L99 
6.84 
9.9 
9.07 
4.69 
4.59 

17.59 
1.09 

11.42 

10.38 
7.84 
4.17 

.3.25 
4.75 
0.53 
4.19 
9.22 
5.27 

10.15 
2.38 
3.89 

11.99 
3.87 
2 

269.7 
8.82 
32. 51 
4.7 
5.32 
2.49 
5.59 
13.12 
28.9 
22.05 
33. 55 
4.97 
6.08 
14.24 
21.96 
32.71 
2.34 
11.89 
3.37 
1.93 
3.42 
5.45 
1.25 
35.68 
67.21 
1179 
1.84 
3. 35 
1.58 
10. 66 
104.82 
4.03 



1.81 
31.73 
4.59 
20.72 
1.76 
11.97 
5.27 
4. 35 
3.49 
7.99 
12.88 
14.65 
8.35 
11.13 
32.44 
3.24 
16.4 
8.52 
17.61 
3.26 
4.87 
6.69 
3.64 
10.81 
10.83 
5.83 
10.66 
2.63 
4.83 
13.66 
4.69 
4.74 
335.01 
11.26 
56.83 
9.16 
9.98 
4.07 
4.31 
14.82 
42.6 
34.67 
35.48 
7.02 
12.85 
22.8 
40.06 
37.95 
16.46 
17.32 
4.51 
2.73 
6.19 
12.39 
4.02 
58.9 
100.42 
12.53 
1.67 
5.23 
2.61 
14.19 
96.04 
7.35 
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A10IM207I 
A1(NM210 
iHEMBAIOimZSl 
|HBBA1004227 
|HBBA100423! 
M004237 
MO042 
A1 004241 
A1004242I 
A1004243 
A1004246 
]hE]BA1004247 
|HEiBA100424B 
IHBBA10042 
|hBBA100425: 
IhEMBAI 00426 
IhBBA10042S 
tHEIBA10042S7 
|HElffiA1004272l 
tHEIBA100427 
HEiBA100427 
lfBffiA10042 
|hBIBA1004279| 
IhE1BA10042S4| 
)«ttA100428S 
|hEIBA1004289| 
lffilBA10042ta 
|}CBA1IH)4295| 
A1004302 
A1004306{ 
_ M004312 
lHaBA100431 
|hSBA1004321 
iHBIBA1004S23i 
A100432 
^ A1004329{ 
|hE]BA10043301 
|«nA1004a34 
A100433S{ 
IHBBA1004341 

A10043 
|HEIBA100434' 
|HEnA100434 
|HEnA100435 
iHEnA10043$: 
A10043 
A10043 
A1 00431 
|HaBA10043C6 
IHBBAI 00437 
|hBBA100437 
IhQBA10043S! 
|«IBA1004391 
A100439 
A10043I 
^ A1004398 
|HaBA1004401 
|HaBA100440! 

A1004 
|iaBA100441 
A100442! 
|HaBA100443 
k\ 
All 



5.23 
4.96 
11.79 
5.13 
5S.87 
63.06 
S.4 
56.53 
95.96 
7.16 
3.92 
36.06 
60.7 
6.46 
9.76 
3.71 
4.66 
14.31 
7. 23 
3.8 
6.92 
53. 98 
3.9 
15.6 

I. 1 
4.33 

14.22 
5.99 
27.72 
22. 59 
8.29 
17.03 
2.16 
4.43 
3.2 
47.09 
7.28 
6.28 
2.77 
4.79 
5.88 
8. a 
19.03 
30.35 
65. 35 
31.04 
36.8 
21.37 
3.36 
25.71 
57.43 
26.6 
15.02 
6.23 
6.59 
6.tt 
25.42 
12.61 
33.43 

II. 75 
11.38 

4.53 
12.02 
18.31 



7 

5.53 
16.11 
5 



7.18 
8.99 
16.08 
14.56 



67.36 100.86 
57.44 67.86 



9.74 
94.19 



19.37 
86.84 



94.64 132.52 
9.59 11.11 



5.45 
39. 65 
102.92 
7.1 
13.49 
7.97 
4.92 
26.05 
8.73 
4.23 
5.28 
104.51 
4.4 
17.68 
4.52 
10. 31 
23.33 
9.65 
69.78 
41.69 
12 
23.79 
4.06 
3.01 
5.57 



5.06 
5.1 

1.96 

8.73 
60.82 
54.44 

3.19 
45.42 



6.93 
8.24 
9.21 
5.83 
63.74 
56.68 
7.79 
61.25 



129.29 124.32 



6.92 
23.46 
68.75 
17.92 
18.16 
10 
5.04 
30.36 
9.64 
13.32 
11.01 
88.12 
11.72 
32.1 
5.35 
14.89 
31.53 
12.39 
67.78 
39.11 
23.23 
39.64 
8.11 
0.68 
7.13 



S3. 32 106.52 
14.18 16.85 



6.86 
3.49 
7.07 
15.63 
17.07 
22.2 
31.05 



13 
11.65 
13.59 
22.36 
21.37 
39.78 
54.47 



90.37 111.41 
48.91 55.45 



69.45 
39.1 
19.8 

35. 24 



87.9 
60.88 
13.89 
61.82 



64.54 125.12 
23.69 56.36 



20.13 
8.43 
9.68 
7.79 
37. 64 
20.04 
47.3 
12.41 
11.1 
4.23 
23.81 
24.79 



38.52 
14. n 
22-73 
21.04 
61.19 
37.41 

70.7 
34.08 
25.62 

9.92 
31.06 
46.54 



5.01 
3.64 
13.27 
40.88 
5.92 
5.3 
2.84 
3.34 
19. 95 
3.9S 
4.59 
3.44 
40.54 
1.47 
11.85 

I. 91 
4.93 
19.23 

6.69 
35.38 
30.27 
5.76 
14.71 
3.21 
0.1 
3.58 
56.12 
8.09 
5.07 
1-67 
3.55 
10.54 

II. 69 
17.07 

23.2 
40.12 
29.8 

42. n 

24.3 
9.19 
27.78 
52.77 
35.4 
17.1 
10.01 
7.13 
5.3 
35.6 
22.75 
34.73 
20.66 
16.77 
6.93 
19.67 
21.84 



7.55 
1.73 
21.43 
49.28 
8.57 
8 

9.75 
5.85 
16.25 
3.4 
3.82 
3.27 
57.2 
4.01 
15.45 
3.11 
9.21 
14.77 
4,97 
30.81 
34. n 
9.79 
20.95 
4 

10. 07 
3.76 
44.95 
8.07 
6.47 
3.64 
3.83 
9.43 
14.36 
23.84 
27.22 
57.25 
26.92 
38.63 
25.32 
8.25 
27.66 
52.36 
23.53 
15.91 
2.68 
7.36 
10.85 
34.11 
14.99 
36.67 
20.73 
12.96 
6.74 
29.44 
22.35 



4.27 
7.88 
5.85 
3.8 
64.98 
54.92 
5.08 
30.71 
88.47 
7.79 
7.61 
17.87 
54.01 
3.92 
5.39 
1.75 
4 

13.91 
3.74 
2.88 
3.1 
47.57 
1.18 
12.29 
0 

6.85 
12.78 
4.03 
31.86 
20.17 
3.74 
13.02 

I. 12 

I. 6 
2.03 

40.88 
7.74 
3.23 
0.75 
Ml 
7.32 
7.58 

II. 42 
18.91 
44.69 
23.18 
30.42 
19.97 

3.58 
28.9 
39.76 
18.76 
14.1 
5.81 
4.87 
6.63 
30.34 
14.73 
32.16 
15.48 

II. 07 
8.38 
19.7 

18.04 



6.27 
8.78 
t.74 
3.56 
56.93 
61.37 
4. 55 
41.3 
86.26 
4.07 
2.23 
8.15 
55.12 
3.52 
8.18 
6.82 
4.03 
15.22 
3.02 
5.15 
4.62 
40.16 
2.34 
19.44 
3.7 
5.43 
16.77 
6:51 
31.74 
21.64 
7.73 
20.7 
2.54 
2.71 
3.61 
71.49 
11.04 
5.33 
1.36 
5.23 
16.14 
5.26 
16.44 
26.94 
62.88 
26.7 
48.78 
35.28 
5.88 
23.52 
63.76 
21.22 
20.59 
6.08 
86 
4.46 
50.39 
15.19 
33.47 
9.96 
10.66 
4.52 
15.12 
25.64 



2.78 
4.25 
2.95 
2.92 
44.28 
42.55 
3.62 
31.18 
40.26 
6.19 
1.7 
9.3 
49.8 
3.06 
4.43 
1.55 
2.37 
15.98 

I. 81 
2.11 
3.75 

23.52 

I. 51 

II. M 
0.1 

4.43 
15.46 
6.63 
25.34 

II. 35 
4.58 

16.59 
0 

I. 11 
2.13 

47.58 
9.62 
2.42 
0.2 
1.8 
4.47 
6. 18 

II. 72 
20.35 
49.41 

16 
31.27 
18.19 
3.78 
16.32 
39.09 
13. 56 
16.16 
4.76 
2.4 
2.99 
18.9 
9.3 
25.45 
9.26 
8.23 
0.98 
10.66 
13.85 



3.751 
6.82 
4.57 
3.47 
61.25 
49.6 
5.8 
35.09 
43.03 
8.9 
3.01 
7.87 
49.38 
5.66 
8.93 
1.83 
1.97 
20. 33 
2.67 
5.65 
4.56 
29.44 
2.01 
15.92 
2.34 
9.27 
15.6 
6.32 
24.05 
18.3 
8.66 
24.72 
3.38 
0.96 
4.27 
48.41 
5.53 
4.72 
2 

5.75 
6.61 
12.85 
16. 17 
19.47 
51.19 

26 
34.28 
17.1 
€.29 
31.11 
4S.41 
17.27 
16.69 
4.24 
3. 32 
4.78 
33.72 
13.54 
21.56 
12.21 
8.04 
3.02 
15.31 
21.081 
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10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



HQBA1003959 
»eiBA1003960 
»QBAI003988 
HEIBA1003987 
KBA1003968 
«BA1003974 
»Q0A1OOS976 
HQiaA1003977 
»QeA1003978 
HaBA1O03981 
HQBA1003982 
ffiMBA10Q3985 
HQBA10039B7 
HEIBA1003989 
HQBA1004000 
HBBA1004006 
HQBA1004007 
HE0A1OO4O1O 
HE1BA10(M011 
»QBA1004012 
raBA100401$ 
HEIBAK»4024 
aBAt00402S 
ffiDA1004038 
HElfiA1004042 
HBBA100404S 
KEIBA1004048 
HEBA1OO4049 
»QBA100405I 
KEIBA10040S3 
}eBA10040S$ 
HQBA10040S9 
HEIIBA1004060 
HE1BAIO04061 
HBBA1004057 
)CnA1004071 
«BA1D04074 
«BA1004078 
HBBA1004085 
HQBA100408( 
IBBAI004097 
HBBA1004100 
»BBA1004103 
HEBA1004nO 
raBA1004ni 
KQBA1004124 
HBBA1004130 
HBBA1004131 
raBA1004132 
»SA1004]33 
HBQA1004138 
fGBA1004143 
KBBA1004148 
HQBA1004148 
HEIBA1004U9 
»aBA10841SO 
HEIDA10041S4 
aBA1004164 
aBAT004168 
«BA1004199 
HBBA10042(» 
>GBA1004201 
«BA1004m 
bfiBA10a4203 



14.89 
6.1 
4.32 
11.38 
S2.83 
4.37 
15.15 
8.7S 
9.01 
58.06 
5.4 
7.59 
10. 14 
10.11 
2.93 
18.54 
19.65 
67.05 
10.54 
20.42 
4. 26 
7.24 
3.05 
30.88 
0.37 
20.4 
37.85 
21.46 
9.9 
IS. 29 
5.25 
2.41 
6.43 
7.43 
8.97 
2.92 
126.78 
20.55 
20.65 
2.06 

I. 94 
14.77 

7.32 
19.03 
24.42 
10.47 

6. 32 
11.62 
1.7 
51.09 

8.15 

6.39 
12.23 

5.02 
13.01 
162.3 
54. 95 
27.89 
27.29 
11.53 
10.21 
27.51 

18.8 

II. 35 



19.53 
5.31 
4.36 
13.34 
102.28 
4.4 
20.18 
9.42 
16.51 
n.17 
13.31 
8.14 
14.01 
15.44 
4. 96 
20.18 
39.73 
91.68 
11.89 
22.3 
3.69 
8.25 
5.65 
38.15 
2. 38 
33.53 
38.8 
22.41 
8.46 
25.2 
11.05 
5.85 
8.34 
8.52 
11.51 
2.4 
177.45 
20.84 
31.8 
3.76 
3.31 
24.96 
13.02 
26.3 
41.97 
10.61 
9.6 
15.68 
3.66 
100.97 
8.84 
11.32 
19.23 
6.85 
27.48 
225.59 
73.81 
39.95 
41.16 
17.04 
15.6 
39.39 
30.46 
16.48 



30.66 
11.07 
6.33r 
19.36 
87.2 
7.25 
27.02 
22.28 
20.07 
117. 23 
18.21 
15.01 
20.78 
20. 52 
11.45 

42.2 
40. 2i 

2.41 
17.43 
36. 75 

8.92 
20.14 
11.19 
65.02 

5.48 
50.23 
52.99 
47.43 
21.25 
37.82 

5.64 
10.01 
15.71 
15.21 
14.78 

5.93 
131.41 
34.63 
30. 03 

5.23 

1.59 
29.01 
15.94 
37.33 
41.29 
15.29 
13.12 
22.49 

8.07 
106.22 

9.84 
13.28 

24.6 
14.92 
21.59 
242.62 
n.08 
75. 25 

48 
30.46 

23.4 
51.71 

37. 
25.18 



18.5 
8.55 
4.53 
11.07 
14.25 
2.02 
12.74 
9.64 
10.86 
62.61 
3.94 
6.55 
6.87 
5. 53 
2. 25 
18.19 
26.62 
0.19 
5.17 
7,27 
3.2 
4.09 
0.74 
18.09 
0.32 
28.78 
50.26 
24.15 
12.84 
19.98 
0.16 
3.45 
14.49 
11.54 
16.09 
4.14 
229.36 
28.09 
32.27 
2.03 

I. 13 
20.87 
12.18 
22.14 
22.57 

II. 7 
7.07 
12.3 
2.75 

48.94 
8.72 
4. 24 
16.14 
7.36 
12.24 
246.24 
67. 59 
53.13 
30.28 
12.77 
12.76 
29.35 
17.92 
12.27 



16.34 
9.98 
3.74 
6.9 
26.41 
4.53 
18.84 
11.17 
6.71 
51.44 
11.62 
7.27 
9.2 
5.4 
2.97 
19.39 
20.72 

0. 95 
7.46 

17.23 
3.73 
6.96 
1.77 

23. 34 

1. n 

29.43 
40.74 
22.42 
10.63 
13.35 
1.02 
3.17 
7.75 
9.65 
9.22 
2.31 
160.88 
31.27 
21.47 
3.33 
4.7 
18.7 
10.65 
20.14 
21.56 
10.51 
7.66 
15.58 
4.82 
2S.58 
S.3f 
5.74 
12.69 
6.63 
21.36 
265.35 
61.25 
38 
31.63 
16.45 
12.18 
27.61 
20.38 
10.37 



12.43 
6.62 
1.94 

6.n 

16.31 
1.13 

11.73 
3. 97 
7.75 

47. 41 
6. 14 
6.74 
5.37 
4.86 
1.76 

IS. 33 

17.41 
0.35 
5.81 
8.75 
2.56 
4.29 
1.68 

18.57 

I. 14 
29.29 
37. 18 
24.41 
10.43 
13.99 

0 

2.37 
6 

13.29 

II. 3 
3.09 
89.6 

21.15 
13.85 

2.H 

3.06 
13.96 

9.17 
20.02 
20.91 
11.56 

3.98 

10 
2 

18.64 
5.94 
4.33 
10.61 
8.78 
25.46 
201.29 
43.45 
41.78 
25.87 
14.72 
11.22 
28.68 
16.33 
8.08 



19.48 
4.38 
2.49 
8.93 
16.76 
3.82 
18.38 
8.14 
11.84 
51.47 
3.92 
5.12 
6.58 
8.66 
2. 52 
18.84 
38. 95 
50.08 
5.72 
11.84 

I. 97 
7.49 
2. 55 
34.1 
0.62 

14.02 
34.52 
19.84 
12. 39 
21.18 
9.11 
4.07 
14.41 
5.83 
7.43 
3.1 
187.87 
16.53 
11.87 
2.57 
2.83 
10.94 
7.19 
18.64 
28.72 
7.45 
10.02 
7. 69 
5.8 

II. 83 
4.18 
4.63 

14.04 
2.34 
6.33 
161.22 
53.14 
27.04 
20.87 
15.81 
9.51 
24.64 
20.83 
12.89 



10.78 
4.38 

2.11 
7.19 
9.02 
0.89 

14.83 
5.18 
5.73 

46.05 
4.82 
5.29 
6.5 
4.07 
0.75 
12.3 

21.37 
44.9 
5.31 
7.16 

I. 37 
2.93 
0.21 

18.52 
0 

II. 2 
20.41 
20.47 

7.87 
11.93 
3.17 
0.71 
5.93 
3.71 
5.81 
0.97 
113.1 
16.06 
12.81 
0.6 
1.2 
12.24 
6.37 
15.91 
16.68 
6.39 
6.52 
8.91 
1,43 
36.24 
4.48 
4.00 
14.11 
5.06 
6.45 
151.68 
36.47 

21. a 

19.25 
10.26 

9.03 
21.71 
15.59 

8.41 



14.94 
3.84 
0.85 
5.9 
11.36 
2. 56 
18 
9.28 
13.48 
74.31 
3.97 
7.02 
8.96 
5.03 
2.54 
17.01 
27.19 
72.79 
4.01 
6.96 
3.1 
4.36 
0.47 
13.77 
0.22 
16.1 
13.02 
15.98 
8.34 
18.89 
5.22 
2.14 
6.72 
5.22 
9.07 
2.2 
134.85 
27.35 
9.59 
1.89 
1.23 
15.57 
7.49 
19.14 
19.6 
9.02 
8.94 
12.88 
6.28 
13.37 
5.03 
3. 58 
16.75 
6.01 
12. 24 
209. 57 
45.98 
32.66 
25.4 
14.34 
10.57 
24.17 
21.86 
9.37 
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HaBA1003C79 
HBBA10036S0 
HaiBA10036M 
HEIBA1003690 
HEIBA1003692 
HE1BA10037O2 
HaBA10037n 
HEIIBAt003714 
HQttAIOOSns 
KBIBAt003717 
HEIiaA1003720 
HaiBA100372S 
KEIBA1003728 
HBBA1003729 
HBBA1003732 
HBBA100S733 
KaBA1003742 
HaBA1003743 
HaBA100S7S8 
HQBA1003760 
HBIM10037S4 
HaBA1003769 
ffiBA]003773 
HBBA1003783 
HQBAIN37M 
HBU10037M 
HBBA100379i 

Hamioo3m 

HEmi003804 
HBBA10O38O5 
HBBAIiNI3807 
«BAI003810 
HBBAI003827 
HEHBAt003836 
HEIBAt003838 
HBBA1003843 
HQBA100384S 
HaBA10038S6 
HE1BAI0038$7 
HBBA10038M 
HBBAIM3886 
«BA10038I8 
HBBA100S879 
HUU10038S(1 
HBBA1Q03884 
HaBA1003885 
HaBAI003887 
HBBAtQ0389a 
HaBA10038t3 
HEiBA1N3896 
HQBA10039O2 
HaBA1003904 
HBBAI0039O8 
raM]00392€ 
HDIBAf003937 
HQIBA1003939 
KEiBAI003S40 
HBBA1003941 
HaM1003942 
HBBA100394S 
HaBA1003949 
HBmi0039SQ 
HaBA10039S3 
KBBA10039S8 



tS.99 25.43 
2.36 1.32 

27.44 32.04 
26.35 32.22 

6.49 10. It 
8.S6 9.3 

8.11 10.45 

6.44 11.03 
14.81 13.59 

42.45 55. n 
6.21 S.28 
3.95 3.77 
4.28 12.26 

12.13 13.18 

30.17 53.31 

3.45 4.52 
9.01 9.99 
9.87 14.77 

14.27 20.31 
19.21 17.1 

14.01 17.88 

38.51 54.43 
6.19 9.28 
2.33 2.73 

24.68 20.11 

35.77 59.53 

28.51 43.08 
6.9 7.98 
12.17 15.5 

15.63 21.11 

12.24 15.49 
4.78 6.92 

10.51 13.97 

4.91 7.17 
48.74 66.87 
23.09 39.55 

18.74 19.56 
31.17 48.34 

3.66 4.84 

24.35 38.16 
15.55 24.7 

3.42 4.24 

54.55 71.41 

26.75 40.67 
3.51 2.7 

15.83 16.07 

8.92 10.53 
5.77 11.6 

2.5 2.24 

13.16 13.74 
6.09 5.71 
41 55.7 

27.42 42.25 

35.54 56.96 

14.37 14. M 

3.4 3.02 

6.76 11.65 

31.48 48.87 
3.19 4.4 

59.01 80.97 

12.02 16.53 
27.53 47.63 
10.33 12.12 

4.95 6.88 



34. 72 


93 99 
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37: 17 
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Si 74 
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13. 10 
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2. Sir 


14. ao 


1Z. 44 


oZ.Z7 


41.74 


13.24 


9. 93 


7. 28 


6.08 


8.88 


10.99 


16.13 


8.92 


40.17 


33.85 


4. 35 


L89 


10.98 


9.56 


20.42 


19. 53 


26. 23 


15.6 


29.51 


6.01 


25. 76 


13.37 


53.66 


30.93 


8.37 


4. 69 


7. 18 


6 


23.17 


22. 69 


74.01 


32. 36 


44.43 


24. 39 


12.5 


2. 71 


24.58 


5.01 


29. 95 


13.7 


18. 72 


15. 37 


11.21 


4. S3 


18.38 


12.97 


10. 85 


4.73 


76.01 


40. 91 


55.11 


24.97 


28. 45 


26.4 


48.82 


28.74 


10.52 


2. 38 


29.59 


24.03 


24.92 


21.6 


4.55 


5.4 


99.07 


52.85 


50.47 


3^3l 


10.4 


2.34 


23. 65 


9.67 


15.53 


3.65 


13.5 


3. 76 


6.97 


3. 71 


38.07 


17.77 


13.87 


4.58 


67. 32 


43.67 


49.6 


27.37 


89.19 


55,48 


20.38 


10.43 


10.99 


1.88 


10.45 


4.59 


93.42 


56.75 


9.44 


4.64 


80.84 


37.7 


20.22 


10.36 


43.7 


25.53 


25.01 


8.15 


15.41 


6.73 



Table 368 

23.03 14.07 
1.66 4.25 

15.64 21.48 

29.04 32.33 
5.15 6.04 

14.68 13.17 
9.29 6.3 
13.46 9J8 
13.78 10.5 

41.39 40.14 

12.72 5.69 
3.65 3.36 

2.88 4.38 
13.67 11.13 
38.01 30.07 

6.7 2.94 
10.71 5.69 

13.74 11.37 
15.1 13.01 

14.54 12.36 
20.5 15.53 

34.09 32.37 
7.62 4.92 
7.98 9.31 

20.46 14.65 

32.73 29.52 
25.46 22.11 

3.98 5.61 
10.25 5.91 

15.15 11.89 

14.25 10.11 

9.91 7.45 
15 8.61 

8.8 6.53 
58.53 48.34 
26.51 27.21 

19.75 21.25 
30.87 25.87 

4.43 1.85 

32.07 18.61 

24.17 13.88 
4.56 2.52 

60.23 59.91 

30.57 23.71 
3.19 1.65 
12.61 9.91 
12.51 2.54 
5.14 4.95 
6.34 3.91 

20.7 14.83 
5.68 4.39 

30.73 35.35 

22.92 19.91 
59.31 44 

17.34 12.15 
5.36 0.25 

10.55 5.86 
59.75 51.31 

4.07 4.72 

37.04 46.98 

8.89 9.69 
28.11 14.15 

9.43 6.53 

7.93 3.72 



32.67 15.26 
2 t.23 
12.03 9.61 

34.36 26.69 
7.51 6.23 

6.17 5.02 
7.03 5.46 

7.85 7.19 

10.14 8.94 

43.46 40.44 

6.86 5.05 
2.76 2.23 

6.4 1.59 
18.08 6.56 

19.05 11.75 

3.18 1.76 

9.3 5.6 
9.02 7.5 

12.22 13.09 

3.4 6.9 
15.36 15.5 
42.08 31.8 

2.95 1.6 
5.24 2.04 
16.36 8.3 

23.99 30,47 

20.76 21.74 
1:91 2.94 

7.51 11.06 
15.1 12.06 

18.36 12.3 

6.79 2.53 

18.16 7.58 
3.27 4.61 

31.6 26.5 

27.17 12.95 

14.77 12.94 
49.83 42.07 

3.66 2.4 

15.17 4.79 

22.15 14.95 
1.88 2.32 

38.15 32.08 

28.74 17.94 

5.35 1.55 

13.22 10.04 

7.43 4.94 

4.38 &51 

2.06 0.55 

10.45 II 

3.52 2.» 
31.08 26.57 
28.25 21.38 
a. 79 37.72 

14.47 8.13 
1.12 0.35 

9.9 2.16 

23.68 24.05 

1.95 2.11 

37.87 33.83 

11.57 6.85 

20.64 11.67 

13.65 9.93 
5.9 3.43 



20.68 
1.59 

13.69 t 

39.53 

5.84 

7.69 

7.91 

9.67 

12.29 
41.87 

6.12 

2.52 

3.57 

14.8 

17.73 

2.64 

9.68 

9.36 
13.08 

5.12 
19.31 

46.8 '* 

4.58 

3.66 
11.94 
35.64 
25.31 » 

2.14 

8.61 
15.76 
19.08 

4.42 

9.11 

5.48 
30.51 
30.84 

15.9 
42.91 

2.28 

6.89 
14.16 

3.07 
50.85 
31.69 

2.02 
13.72 4 
3.2 

3.42 

2.76 
13.75 

5.08 
32.22 
25.22 
50.83 
15.59 

2.25 

3.94 
38.11 

3.24 

28.54 t 

10.8 
12.95 

7.98 

4.74 
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Table 367 
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20 



25 



30 



35 



40 
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HBBA1003418 
FBBA1003420 
HBBA10034K 
HBBA1003433 
HBBA100)440 
HaBAtOOH42 
HBBA100)447 
HaBAIOOMSJ 
)eBA10034$1 

HBBAIOOMS 
(QBA100348Q 
HaBA10034SS 
HQBA10034B7 
HQQA10Q3492 
HEBA10034M 
HBBA1003497 
HBBA1003503 
«BA1D03S11 
»€MBA1003528 
HBBA1003S3Q 
HEnA1003$31 
HaBA1003532 
HQBA1003538 
HEIIBA1003545 
HaBA100S54S 
HaBA1003S48 
HEnA1003553 
HBBA1003SSi 
HBBAl0035Si 
HOBAIOOSSSQ 
HaBAl003S6S 
KEBAI0035S8 
HEttAIOOSSSi 
HBBA1003S71 
HBBA1003S79 
eBAI003580 
»QBA1003S81 
KBBA100359I 
KBBAtOOSnS 
HaBA1003S97 
HaBA1003598 
HBBA1O038O0 
nA1003802 
HaBA1003804 
«BA1OO3810 
HBQAIOOSSIS 
HBBA1003817 
HaBA1003620 
HBBA1003821 
HBBA1003C22 
KBBA1003SS0 
>eDAI003S37 

HBBA1003S45 
KaBAI003l48 
HeBA1003847 
HBBA1003S5C 
HaBA1003S€2 
HBBA1003«S 
«BA10O3fiS7 
KaBA1003<70 
HBBA1003874 



9.48 

IS. 13 
3. 85 
t2.41 
22. 9S 
12. 86 
27.49 
4.92 
31.42 
20.03 
4.42 
8. 18 
8.87 
40.56 
47.07 
8. 97 
27.59 
17. 58 
10.13 
10. 75 
6.02 
12.73 
13.85 
10. 23 
4.35 
6. 53 
2.71 
4 

8.02 
5 

11.54 
12.47 
167.82 
19.02 

8.12 
22.13 
18. S3 

4. 54 

9.n 

11.6 
34.44 
2.25 
21.91 
5.44 
4.52 
13.16 
14.12 
2.15 
1.75 
12.05 
7.66 
43.11 
920.66 
62.65 
15.97 
6.76 
68.54 
41.62 
9.43 
8.44 
27 
16.71 
3.06 
3.12 



10.25 
21.37 
4.02 
15.45 
34.38 
16.85 
33. 89 
6. 64 
55.4 
30.11 
6.66 
9.01 
6.95 
84.18 
69.63 
13.82 
34.3 
24. 95 
12.6 
13.6 
6.59 
22.2 
14.91 
12.68 
9.29 
3,47 
6.58 
4.81 
14.32 
8.35 
14.47 
6.48 
373.84 
23.29 
11.43 
20.38 

22. n 

7.44 
30. 24 
18.67 
63.26 

2.74 
26. 66 

4.97 

2.99 
15.85 
19.51 
10.76 

4.53 
16.03 

5.59 
47.17 
472.86 
69.86 
22.75 
13.27 
91.82 
46.94 
10.88 
8.9 
32.49 
15.12 

3.93 
4.3 



16.29 
34.54 

7:SS 
35.09 
33.51 
24.45 
33.23 
13.34 
52.29 
90.85 

9.68 
15.32 

9.95 
72.24 
47.91 
17.09 
36. 93 

I. 06 
23.58 

9. 55 
12.41 
30.65 
22.65 
27.62 
13.49 
17.38 

8.78 

7.29 
16.54 

8.92 
20.06 

14.4 
257.14 
63.84 

9.83 
39.63 

31.1 
11.51 
25.57 
39.48 
65.19 

3.02 
48.26 
13. 36 

9.05 
27.61 
37.31 
12.38 
12.78 
37.29 
10 
86.26 
6S0.3 
125.99 

34 

28.86 
142.01 
78, 

20.41 
21.02 
46.33 
35.71 

II. 38 
9.92 



13.88 
8.98 

3.03 
18.37 
20.78 
11.09 
17.4 
4.01 
25.16 
47.21 
7.8 
7.58 
4.15 
34.53 
15.87 
5.4 
14. 93 
0.82 
12.03 
5. 22 
4.68 
9.86 
9.4 
8.9 
7.12 
20.26 
3.2 
3. 53 
7.4 
2.85 
8.38 
4.78 
82.85 
40.15 
5.26 
17.94 
30.35 
2.94 
6.75 
13.28 
37.08 
2.41 
21.72 
4.53 
3.91 
10.3 
8. 32 
1.63 
1.34 
21.96 
3.27 
32.33 
365.52 
45.58 
19.9 
11.35 
91.35 
39.86 
19.54 
18.11 
29.7 
10.11 
12.14 
2.94 



11.67 
7.12 
3.24 
16.85 
28.45 
13.33 
23.73 
5.69 
39.67 
1.41 
5.17 
7. 38 
3.42 
33.37 
60.76 
7.03 
24.2 

I. 26 

II. 2 
4.34 
4.85 

14.37 
21.22 
13.63 
6.86 
8.26 
9.19 
3.84 
9.1 
4.91 
13.16 
7.63 
193.26 
29.03 
10.52 
15.09 
20 
2.83 
16.55 
20.4 
35.21 
2.07 
21.86 
6.21 
3.29 
9.81 
15.31 
5.11 
3.78 
16.06 
5.47 
46.01 
904.5 
48.68 
17.55 
10.28 
74.78 
28.08 
13.98 
19.84 
40.13 
19.12 
7.89 
128 



7.88 
8.99 
2.48 
15.26 
21.36 
10.29 
18.49 
5.13 
29.85 
0.3 
6.44 
7.85 
4.03 
41.02 
43.2 
7.86 
20.37 
0.04 
10.45 
5.54 
4.75 
9.03 
7 

10. 34 
^.1 
12.59 
3. 14 
2.73 
7.1 
3.37 
7.52 
5.19 
96.08 
28.36 
5.78 
12.56 
21.57 
4.01 
5.72 
12.94 
30.06 
1.24 
19.48 
5.48 
1.56 
5.68 
10.84 
1.57 
1.52 
15.37 
4.78 
44.24 
411 

42 
14.87 
4.41 
80.66 
37.81 
13.03 
14.87 
34.43 
14.79 
5.61 
2.08 



6.52 
3.93 

I. 29 
10.85 
23.78 
12.08 

24 
2.36 

35.26 

30.58 
3.4 

10.22 
5.45 

45.43 

54.01 
9.14 

27.68 
6.53 
9.65 
2.88 
5.24 

13.96 
8.43 
9.68 
7.44 
2.96 
6.24 
2:82 
7.78 
2.9 
7.48 
7.77 

64.68 
20 
8.95 

17.53 

12.72 
3.4 

II. 87 
13.52 
23.33 

1.39 
19.9 
3.61 
LS8 
10. 32 
25. 53 
4.87 
1.5 
10.98 
6.97 
29.63 
621.11 
65.31 
21.4 
12.2 
83.06 
18.6 
9.65 
11.75 
25.82 
10. 97 
4.08 
4.03 



7.48 
4.32 

1.12 
5.12 

22.34 
9.47 

17.15 
4.48 

28.74 

24.08 
2.84 
6.26 
1.61 

44.42 

24.37 
S.83 

19.83 

10.32 
8.73 
3.04 
2.55 
8. 08 
8.83 
5. 53 
2.65 
5.15 
4.03 
2.01 
7.09 
2.25 
5.19 
3.47 

26.85 
16.6 
5.27 

15.68 
8.11 
1.33 
5.17 
5.6 
8.38 
0.6 

18.88 
3.19 
2.5 
8.77 
7.2 
0.26 
0.27 
5.36 
4.55 

21.05 
976.32 

45.48 
9.64 
6.62 

37.92 

12. 53 
4.93 
6.74 

21.77 

18. 94 
1.48 
0.72 



8.95 
S.38 
2.83 
17.58 
28.46 
11.31 
19.81 
3.86 
37.73 
33.93 
6.1 
8.1 
3.1 
46.48 
34.94 
9.54 
25.35 
21.23 
14. 36 
2.97 
3.96 
1L14 
11.91 
8.3 
6.35 
4.61 
2.98 
2.64 
7.03 
2.94 
5.3 
4. 
13.07 
26.95 
5.01 
17.94 
11.25 
1.8 
9.69 
8.35 
16.41 
1.38 
27. a 
3.61 
3.04 
8.07 
9.53 
2.23 
0.68 
14.36 
2.99 
20. 55 
238.58 
45.21 
18.1 
10.03 
60. 33 
17.55 
11.88 
12.93 
25.87 
10.06 
S.42 
1.84 
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Table 366 
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20 
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30 



35 
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HBBAimiS2 
«BAI003157 
»BBA100»K 
HBBA1003171 
HBBA100317$ 
HBBA1003179 
HBBA1003m 
HBBAIOOSm 
WIBA1003197 
HEBA100ai99 
HEIBA10Q3202 
>aBATO032O4 
HBeA1O0321O 
HE1BA1M3212 
«BA100321S 
HEIBA1003220 
^BIBA1003222 
HBBA1003225 
HBIBA1003229 
HaBAl00323O 
HBIBA1003235 
HBBA1003236 
HBBA1 003250 
HaBA10032S2 
HBBA10032S7 
HBBA10032SO 
HQBA1 003273 
HEIBA100327S 
«A1003277 
HEBA1003278 
HQBA10032B0 
HaBA10032ai 
HBBA1003284 
HEmi003286 
HQBA1003291 
nBA1003294 
HBBA100329S 
HEIBA1003304 
NBBAY00330fi 
HBBA1003309 
IBBA1003314 
iBBA10033l5 
HBBA1003322 
HBBA100332S 
HBIBA1003327 
HEIBA10Q332B 
HE1BAI003330 
HaBA100334a 
HaBA1003369 
«BA1 003370 
HQBA1003373 
HBBA100337S 
HBBA1003380 
HBBA1003394 
HBBA1003397 
HQBA1003392 
raBA10033H 
HBBA1003399 
BA1 003400 
fQBA1003402 
NaBAI003403 
HBBA1003408 
HQBA1003412 
HBBA1003417 



4.2S 
16.47 
6.07 
4.76 
9.06 
11.74 
32.34 
4.93 
11.79 
23.1 
23.9 
4.47 
26.93 
25.47 
4.32 
35.02 
6.38 

I. 99 
4.11 

19 
6. 36 
28.57 
3.88 
10.38 
4.81 
4.15 

II. 8 
149.48 

46.25 
4.71 
129. n 
66.35 
4.17 
19.63 
72.44 
2.81 
44.35 
9.89 
13.02 

I. 78 
2.38 

4.7 
21.51 
6.02 
7.S4 
105.65 
6.01 
3.04 
4.61 
3.59 

II. 8 
3.97 
1.93 

26.49 
16.13 
2.68 
2.69 
20.63 
3.56 
38.86 
4.18 
25.83 
5.21 
21.02 



6.9 
20.65 
8. 14 
6.01 
9.36 
19.14 
34.21 
5.75 
16.34 
49.93 
28.7 
10.56 
30.85 
38.89 
4.85 
49.9 

n.47 

5.89 
5.35 
22.89 
6.82 
38.02 
5.03 
11.26 
5.23 
9.87 
16.03 
149.2 
23.14 
4.24 
109.77 
33.44 
19.37 
12.62 
65.02 
2.31 
42.6 
11.83 
19.68 
3.09 
3.32 
9 

21.29 
5.69 
6.06 
106.38 
12.33 
4.46 
6.54 
5.98 
17.95 
3.38 
2.67 
38.34 
19.1 
3.97 
3.42 
29.8 
5.58 
90.8 
3.19 
33.63 
6.25 
35.52 



16.54 
36.14 
15. 

I. 83 
15.39 
23.08 
53.13 
11.29 
26.33 
40. SI 
33.49 
14.07 
39.03 
40.06 
11.19 
56.61 
27.57 

II. 4 
10. S3 
41.86 
18.89 
51.11 
10.29 
18.86 
14.11 
10.08 
28.72 

143.91 
67.56 
12.6 
149.42 
113.06 
13.16 
36.72 
121 

6.5 
76.86 
11.34 
19.63 
6.44 
2.13 
9.09 
36.71 
11.31 
15.43 
147.91 
12.91 
6.33 
9.12 
8.58 
18.19 
4.86 
5.1 
57.87 
24.1 
8.74 
9.32 
52.54 
6.33 
85.59 
7.45 
38.04 
13.71 
34.24 



3.43 
14.57 

" 9.-26 
0.22 
5.94 
11.43 
30.02 
1.S2 
10.88 
25.63 
4.92 
5. 38 
16.12 
19.34 
2.63 
20.36 
6.14 
3.67 
5.06 
21.05 
3.6 
22.25 
3.12 
6.09 
3.29 
10.51 
15.07 
64.58 
22.07 
4.3 
22.66 
20.36 
7.85 
8.93 

168.07 
6.68 
89.38 
8.37 
24.93 
4.38 
4.26 
4.13 
38.62 
6.59 
8.47 

165.04 
7.65 
4.48 
7.83 
5.67 
5.05 
3.82 
1.31 

29.22 

17.78 
2.76 
1.54 

29.45 
3.88 
22.6 
2.51 

42.18 
2.82 
13.8 



9.18 
15.21 
7.78 
9.4 
5.41 
19.69 
30.6 
4.36 
17.37 
28.94 
13.85 
8, 97 
18.97 
20.63 
4. 58 
27.56 
9.88 
2.98 
6.91 
18.18 
5.78 
24.92 
4.49 
9.53 
4.4 
3.68 
19.11 
44.3 
19.01 
4.28 
42.91 
31.97 
6.12 
14.12 
81.81 
2.5 
53.17 
7.94 
17.19 
2.65 
4.38 
2.95 
23.41 
5.79 
7.53 
127.51 
8.96 
9.58 
6.84 
3.43 
9.3 
1.97 
0.26 
29.1 
14.37 
4.49 
4.93 
22.45 
4.46 
36.87 
2.47 
33.38 
5 

14.17 



3.49 
12.8 
7.15 
0.95 
4.09 
16.88 
23.62 
1.S1 
11.43 
20.25 
16. 67 
3.66 
10.78 
15. 78 
1.07 
20.54 
5.85 

5.05 
18.78 

3.31 
17.63 

3.35 

8.62 

2: 15 

3.28 
17, 

74.17 
38. 
2.48 

45.72 

38.12 
2.69 
12.7 

87.09 
2.72 

64.95 

10.02 

18.48 
4.86 
3.35 
4.64 

31.81 
5.51 
8.8 
111.83 
7.41 

12.27 
2.91 
4.27 
7.7 
2.14 
1.37 

27.24 

13.92 
2.32 
3.86 

24.07 
4.23 
47.3 
2.16 

41.52 
4.22 

10.79 



6.82 
18.89 
6. 88 
4. 99 
8.31 
15.24 
32.72 
2.88 
13.65 
30.98 
6.88 
4.1 
20.75 
34.72 
3.74 
37.25 
9.63 
2.78 
3.62 
15.9 
5.U 
25.41 
3.78 
8.03 
4.08 
8.7 
12.91 
103.36 
14.72 
2.75 
29.75 
40.97 
7.14 
52.4 
38.11 
2.16 
32.4 
7.8 
10.47 
2. 49 
2.15 
2.23 
14.65 
2.11 
4.99 
74.7 
6.19 
5.11 
5.15 
2.86 
3.82 
1.54 
0.83 
18.27 
9.34 
2.44 
3.02 
12.88 
1.87 
19.41 
1.4 
23.7 
2.53 
5.28 



2.75 
12.37 
3 

3.3 
5.54 
11.13 
27.67 
1.66 
9.71 
8.01 
7.46 
2.93 
18.2 
24.84 
6.58 
33.59 
5.71 
0.36 
3.37 
9. 68 
2.94 
23 
2.8 
4.87 
0.86 
2.22 
12.48 
79.83 
11.37 
2.48 
44.29 
35.41 
1.71 
15.77 
45.46 
1.36 
28.59 
7.09 
8.08 
0.95 
1.3 
3.29 
15.44 
1.05 
4.52 
76.39 
2.7 
0.11 
1.7 
5.19 
6.22 
0.79 
1.72 
17.42 
7.52 
0.39 
1.02 
13.2 
2.25 
16.83 
2.51 
19.86 
1.53 
6.88 



2.37 
10.25 
7. 14 
4.74 
6.76 
8.75 
23.79 
1.27 
13.56 
23.38 
15.28 
5.45 
19.07 
21.07 
2. 

30.02 
6.41 
1.82 
4.28 

15.54 
2,76 

19.94 
3.87 
3 

2.62 
2.32 

21.18 

39.01 
3.34 
1.06 

19.43 

13.12 
3.34 

36. 62 

43.73 
1.58 

38.37 
8.26 

13.83 
2.26 
2.04 
3.07 

16. 23 
2.65 
3.75 

78.34 
6.56 
2.09 
5.2 
3.68 
4.16 

I. 25 
0.69 

21.24 

II. 3 
3.04 
1.64 

21.21 
1.87 

28.09 
3.27 
28.4 
2.45 
9.43 
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HBBA1002921 
HBBA10029Z4 

ffi»A1002937 
HaDA1002939 
»BBA1002944 
HBBA10029S1 
HBQA1002954 
raiBA1002962 
HBIBA10029$S 
KEMBA1 002970 
HQBA1002971 
ffiBA10O2973 
HBBA1002978 
NBBA1002981 
HBBA100298S 
KEIOA100298$ 
HE1QA1002988 
HaBA1002992 
HaDA100299S 
HaDAt002997 
HSBA1002999 
HaBA100S004 
HQBA1003008 

HaBAiooaooa 

(QBA10O3021 
»BA1003027 
}fiBA1003029 
HaBA10O3O31 
HBBA10O3O32 
ffiBA10O3033 
«BA1003Q34 
HBBA1003Q3S 
HaBA10O3037 
»eBA1003041 
raBA1003046 
HEnA1003047 
HBBA1 003048 
HBBA1003064 
NaBA10030i7 
»eBAt003071 
HaBA1003072 
HaOAl 003078 
HaBA1003077 
HBDA1003078 
)CIBA10O3Q79 
»eBA1003083 
«BA1 003086 
IGBA100309Q 
ffiBAI 003094 
«BA1M»96 
HBBA10030n 
)GBA1003101 
eBA1003109 
»BBA1(»3114 
ffiBA10031 
nBA1QQ3120 
HBBA10Q3129 
eBA1003133 
HQBA1003138 
}aBA1003142 
ieBA1003148 
HBBA1Q081S1 



10.08 
18.52 
7.43 
44.38 

2.13 
6.4 
6.74 
2.29 
17.42 
8.79 
7.03 
3.97 
46. 35 
19.1 
9.61 
7. 62 
117.94 
1.09 
6.76 
6.35 
4.3 
107.63 
S3. 34 
S.64 
4.28 
27.15 
5.81 
18.79 
19.01 
23. 27 
10.51 
3.28 
32.22 
6.89 
3.15 
5.81 
3.59 
2.75 
7.72 
7.42 
3.5 
4.3 
22.65 
10.41 
57.77 
5.9 
2.67 
17.29 
66.37 
27.88 
7.62 
5.15 
51.24 
65.72 
21.19 
16.2 
4.55 
26.44 
13.18 
18.25 
16.39 
14.56 
16.81 
8.82 



17.89 
23.06 
7.93 
58.85 
S.21 
9.23 
7.31 
3.34 
19.44 
11.09 
12.43 
3.94 
65. 62 
22.88 
14.49 
7.65 
141.29 
4.19 
12.45 
10.06 
8.89 
114. 87 
68.01 
4.33 
5.05 
36.55 
12.5 
26.5 
29.05 
32.76 
18.48 
3.5 
43.17 
6. 34 
4.76 

4.n 

5.57 
3.6 
9.91 
7.15 
4.14 
6.5 
30.56 
7.13 
42. 56 
3.99 
1.28 
19.57 
81.42 
31.13 
15.14 
5.97 
56.94 
62. 33 
29.16 
22.18 
5. 29 
23.65 
14.01 
22.53 
19.51 
16.27 
26.84 
10.43 



26.78 
41.44 
15.24 
52.49 
6.49 

9.9 
12.98 
4.29 
25.7 
12.46 
15.52 

8.85 
65.66 
32.02 
12.56 
10.48 
115.79 

2.41 
10.76 
11.88 

7.73 
183.64 
72.24 

7.42 
7.7 

38.8 
13.45 
31.66 
31.26 
35.52 
23.57 

9.21 
44.46 

9.49 

8.43 

6.88 

7.67 

7.28 
17.38 
11.39 
10.69 

8.99 
72.67 
12.54 
38.04 

8 

11.95 
26.48 
75.05 
33. 36 
35.58 

7.99 
73.88 

39 

38.82 
27.85 
16.23 
42.74 
38.23 
34.22 
25.59 
15.48 
29.42 
18.85 



4.57 
17.55 
8.33 
15.89 
6. 16 
6.39 
7.18 
3.26 
12.87 

ii.n 

4. 99 
9.45 
55.83 
18.54 
9.49 
7.25 

;oo. 57 

• 1.9 
6.53 
10.23 
5.51 
177.35 
37.39 
2.58 
1.79 
26.92 
11.13 
21.25 
23.38 
18.12 
10.46 
2.58 
25.3 
7.01 
6.95 
6.46 
2.55 
2. 24 
5.16 
6.45 

I. 88 
2.07 

40.85 
12. 87 
15.22 
5.05 
1.19 
12. 28 
81.77 
17.15 
19.46 
4.67 
44.19 
28.21 
18.38 

II. 32 
3.16 

11.15 
23.62 
24.55 
18.11 

9.65 
16.45 

5.42 



11.52 
21.51 
19.71 
32.69 
3.25 
7.61 
6.53 

3.2 
16.68 
11.02 
4.92 

5.39 
32.32 
14.79 
10.35 
7.54 
91.73 

4.92 
13.58 

8.86 
.4. 55 
156.59 
47, 67 

3.67 

6,77 
32.63 

6.12 
18.71 
17.83 
20.06 
10.87 

2.99 
23.69 

5.99 
3.5 

7.11 

3.97 

3.39 

6.98 

5.86 

3.75 
3.4 
32.84 

5.59 
22.46 

5,47 

1.44 
16.41 
61.06 
38.66 
14.45 

5.25 
37.83 
27.13 
20.48 
13.05 

6.98 
27.45 
19.83 
19.61 
18.16 

8.16 
15.92 

8.75 



17.13 
18.51 
10.41 
26.1 
2.49 
3.18 
7.U 
3.99 
13.48 
6.43 
6.17 
4.2 
29.43 
14.79 
10.49 
7.91 
67.47 
2.49 
5.88 
4.79 
4.85 
181.54 
41.25 
3.65 
4.D5 
23.56 
5.84 
19.18 
18.43 
19.05 
8.93 
3.45 
20.88 
4.57 
6. 33 
3.98 

^74 

2.22 
5.24 
2.65 
I 

I. 57 
36.51 
14.57 

42. 
3.08 

11 

81.5 
20.27 
10.58 

3.62 
35.41 

36.8 
14.86 
11.32 

2.06 
17.66 
17.41 
15.34 
15.75 

8.79 

II. 14 
3.56 



10.57 
16.69 
9.2 
15.32 
3.22 
2.69 
7.96 
3 

13.76 
11.04 
4.89 
3.04 
18.21 
14.19 
8.97 
5.93 
36.07 
2.41 
8.35 
4.31 
3. 59 
82.75 
62. 98 
3 

4.37 
33.58 
7.32 
16.11 
16.34 
22.57 
13.71 
2.32 
30.34 
6.73 
1.17 
3.65 
1.99 
1.7 
7.18 
4.01 
1.84 
3.49 
17.64 
5.56 
9.06 
3.19 
1.26 
17.96 
45.88 
13.44 
6.94 
2.44 
49.21 
19.35 
17.89 
15.03 
3.55 
13.62 
9 

21.94 
14.64 
8.14 
21.43 
10.89 



6.89 
6.29 
4.34 

13.88 
1.79 
1.8 
2.7 
1.79 
7.82 
6.23 
4.54 
1.94 

22. 18 

10.32 
6.63 
4.75 

32.99 
1.95 
4. 66 

25.89 
3.01 

91.36 

43.59 
1.57 
2.61 

25.15 
6.94 

14.87 
15.3 

22.69 

10.94 
2.32 

23.98 

I. 95 
2.19 
3.49 

1 

2.72 
5.24 
3.53 
2.09 
0.09 
22.4 
3.38 
21.41 
1.13 
1.15 

ii.n 

45.17 
24.06 
6.32 
1.23 
42.96 
33.07 
17.36 
12.24 
1.47 
6.31 
7.3 
16.17 
13.22 
5. 26 

II. 51 
7.34 



8. 36 
12.01 
7.83 
12.84 
2.68 
1.53 
9.59 
2.41 
14.9 
10.79 
3.33 
3.56 
16.03 
16.42 
9.32 
6.33 
67.86 
2.68 
5.88 
6.31 
4.66 
112.69 
63.81 
3.06 
3. 52 
30.26 
6.02 
19.02 
19.09 
27.58 
13.4 
3.69 
27.83 
2. 

4.48 
6.68 
3.62 
4. 34 
6.81 
5.26 
2.56 
2.65 
33.19 
7.99 
21 



2. 
14.23 
41.59 

7.13 

13.5 

5.06 
49.32 
15.18 
21.07 
12.98 

2.05 
12.11 
18.68 
21.16 
14.96 

6.82 
11.59 

8.14 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEBA100ZS90 
HBBA1002592 

HaiBA100280t 

HEieA1002617 

HEIBA1Q02619 

heBA1002621 

«BA1002624 

HEnA1Q0282S 

HEBA1002S29 

HEnA1002M2 

«nA10O2M5 

HBBA1002iS1 

HEIBA10028S2 

HEBA1002859 

HBBA1002661 

HQDA1002666 

HEHBAI 002667 

HEIBA1002673 

(€nA100267S 

«BA1002S79 

HQBAIOOaSU 

HQBA1002696 

HQBA1002703 

HE1BA100270$ 

HQBAl 002712 

HBBA1002715 

»ettA100271€ 

HEIBA1002718 

HEIBA1002728 

(OBA1002730 

HEttA1002734 

raBA1002742 

HEIIBA1002748 

HBBA1002748 

HaBA10027S0 

HBBA1002755 

HE1BAI002759 

HEnA1002763 

«BA1002767 

HQBAI0Q276S 

HEMBA1002769 

HE]BA1002n0 

>CBA1002777 

(OBAt002n9 

HQfiA1002780 

HEIBA1002790 

HBBA1Q02794 

HEIBA1002798 

HQBA1002801 

HEIBA1002810 

HEMBA1002818 

HBBA1002St8 

teBA!0Q2820 

HEIBA1002S26 

HQBA1002S33 

ffiBA10O28S0 

HEBA1002862 

HQBA1002863 

HBBA1002S67 

KIBA1002876 

HBBA1 002888 

HBBA1002S96 

HEIBAI002913 



5.95 
24.58 
18.13 
10.82 
4.27 
2.85 
8. 59 
27.35 
9.91 
17.6 
12.9 
10.16 
13.26 
38.73 
9.03 
5.06 
4.98 
68.26 
10.24 
13.82 
13.89 
5.8 
59.06 
7.17 
8.13 
11.08 
7. 25 
10.24 
5.54 
12.44 
18.89 
18.2 
3.87 
22. 55 
9.65 
4.66 
6.97 
16.7 
47.58 
8.72 
5.52 
17.19 
2.13 
6.28 
4. 32 
18.15 
44.22 
7.78 
58.19 
3.51 
3. OS 
33.54 
13.01 
27.01 
19.2 
63.25 
32.24 
2. 91 
5.54 
12.64 
33.33 
38.07 
373-7 
5.91 



11.3 
35.63 
24.94 
12.83 
5.73 
2.62 
8. 17 
35.73 
18.29 
28.89 
25.94 
17.89 
18.44 
48.42 
11.88 
3.99 
2.76 
92.17 
11.61 
19.9 
14.71 
5.12 
73.44 
12.58 
8.22 
15.22 
9.24 
5.79 
9.62 
14.25 
21.85 
30.15 
2.34 
32.65 
15.62 
4.65 
7.74 
17.27 
57.94 
14.41 
5.94 
27.21 
4.12 
5.97 
3.05 
7.73 
50. a 
9.01 
53 
8.44 
9.57 
55.39 
14.09 
29.21 
24.63 
54,77 
50.44 
4.02 
4.99 
18.67 
40.68 
46. 59 
87.77 
18.06 



17.91 
62.38 

28. r| 

20.23 
7.4 
7.5 
23.61 
38.2 
22.67 
36.07 
21.19 
28.87 
26.72 
65.53 
19.18 
9.25 
10.31 
95.25 
24 
33.62 
16.04 
9.48 
43.41 
16.11 
16.32 
21.38 
15.63 
8.57 
8.18 
13.51 
36.97 
26.54 
11.09 
52.23 
22.06 
9.25 
9.25 
27.62 
56.78 
17.03 
12.79 
15.86 
10.85 
10 
9.05 
29.43 
73.09 
14.22 
88.62 
18.4 
15.59 
45.57 
20.84 
56.98 
59.75 
137.72 
106.97 
13 

10.17 
40.23 
56.24 

100.23 

442.1 
17, 



3.86 
31.85 
-20.87 
14.42 
1.57 
3.1 
10.11 
18.75 
1.48 
15.14 
10.8 
12.29 
15.43 
46.16 
8.75 
2.67 
1.02 
40.2 
10.91 
20.45 
4.7 
4.59 
32.21 
7.07 
2.59 
7.53 
3.34 
7.72 
5.1 
6.78 
19.48 
25.61 
2.03 
26.89 
9.53 
7.27 
6.37 
16.79 
54.23 
5.04 
2.88 
8.55 
3.83 
5.84 
3.43 
3.93 
31.77 
4.88 
94.91 
3.59 
8.92 
5.42 
7.78 
35.9 
28.13 
30.62 
13.72 
2.77 
2.83 
22.98 
16.95 
134.31 
153.27 
7.91 



9.68 
31.39 
22.43 
14.63 
2.4 
2.95 
9.98 
83.76 
9.73 
20.84 
16.54 
14.08 
10.74 
37.25 
10.05 
2.42 
2.15 
49.75 
20.39 
17.4 
9.65 
5.44 
38.96 
6.09 
4.89 
9.92 
13.16 
6.63 
4. OS 
9.73 
14.69 
18.78 
2.88 
25.86 
12.94 
4.87 
7.77 
11.68 
36.74 
11.17 
4.3 
10.93 
4.73 
6.03 
3.09 
22.04 
35.83 
6.33 
76.86 
4.68 
5.81 
16.08 
6.78 
30.38 
24.2 
28.08 
14.84 
4.81 
5.38 
17.46 
25.21 
130.1 
289.24 
18.67 



7.63 
28.3 
16.85 
14.25 
3.96 
3.67 
18.3 
30.42 
6.58 
15.47 
18.84 
14.33 
15.26 
33.78 
12.88 
2.71 
2.47 
38. 64 
11.76 
13.57 
9.65 
5.04 
30.65 
6.51 
3:24 
6.72 
4.85 
11.75 
3.87 
5.54 
13.56 
20.98 
2.81 
22. 
6.47 
4.79 
4.16 
13.5 
38.37 
4.96 
2.49 
3.03 
3.tt 
4.58 
3.54 
0.61 
33.38 
4 

71.88 
6.72 
6.43 

37.06 
5.49 
30.6 
21 

40.87 

20.17 
2.1 
5.71 
25 

41.71 

87.32 
233.48 

10.64 



4.92 
31.44 
23.31 
5.32 
1.42 

I. 94 
7.86 

15.63 
2.84 

19.33 
7.96 
9.35 

12.68 

28.26 

II. 02 
2.5 

1.95 
17.08 
14.29 
11.46 
3.39 
4.69 
22.83 
6.44 
4.44 
6.23 
8.59 
6.-88 
4.88 
5.16 
21.24 
17.72 

I. 78 
22.78 

8.64 
8.27 
8.95 
9.91 
36.64 
8.31 
2.51 
8.22 
2.44 
3.3 
2.97 

II. 74 
43.74 

3.98 
49.35 
3.9 

5.04 
10. U 

5.04 
30.02 

24.8 

37.5 
21.65 

2.67 

5.41 
12.79 
19.36 
31.47 
153.73 
18.24 



3.2 
17.58 
9. 38 
5.93 
3.15 
0.73 
5.98 
13.42 
2.68 
12.69 
5.16 
0.1 
8.84 
20.1 
8.8 
0.54 

I. 39 
15.46 

6.19 
10.78 
2.88 
4.1 
22.73 
2.28 
2.11 
2.15 
3.19 
8.82 
2.74 
3.78 
13.64 

II. 44 
0.66 

13.04 
2.48 
2.62 
4.22 
9.05 
19. 12 
3.05 
1.17 
1.99 
1.5 
3.36 
2.09 
14.31 
34.78 
2.38 
25.86 
1.17 
3.55 
10.74 
2.96 
21.79 
13.89 
33.73 
20.43 
1.11 
0.8 
7.67 
18.11 
23.92 
231.71 
3.53 



3.29 
25.5 

10.88 

14.35 
4.02 
2.61 
9.09 

13.94 
1.86 

24.83 
6.22 

11.96 

17.98 

36.36 
9.75 
3.81 
2.97 

18.87 
10.4 

12.98 
4.57 
9.84 

43.71 
5.09 
3.85 
5.09 
5.48 
8.25 

i.n 

4.32 
21.33 
17. 14 
1.41 
18.94 
4.44 
3.14 
4.36 
10.88 
21.65 
8.44 
1.65 
5.25 
3.81 
7.09 
4.26 
4.26 
30.04 
3.09 
43.83 
4. 

5.63 
17.79 

3.82 
27.81 
24. 13 
24.96 

7.04 

1.52 

2.81 
12.96 

7.35 

40, 
129. 

II 



8* 



t 
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Table 363 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



KBBA10023S7 

NQBA10023S3 
)aBA10023(5 
HaBA1(l02370 
HBBA1002374 
HBBA1002376 
HBBA10023n 
HQIBA10023SO 
HBDA1002381 
NQOA10023S4 
HBfiAl 0023^9 
HBIBA)002396 
raSAI 002402 
KQIBA1002417 
raDA1002419 
(OBAI 002420 
HGDA1N2421 
HaBAI002423 
HQSA1 002424 
HBBA1 002426 
iaBA1002430 
IBBA1002439 
HaBA1002441 
nBA10024S4 
HQBA10024S8 
HBBAie024IO 
HaBA10024S2 
HBBA1002465 
nBA1002469 
HBBA100247S 
HBBA1(»2477 
HBOA100248a 
HaffiAI002481 
HaBAI002486 
«BA1M2490 
HBBA1 00249$ 
«BA100249S 
HaBA1002S01 
HaBA1002S03 
HaBA10025O4 
HBBA1002SO8 
HaBA1002S13 
HBffiA1002S15 
HEIBA1002524 
HBBAI002S38 
HSBA1002S42 
HaBA1002544 
HBDA1002S46 
HaBA1002547 
HBBA10026SQ 
HaBA1002SSI 
HBBA1002SS2 
HaDA10Q25$S 
HBBA1W255S 
«BA100256I 
nBA1002S62 
«BA1002568 19€ 
ffiBA1002S69 
HaBA1002570 
HaBAI002S74 
HBBA1002583 
lHaBA1fi025B7 



36 
5.52 
7.18 
7.21 
5.13 
2.68 
7.98 
3.93 
9. 59 
10.33 
4.05 
8.47 
11.42 
12.69 
11.74 
16.84 
5.76 
19. 24 
18.39 
22.61 
10.97 
7.39 
3.4 
16.88 
6.85 
1LS7 
18.76 
17.05 
4.29 
18.46 
5.68 
4.8 
14.5 
3.04 
3.73 
14.96 
32.89 
43.66 
3.78 
7.77 
1.3 
11.32 
5.08 
9.71 
22.59 
2.52 
4.86 
14.29 
80.29 
16.49 
3.95 
49.15 
21.39 
2.51 
22.2 
12.09 
5.12 
11.02 
94 
23.5 
30.8 
18.81 
7.94 
2.94 



42.3 
13.1 
14.99 
6.56 
6.37 
3.2 
8.73 
7.64 
9.89 
16.4 
9. 29 
11.56 
20. 29 
16.26 
16.83 
19. 38 
8. 38 
23. 07 
32.76 
32.68 
10.88 
16.83 
2. 99 
14.68 
11.02 
18.57 
29. 12 
22.65 
4.96 
17.14 
18. 77 
4.95 
1114 
4.91 
5.8 
20.73 
43. 68 
5123 
146 
1 26 
1 76 
135 
1 32 
1143 
2158 
15 
127 
22.48 
71.81 
22.78 
4.98 
7171 
2141 
157 
20. 07 
11 97 
108 
1111 
317.85 
41.31 
40.14 
21 29 
171 
4.41 



70.07 
1145 
31. 
1123 

127 

4.12 
12.15 
11.22 
1196 
2108 
11 58 
1149 
2105 
27.27 
21.99 
2125 
11.31 
51.0 
48.68 
44. 06 
2172 
3168 

7.25 
3141 
20 
41.83 
42.05 
6116 

167 
3142 
19 

7.67 
47.19 
11.31 
10. 36 
3185 
7136 
82.55 

154 
1106 

4.26 
1109 

4.01 
17.71 
3108 

181 
1128 
34.17 
142.33 
27.12 

123 
90.62 
43.07 

192 
42.05 
1147 
10.95 
24.74 
24199 

5i(a 

52.73 
36.64 
1138 
12.22 



216 
121 

1174 
7.32 
106 
1.48 
4.74 
13 
163 

14.11 
7.37 
7.99 
175 
7,41 

1115 

14.12 
2.24 

2134 

28.36 
7.09 
111 

1119 

I. 05 
115 
108 

1184 
2199 
3155 
4.04 
1169 
7.83 
153 
116 
4.99 
168 
17.9 
48.87 
111.1 
171 
1161 
11.14 
112 
171 

II. 5 
19.66 

124 

154 
2125 
191.63 
14.78 

173 
40.75 
27.63 

2.51 
2119 
12.44 

159 
1126 
300.72 
12.56 
26.65 
14.11 

131 

7.n 



2136 
11.96 
12.78 
1107 
121 
1.53 
13 
108 
7.09 
13.73 
14 
137 
14.68 
15 
1197 
116 
4.5 
2111 
3124 
7.86 
1187 
1175 
101 
12.09 
154 
1112 
2198 
31.36 
2.82 
115 
155 
161 
1129 
4.91 
138 
1184 
2168 
32.51 



5 
8 
4 

7. 

7 

8. 
17.58 

107 

186 
22.99 
10172 
1143 

106 
20. 92 
1198 

4. 26 
22.23 
11.51 

4.94 
26.78 
297.51 
22.81 
2192 
1109 

166 

153 



216 
172 
1139 
1195 
192 
1.16 
4.18 
2.77 
6.15 
11 

6.25 
1132 
145 
156 
7.11 
1171 
1.91 
1131 
25 
155 
161 
11.23 
149 
157 
194 
1191 
1178 
38.17 
154 
14.44 
109 
182 
17.91 
126 
135 
17.9 
3122 
41.26 
12.7 
118 
106 
101 
117 
142 
7.29 
147 
178 
2123 
120.69 
17.06 
115 
2129 
20.88 
4.71 
2176 
11.85 
7. a 
27.85 
250.18 
1146 
3198 
113 
107 
169 



3193 
155 
10.06 
194 
4.54 
1.82 
4.71 
134 
112 
1131 
1 86 
10.3 
1 49 
114 
1 38 
1174 
16 
2111 
21 96 
4. 56 
12.1 
14.09 
1.89 
1143 
1 36 
1168 
21.68 
2174 
109 
4.41 
148 
116 
11.51 
145 
1 55 
18 
1118 
7183 
10.64 
1 66 
1 94 
102 
4. 27 
165 
131 
151 
7.76 
2121 
7135 
162 
15 
11.49 
1181 
1.72 
11 M 
11 99 
152 
11.51 
199. 37 
7.29 
1103 
1106 
2.73 
4.6 



22.92 
143 
173 
4.08 
1.5 
1.08 
104 
1 

1.21 
7.9 
1.71 
1 34 
1183 
117 
1 96 
11.52 
1.74 
1M9 
7.94 
15 
6.14 
136 
182 
104 
4. 52 
128 
18 
1129 
4.59 
4.25 
161 
166 
153 
1.28 
182 
117 
1164 
211 
153 
176 
174 
1.3 
M8 
17 
4.58 
104 
144 
1164 
4162 
152 
136 
2191 
1141 
119 
1191 
1178 
19 
7.07 
60.64 
1102 
21.81 
11.37 
4.44 
149 



2148 
178 
123 
141 
1.04 
159 
114 
15 
4.87 

14.99 
119 

1108 
108 
181 

lis 

1194 
1 93 
11 92 
14.32 
154 
11.48 
151 
1.55 
171 
162 
Ills 
1193 
2118 
1.34 
108 
129 
1 66 
154 
15 
173 
11 34 
20.65 
14.88 
12 
7.39 
146 
4.4 
139 
1 29 
125 
131 
136 
24.16 
7164 
144 
7.03 
24.84 
1129 
4.1 
1198 
1134 
193 
1183 
13104 
1103 
2176 
119 
112 
142 
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Table 362 



HQBA1002Ua 
HQBA1O02139 
HEIBA1002t41 
HEIBA1002144 
HBIBA1002147 
HBIBA1O02150 
HBIBA10021SI 
HQIBA10021S3 
HQIBA1002156 
HEIIBA1OQ21S0 
HEKBA10021f1 
HEnA10021€2 
f«BA10021fi3 
HBBAI0021fi4 
HSBA1002166 
HaBA10021f7 
HGW1002173 
HBBA1002177 
HQBA1002178 
HBIBAt002179 
HEIBA10021S5 
HBBA1002t88 
HQM1002189 
HaBA1002191 
HaBA1002192 
HBM100219S 
HBBA1002196 
HaBA1002199 
HBBAt002204 
HBBA1002208 
HBBA1002212 
HBBA100221S 
feBA10022l7 
HBBA100222Q 
HaBA10Q222i 
f1BBA1002227 
«BA1002229 
HaBA1002237 
HENBA1M22}9 
HEHBA1002241 
HaBA10022S3 
»eBAt0022S7 
HaBA100225d 
raBAI 002262 
HBBA1002265 
HBBA10022S7 
HQBA10O2270 
HEiBA100228| 
HBBA100229Q 
HQBA1D02302 
HBBA10023O4 
raBA1002307 
HBBA100231i 
HEttA10O2319 
HBBA1002320 
HEIBA10O2321 
HBBA1002328 
HaBA10O2333 
HEKA1002337 
ffiBA10O2339 
IBBA1002341 
«BA10O2348 
HQfiAT002349 
1HBU10023S3 



29.03 
11.59 
J. 72 
2.85 
10.27 
1.33 
8.03 
0.77 
2.08 
58.44 
44.7 
89.86 
40.99 
5.75 
15.02 
11.24 
2.74 
3.19 
3.07 
4.9 
24.87 
5.88 
69.59 
4.08 
5.95 
4.46 
11.48 
17.19 
12.38 
4.42 
8.54 
3.77 
3.21 
40.07 
3.86 
29.2 
33.53 
5.24 
4.63 
106.58 
12.22 
7.54 
13.5 
15.09 
14.18 
27.68 
6.74 
3.26 
13.88 
2.59 
28.75 
11.61 
59.64 
5.85 
5.15 
26.14 
3.49 
R03 
74.1 
7. 99 
10.07 
59.9 
3.79 
16.84 



35. 39 
23.7 

5.n 

4.6 
15.44 
1.23 
4.63 
2.83 
3.91 
32.19 
21.27 



76.13 
52.84 
10.55' 

6.42 
23.81 

3.53 
11.41 

4.03 

4.83 
84.15 
41.93 



103.46 226.68 
33.35 79.59 



8.38 
15.38 
16.13 
4.74 
7.92 
3.14 
4.72 
32.27 
6. 14 



13.54 
25.99 
23.3 
7.01 
6.73 
5.24 
9.91 
51.89 
7.11 



81.69 157.25 
3 7.66 



7 

6.6 
14.42 
29.45 
17.29 
3.1 
9.41 
4.75 
2.97 
5129 
6.37 
48.92 
65.16 
7.25 
2.53 



11.91 
10.03 
18.69 
44.34 
25.36 

8.67 
18.06 

11.1 

8.05 
38.41 

9.01 
80.06 

51 
13.43 

7.61 



86.21 101.41 
17.16 20.51 



10.24 
22.26 
23.24 
19.86 
T5.47 
5 

3.45 
14.35 

3.21 
42. 22 

12.1 
53.59 

5.03 

6.41 
32.72 

3.33 
17.53 
90.11 

5.95 
14.65 
42.49 

4.77 
19.17 



15.29 

29 

29.3 
21.44 
50.07 
13 

8.41 
29.79 
9.4 
44.71 
29.02 
76.81 
12.11 
11.19 
45.81 

9.66 
33.87 
104.64 
12.61 
15.74 
67.67 

8.57 
38.76 



107.6 
28.04 
^ -5.21 
4.94 
11.25 
2.46 
5.99 
3.46 
5.6 
108.2 
61.65 
313.25 
79.2 
8.04 
20. 34 
10.71 
7.8 
9.46 
4.35 
6.66 
14.08 
2.97 
233.85 
8.05 
7.01 
6.4 
14.62 
8.12 
18.54 
2.76 
5.8 
3.82 
1.88 
33.44 
5.94 
21.26 
12.99 
8.25 
2.56 
191.32 
2.71 
4.58 
14.88 
18.72 
12.15 
10.16 
3.57 
1.32 
17.54 
1.67 
47. 37 
16.8 
100. 13 
8.62 
4.43 
15.35 
1.53 
10.39 
39.01 
11.75 
8.32 
22.81 
3.9 
16.44 



70.61 
21.84 
5.75 
2.2 
8.38 
2.28 
5.56 
4.19 
4.46 
70.78 
56.83 



84.67 
20.31 
3.18 
5.21 
13.35 
2.8 
6.68 
3.78 
2.68 
79.86 
51.89 



143.99 221.76 
53.49 69.59 



3.83 
17.99 
13.78 

4.98 
13.68 

5.65 

4.93 
21.43 

4.39 
141.07 
7 

6.79 
6.23 

12.56 
15.7 

15.65 
2.3 
6.49 
3.64 
2.5 
37.1 
8.12 

24.93 

38.46 
5.49 
2,45 



5.52 
15.76 
13. 32 
8. 26 
11.32 
4.54 
4.53 
18.77 
3.33 
152.77 
4.24 
6.52 
6.42 
12.05 
10.6 
13.06 
3.61 
9. 16 
4.93 
3.26 
26.5 
6.13 
28.49 
30.19 
6.14 
2.52 



99.49 119.15 



7.33 
6.87 
19.62 
If. 42 
13.48 
19.78 
4.78 
1.98 
14.92 
2.25 
56.93 
17.62 
70.41 
5.15 
3.26 
15.91 
2.94 
17.53 
88.83 
8.3 
8.89 
39.28 
2.41 
19.61 



.42 
.36 



6 

7 

18.23 
11.55 
12. a 
26.78 
3.79 
2.17 
16.25 
2 

39.52 
14.8 

88.41 
5.86 
5.68 

12.15 
1.89 

10.54 

67.57 
7.98 
8.79 

47.94 
2.17 

18.36 



29.03 
32.1 
3.83 
1.49 
8.76 
1.93 
5. 34 
2.71 
2.87 
43.2 
26.74 
91.22 
30.86 
3.45 
15 
12.46 
4.32 
3.6 
2.7 
2.62 
8.38 
2.27 
75.89 
3.01 
4.84 
6.4 
7.65 
4^.22 
6.95 
1.67 
8.07 
3.19 
2.77 
27.12 
6.11 
9.06 
10.92 
5.27 
2.39 
95.87 
3.87 
4.9 
17.99 
9.03 
8.23 
8.51 
3.06 
2.49 
8.98 
2.S9 
32.89 
7.63 
40.44 
4.45 
2.72 
25.74 
1.87 
14.85 
65.51 
3.81 
4.57 
42.75 
3.1 
31.34 



14.5 
12.89 
1.34 
2.58 
6.54 
0.73 
2.78 
1.39 
0.76 
16.4 
12.83 
73. 96 
22.17 
2.03 
11.24 
7.17 
0.11 
0. 89 
1.64 
2.86 
11.95 
4.54 
48.73 
1.76 
2.39 
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8.97 
12.78 
8. OS 
10.67 
5.91 
2.97 
11.17 
7.49 
6.6 
4.27 
9. 15 
10.89 
95.92 
4.11 
12.19 
6.81 
7.95 
152.72 
23.66 
43. 55 
5.42 
30.69 
8.82 
3.29 



5.71 
8.04 
30.45 
6.12 
4.17 
12.99 
20.96 
5.63 
9 

15.37 
1.48 
42.46 
10.95 
7.52 
10.99 
112.24 
4.6 
3.49 
5.65 
559.24 
10.08 
5.34 
103.44 
33.13 
6.3 
26.28 
26.88 
9.05 
4.7 
42.87 
9.89 
139.98 
2.99 
13.63 
27.37 
20.37 
31.18 
63.13 
7.43 
2.98 
7.98 
16.29 
10.86 
13. 52 
8.31 
4.72 
10.19 
2.45 
2.01 
3.01 
15.35 
22.06 
121.26 
4.25 
16.67 
4. 99 
8.96 
179.08 
24.89 
20.96 
4.63 
48.66 
12.26 
3.32 



8.25 

9.96 
47r44 
10.35 

9. 82 
10.77 
41.58 

6. 55 
20. 79 
29. 38 

6.07 
69.39 
23.76 
13.88 
22.49 
218.31 

7.89 

7.34 

7.48 
661.15 

7.28 

6.49 
150.5 
59.47 

7.42 
34.13 
43.29 
11.84 

4.74 
64.76 
11.35 
283.29 
11.83 
23.93 
23.32 
28.13 
55.68 
114. 17 
13.73 
9.2 
15.08 
21.22 
20.31 
23.12 
10.54 

5.75 
22.05 
11.09 
15.37 

8.62 
27.87 
19.57 
222.36 

7.71 
20.04 

13.1 
19.02 
178.84 
37.02 
66.71 

6.98 
53.49 
20.39 

8.82 



5.34 
6.56 
-34.01 
4.08 
4.35 
8.84 
20.9 
6.35 

14.55 

17.27 
4.64 
34.3 

12. 34 
7.68 

13.09 
263.58 
5.06 
4.93 
5.92 
777.73 
7.83 
8.2 
232.41 

19.79 
3.13 

12.19 

63.45 
4.2 
4.99 

64.17 
4.59 

91.65 
2.83 
4.88 

22.22 

15.26 

75. 52 
128.19 
8.69 
1.95 
6.1 

10. 39 
6.19 

12.09 
8.17 
6. 36 

10.98 
3.83 
5.55 
2.13 

11.41 

12.99 
134.48 
3.25 

15.87 
7.76 
7.86 
145.85 

23.72 
67.7 
6.61 

25.04 

18.14 
2.2 



8.32 
6.52 
31.38 
4.49 
3.61 
13.96 
20.32 
4.1 
10.11 
15.08 
2.23 
28.94 
12.91 
4.74 
11.95 
139.52 
3.57 
5.95 
7.1 
679.52 
12.04 
4.64 
124.9 
12.7 
5.27 
9.69 
32.08 
7.04 
6.6 
33.38 
3.3 
145.02 
2.55 
9.2 
18.94 
17.45 
52.85 
117.69 
8.1 
4 

6.94 
13.01 
10.35 
16.84 
5,66 
5.56 
12.27 
4.84 
6.29 
3.6 
11.78 
13.03 
102.06 
2.45 
10.82 
5 

6. 17 
142.24 
21.32 
43.63 

4.72 
17.81 
12.47 

2.88 



6.23 

8.55 
34.79 

3.29 

5.27 
11.27 
29. 35 

4.57 

10.1 
16.39 

2.45 
28.07 

16.6 
6.7 

9.01 
200.62 

4.15 

7.57 

6.22 
650.29 

8.46 
4.7 
175.34 
25.66 

4.96 
14.19 
36.73 

5.63 

4.02 
52. 34 

4.44 
139.05 

3.35 
12.63 
28.05 
15.48 
69.44 
137.5 

7.82 



3.02 
5.43 
11 
7.24 
9. 55 



.57 
.49 
.05 
.27 
.53 



9 

2 
11 

5 

6 

3.87 
14.08 
16.53 
70.96 

2.33 
11.89 

7. 16 
6 

141.98 
19.26 
57.55 
4.» 
22.67 
10.32 
3.13 



4.19 
3.93 
26.34 
3.04 
5 

14.15 
22.75 
3.4 
9.09 
13.42 
3. 84 
26.15 
13.01 
4.77 
7.42 
94.4 
3.74 
4.22 
4.04 
640.12 
5.85 
3.45 
89.47 
18.88 
6.18 
9.18 
26.62 
4719 
4.68 
14.36 
2.71 
125.85 
2.27 
3.97 
14.33 
22.44 
21.73 
43.07 
5. 34 
1.96 
7.39 
10.54 
6.93 
9.42 
6.23 
2.68 
5.91 
3.14 
4.15 
2-2 
8.02 
9.14 
25.6 
0.91 
13.98 
4.04 
7.81 
126.66 
15.97 
24.58 
3.11 
7.35 
10.67 
2.05 



2.87 
8.03 
19.08 
t.16 
2.3 
2.79 
17.7 
1.38 
3.86 
7.68 

0. 53 
15.14 

4.8 
2.46 
9.57 
74.64 
1.73 
3.23 
2.29 
377.73 

1. H 
2.22 

74. n 
24.9 
1.51 
11.22 
18.12 

2. n 

1.57 
18.57 
5.14 
114.31 
2.13 
2.72 
10.01 
13.02 
15.8 
37.4 
3.9 
0.89 
5. 25 
9. 25 
4. 75 
6.16 
2.5 
1 

7.82 
6.97 
2 

1.62 
5.27 
4.13 
43.38 
1.64 
8.69 
1.85 
5.42 
83.83 
14.33 
18.07 
2.02 
9.47 
8.68 
0.94 



3.41 
4.02 
22.43 
2.13 
4.29 
4.79 
27.56 
3.14 
9.96 
15.76 
2.8 
21.96 
11.91 
3.91 
11.87 
97.27 
3.21 
2.6 
5.52 
869.06 
2.4 
3.85 
92.31 
33.22 
8.98 
13.6 
23.29 
3.22 
3.46 
20.01 
2.51 
63.92 
2.08 
4.12 
19.51 
12.6 
24.63 
51.44 
10.87 
7.49 
8.47 
10.66 
7.32 
11.58 
7.38 
5.09 
10.68 
8.01 
6.53 
3.88 
11.03 
3.81 
73.16 
3. 55 
21.33 
5.57 
8.45 
110.77 
15.78 
23.43 
10.18 
10.42 
14.11 
1.44 
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Table 358 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEliBA1Q01122 



raiBAt001123 

HEMBAIOOIIIT 
HBBAIOOI 
HQBAYOOl 



140 



144 

HaU100114S 228, 
HaDA1001158 
HEII8At001t72 
HBnA1001174 
HBBAIOOI 17S 
HaBA10011S2 253. 
HBBAIOO1 184 
HBBAIOO1 182 
(BBAIOOIISS 
HBBA1001197 
HEnA1001208 
NBBA10012U 
HBBA1001214 
raBA1001221 
HBBA1001225 
»eBA100122l 
HBBA1001228 
HBBA1001229 
HEnA100123S 
HBBA1001238 
fBBA1001242 
HBBAt001247 
HBBA1001253 1S8. 
HaBA1001257 
HEBA10D126t 
HEKA10012I2 
HBBAIOOI 28S 
HBBA1001288 
HBBAIOOI 289 
raBA100T272 
fBBA1001279 
HaBA1001281 
HBBAIOOI 288 
HBBAI001289 
HBBA1001291 
HBBA100t294 
HaBA1001298 
HEttA100l297 
HBBA10D1299 
HBBAIOOI 302 
HBBAIOOI 303 
ffiBA1001306 
HBBA1001308 
HBBAtOOUlO 
HBBA100I312 
ffiBA1001319 
HaBA1001322 
»BA1001323 
»BA1001326 
HBBAIOOI 327 
HBBAIOOI 330 
HaBA1001348 
HQBA10013S0 
«BA1001351 
HBBAIOOI 382 
HBBA10013S3 
eBA1001358 
HBBAIOOI 381 



9.39 
17.13 
8.92 
6.S7 
9.84 
75.82 
88 
11.25 
13.23 
4.77 
25.84 
(.75 
2-72 
7.71 
20.51 
377.82 
8.77 
182.45 
10.4 
12.82 
4.23 
43.15 
5.8 
171.43 
51.44 
19.14 
153.09 
33.3 
45 
10.7 
8.83 
12 
15.44 
22.75 
62.54 
5.33 
26.1 
43.22 
42.89 
4.71 
36.57 
8.41 
7.97 
10.62 
34. 22 
25.32 
10.97 
14.82 
44.73 
8.14 
42.22 
3.83 
10.16 
41.14 
38. 28 
22.04 
29.78 

8.n 

11.78 
31.73 
16.11 
339.33 
74.35 
9.19 



9.29 
17.37 
6.97 
7.37 
11.4 
79.41 



17.71 
24.47 
12 
12.88 
16.66 
130.35 



419.26 297.93 
10.45 12.32 

15.14 21.25 

4.96 13.93 

49.85 37.18 

199.19 217.61 

5.68 8.46 

9.81 13.89 

33.03 45 

621.74 482.95 

4.91 9.011 

150.13 151. 8< 



15.18 
12.25 

4.43 
51.42 

4.52 



18.46 
13.21 
8 

64.65 
8.07 



141.71 227.85 
62.4 68.51 
19.72 19 
181.43 160.87 
29.15 48.14 
91.8 142.61 
11.57 12.78 



4.18 
7.56 
18.41 
26.99 
134.76 
4.56 
31.13 
55.66 
33.78 
4.83 
24.72 
15.41 
20.06 
19.22 
39.68 
40.78 
8.86 
11.94 
35.49 
6.04 
39.35 
8.7S 
10.91 
36.93 
32.16 
9.71 
31.78 
6.35 
12.52 
33.01 
10.31 
87.11 
56.7 
10.7 



8.42 

5.09 
25 
30.66 

5.56 
13.33 
42.25 
5&89 
59.69 

5.28 
38.55 
16.09 
12.99 
19.19 
53.21 
38.96 
13.92 
17,26 
88.39 

8.8 
44.87 
12, 77 
17. 38 
47,79 
36.43 
15, !1 
64.11 
12.87 
19.81 
83.64 
24.58 
196.31 
93 
19.27 



6.58 
IS. 29 
3.63 
4.24 
10.87 
64.7 
34.88 
5.71 
10.8 
3.38 
5.53 
213.83 
2.92 
5.11 
22.81 
613.89 
4.11 
224.78 
6.51 
2.1 
1.43 
33.28 
5.89 
215.79 
46.01 
10.86 
152.69 
21.32 
118.02 
5.67 
7.74 
4.62 
9.71 
16.84 
0.22 
2.87 
28.49 
31.39 
41.46 
3.13 
19.37 
9.8 
5.33 
4.41 
25.14 
17.94 
4.53 
5.51 
29.14 
2.87 
10. 33 
3 

3.57 
17.38 
4.89 
7.88 
34.67 
5.62 
3.72 
16.41 
3.9 
30.75 
21.23 
11.26 



5.73 
11.78 
4.11 
4.79 
12.26 
57.88 
83.53 
7.87 
9.67 
4.72 
36.99 

179.06 
7.84 
4.84 
18.19 

355.35 
4.25 

129.48 
7.45 
6.95 
2.73 
48.87 
4.51 

153.09 
34.3 
15.88 

145.07 
ZLU 

138.28 
10.33 
2.14 
4.49 
8.97 
17.03 
1.58 
3.94 

33.02 
34.2 

38.64 
4.27 

18.57 
8.09 
8.56 
7.4 

29.23 

26.15 
5.04 
7.45 

49.52 
3.81 

40. 14 
5.03 
7.15 

18.24 

17.82 

12.59 

28.99 
7. 19 
3.89 

14.04 
5.27 

68.77 

34.67 

10.32 



6.53 
13.71 
4 

2.86 
10.82 
71.91 
106.81 
10.11 
9.91 
5.71 
18. 
196.1 
3.84 
2.98 
24.13 
492.48 
4.69 
188.61 
6.56 
5.45 
4.08 
38.83 
3.32 
225.88 
36.55 
9.5 
151.85 
22.28 
127.87 
4.37 
4.76 
6.27 
12.14 
12.35 
0.07 
3.83 
28.73 
28.87 
48.02 
3.23 
13.13 
6.28 
3.52 
5.61 
20.68 
22.11 
4.42 
6.38 
28 
3.08 
18.42 
13.5 
4.09 
15.31 
29.01 
18. n 
28.81 
5.23 
6.89 
17.87 
4.13 
70.17 
61.64 
15.83 



2.46 
12.33 
3.05 
4.1 
8.45 
43.23 
28.23 
6.5 
10.54 
5.53 
6.53 
166.5 
2.54 
2.49 
7,47 
223.5 
3.47 
135. 18 
4.99 
2.31 
2.02 
29.67 
3.32 
105.81 
26.86 
15.04 
99.19 
34.27 
95.67 
9.19 
3.41 
3. 32 
13.41 
18.86 
24.28 
3.1 
22.53 
21.08 
50.11 
3.56 
19.39 
18.26 
5.19 
6.49 
39.88 
1104 
4.71 
3.83 
40.25 
5.37 
38.81 
4.72 
5.93 
13.85 
7.49 
4.84 
34.76 
5.41 
7.45 
14.45 
8.48 
148.92 
20.12 
5.68 



3.1 
9.75 
2.9 
2.06 
8.07 
38.45 
79.02 
4. 55 
8.89 
3.53 
8.52 
128.3 
1.64 
2. 97 
12. 08 
509. 73 
2.44 
97.08 
3.77 
0.75 
0.S4 
18.32 
1.37 
85.9 
20.23 
10. 36 
75. 76 
20. 52 
74.41 
6.06 
1.78 
1.44 
14.3 
10.28 
23.59 
1.87 
17.36 
11.24 
34.86 
1.8 
15.98 
5.05 
2.03 
1.83 
22.88 
11.91 
4.03 
5.28 
28.31 
3.84 
18.58 
0.95 
2.59 
10.42 
3.84 
4.12 
20.01 
4.95 
5.17 
12.88 
3.75 
56.48 
9.88 
3.47 



3.26 
10.61 
3.3 
3.89 
5.83 
52.04 
93. 39 
5.45 
11.23 
3.57 
5.43 
113.47 
3.55 
4.44 
16.7 
494.09 
4.54 
115.8 
6.34 
2.8 
2.52 
24.38 
1.24 
109.68 
22.59 
16.33 
86.89 
27,05 
74.86 
4.62 
5.45 
4.7 
11.72 
14.84 
16.64 
1.95 
24.84 
15.82 
41.8 
3.12 
11.89 
15.73 
4.63 
3.17 
32.79 
7.95 
7.45 
4.41 4 

38 
2.99 i 
13.38 
4.62 
3.38 
3.9 t 
9.8 
2.75 
20.9 
2.78 
4.88 
6.51 
2.44 
39.11 
14.9 
4.41 
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Table 357 



HEIBA1000S43 
HBBAtOOOSSI 
raBA10008S2 
HBBAIOOOSn 
HBBA10008t9 

tBBAiomro 

HEIBA1000872 

iciBAiooosrs 

ffiBAIOOUTC 
HaOAIOOOMJ 
HBBA1000908 
HEIIBA10009I0 
HEIIBA1000918 
HEIBA100Q919 
KEiBA1000934 
HBfiA1000935 
HaiBA1000940 
HBIBA1000942 
»eBAt000943 
HEIBA1000946 
HBBA1000980 
HaBA10O09S2 
HBBM 000918 
HaBA1000971 
KaBA1Q00972 
HBBA1000974 
HBBA100097S 
HEIBA1000979 
HQBA1000981 
HaiBAI000983 
HEiaA100098S 
HBBA100D988 
HBUIOOOtSI 
HBBAIQOIOO? 
«BA1001008 
HBBA1001009 
HBBA100t014 
HBQA1001017 
IQIBAI0010I9 
HBI8AI001020 
HSBA1001021 
HBBA1001022 
HaBA1001024 
HBOA1001028 
HBBA1001043 
(QBAI00105I 
HEttA1Q010S2 
raBA10010S9 
HBBA1001060 
HBBA1001Q84 
»QBAt00t87l 
HaBA1001077 
«BA10Q1078 
^OBAIOOIOn 
raBA1001084 
HBBAIOOIOSS 
HBIBA1001088 
HBBA1001fi93 
HQBA]001094 
KaBA100tO99 
»QBA100n04 
HBBA1(H)1109 
HEBAIOOIIM 
HBBAIOOIUI 



t2.S$ 
7.99 
16. S7 
6.41 
6.66 
16.63 
19 
7.38 
12.29 
4.99 
7.89 
4.91 
21.04 
4.44 
4.04 
4.4 
8.69 
12. OS 
2.61 
5.48 
30.15 
10.91 
9.18 
1L8 
8.17 
17.96 
8. 54 
12.05 
31.09 
16.01 
7.28 
13.51 
15.73 
6.2 
5.26 
2.98 
36.78 
7.14 
6.35 
9.13 
4.2 
10.5 
1.82 
3.74 
6.37 



15.69 
8.88 
13.81 
40.09 
6.92 
14.8 
16.2 
6.41 
12.13 
12.04 
3.64 
8.05 
31.68 
2.5 
4.57 
5.61 
8.39 
15.91 
3.51 
9.79 
53. 34 
13.68 
5.88 
9.28 
5.02 
18.06 
6. 18 
14.89 
24.35 
16.07 
3.65 
10.48 
13. 96 
4.4 
4. 15 

^47 

43.69 
5.71 
3.7 
7.41 
4. 32 
4. 41 
L83 
3.71 
5.28 



26 
08 
28 
.59 



21 
14 
15.74 
95 



84 



16 



19 
11 
19.01 
11.83 
11.79 
12.14 



39 



0^ 



120.57 138.21 



6.69 6.44 

56.7 56.44 

22.93 14.44 

7.94 5.9 
2.97 5.22 

6.95 10.47 
13.55 16.29 
18.26 14.99 
10.12 12.02 
12.67 14.13 

3.47 2.77 

5.99 7.48 

3.87 3.67 

4.27 4.88 

3.23 5.58 

55.09 49.61 

101.03 160.97 118.61 

8.11 7.04 9.73 



45 

5 
5 

6 

12.11 
20 
9.04 
16.74 
82. 32 
14. 99 
12. 53 
22.24 
15.62 
33.14 
15.36 
32.47 
60.14 
24.38 
6.98 
26.88 
24.7 
10.1 
10.22 
7.99 
57.32 
12.9 
5.48 
10.99 
9.05 
10.29 
5.27 
5.2 
6.61 
211.05 
5.5 
76.92 
26.88 
11.63 
8.35 
5.65 
1117 
25.65 
19.64 
17.46 
6.21 
12.08 
7.3 
10.87 
9.6 
96.04 



12.49 
3.31 
7.9 
7.82 
4.94 
6.74 
12.25 
2.07 
9.58 
5.83 
2.7 
3.81 
25.17 
3. 35 
3.99 
3.11 
6.45 
9.92 
0.06 
3.82 
44.07 
4.87 
7.34 
4.73 
6.78 
22.9 
5.78 
11.86 
12.11 
8.83 
4.91 
15.8 
13.38 
3.64 
2.95 
2.44 
33.05 
9.32 
7.22 
8.19 
3.87 
9.91 
3.68 
2. 99 
4.42 
111.88 
6.15 
96.6 
16.88 
5.61 
8.63 
10.99 
15.7 
14.28 
11.43 
10. 37 
3.04 
5,52 
1.83 
6.66 
7.66 
54.26 
64.42 
5.44 



12.36 
3.76 
10.22 
12.17 
6. 68 
7.25 
11.2 
4.19 
10.69 
7.88 
10.96 
5.91 
23.52 
2.86 
3.21 
4. 92 
5.94 
11.92 
1.63 
4.51 
41.58 
9.87 
5.67 
7.24 
5.58 
19.86 
4.48 
10.02 
16.96 
12.27 
4.64 
12.5 
13.44 
3.96 
3.18 
3.53 
32.39 
5.72 
3.14 
4.16 
3.59 
9.22 
2.95 
4.11 
5.68 
82.79 
5.41 
52. n 
16.28 
6.84 
6.39 
11.81 
24.22 
9.2 
6.23 
7.16 
2.22 
4.12 
2.98 
5.88 
21.55 
41.61 
78.99 
4.04 



' 9.92 
3, 
6.68 
12,73 
4.87 
8. 

8. 26 
4.92 
6.67 

10.61 
1.89 
4. 56 

19.82 
3.17 
2. 45 
2 

4. 28 
6.31 
0.43 
6.06 
37.38 
8.15 

5. 
3.99 
5.96 
19.01 
4.06 
10.56 
23.49 
20.3 
4.99 
15.39 
8.96 
2. 18 
4.11 
2.07 
34.29 
6,57 
5.53 
5.07 
5.86 
14.59 
3.77 
4.69 
IM 
99.92 
3.95 

73 
14.69 
7.38 
5.39 
13.69 
16.62 
7.86 
10.4 
7.36 
2.64 
4.26 
1.32 
4.18 
10.79 
45.47 
99.5 
4.32 



12.67 
6.33 

11.13 

16.16 
5.66 
6.35 
7.42 
3.96 

12.67 
8.24 
2.83 
6.84 

25.88 
3.06 
2.55 
3.77 
6.33 

14. 27 
1.65 
3. 38 

55.19 
6 

4.92 
4.56 
5.46 
13.64 
6.6 
16.5 

26.22 
15.26 
4.05 

12.22 

12.92 
2. 52 
4.27 
2.05 

37.95 
4.21 
3.87 
8.01 
6.3 

10.15 
2.92 
3.01 
4.73 

82.72 
3.07 

38.68 

14.87 
5.01 
3.26 
3.82 

14.25 

14.01 
8.52 
9.72 
4.71 
4.75 
1.79 
3.44 
5.83 

44.91 



6.01 
2.77 
6.47 
8.66 
1.59 
3.09 
4.77 

2.9 
6.89 
2.82 
0.62 

3.7 
9.86 
0.43 
1.54 
2.49 
4. 56 

9.3 
0.02 
0.73 
30.36 
5.38 
3.16 
3.74 
4.31 
8.08 
5 

7.76 
14.59 
9.78 
3.11 
6.19 
7. 37 
1.45 
1.48 
0.9 

15.24 
2.97 
2.27 
5.07 
1.95 
4.7 
1.3 
1.9 
0.86 

86.42 
3. 55 

40.32 

11.27 
1.85 
1.85 
3.2 
7.88 

11.12 
5.91 
8.19 
4.47 
3. 73 
1.61 
1.48 
1.68 

34.62 



44 

82 



06 



43.15 106.03 
4.43 2.6 



13.01 
2.83 
9 
5 

2.82 
4 

5. 

2. 

9.73 
6.62 
3, 
4.74 
18.68 
2.37 
2.64 
2.75 
4.22 
8.99 
0.85 
4.11 
32.98 
7;8S 
5.55 
2.56 
5.77 
13.41 
4.55 
11.37 
14.47 
16.85 
1.91 
7.06 
7. 
2.54 
2.86 
2.84 
32.56 
4.79 
2.61 
4.27 
6.15 
6 

2.29 
3.66 
3.01 
94. 95 
4.05 
41.94 
12.22 
2.88 
3.81 
5.87 
7.1 
10.13 
8.47 
7.2 
2.67 
5.78 
3.04 
3.72 
4.13 
57.09 
85.05 
4.72 
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Table 356 



10 



IS 



20 



25 



30 



35 



40 



45 



SO 



SS 



HEKAIOOOSSt 
HBBA1000SS5 
HBIBA1000S57 
HBttAIOOOSSl 
HBIMI00056S 

Homioooss? 

HBBA100Q5S8 
HQBA1000569 
HEBA1000S75 
HBBAIOOOSSa 
HaBA1000590 
HBBA1000591 
HQM1000592 
HEttAlOOOSM 
HaBA1000604 
HEHBAIOOOfiOr 
HBBAIOOQSOS 

»aMiom22 

HaBA10fl0634 
HBBAIOOOSSe 
HBIBA1000S37 
HBU1000655 
HaiBA1000$57 
HBM10ltt962 
HBBA1000964 
HBBAIOOOiri 
HBBA1OQ0673 
HBBA100097S 
HBBA100087$ 
HBI&A10ma2 
HBBA100098$ 
HBBA10C0702 
HEIBA100Q70S 
HEttA10Q071S 
HaBA]0007ia 
HBBA1000719 
HaBA1O(l0722 
»aBA100072€ 
HBBA100Q727 
HEIBA1000732 
HBBAI000736 
HBBA10(l074a 
HaBA100074S 
HBBA1000747 
HaBA100074a 
HBBA1000749 
HBBA10007$2 
HBBA1000753 
HEIBA10007S7 
KBBA1000790 
HaBAI000769 
HBBAIO0On3 
fQBAI000774 
HaBA1000790 
HQBA10007a3 
HBBA1O00791 
«HA1000793 
HBBAI000802 
HBBA1000813 
KBBAI000817 
HaiBAIO00t22 
HBBA1 000127 
HBBA1 000133 
HaM1000835 



31.43 
23.07 
20.2 
S.79 
5.71 
2.91 
S.19 
2.57 
24.44 
7.1 
S.23 
24.12 
30.95 
5.11 
21.62 
59.03 
9.41 
7.92 
52.78 
27.22 
8.86 
30.73 
14.08 
6.27 
6.29 
30.41 
24.11 
11.22 
5.24 
34.57 
21.71 
10.84 
4.6 
10.43 
27.65 
21.36 
10.72 
32.15 
IS. 97 
8.15 
9.38 
6.76 
7.61 
5.32 
7.08 
18.03 
9.61 
14.73 
11.82 
13.51 



.76 
.65 
.34 
.15 
.54 



7. 
3. 
21 
6. 
8. 

29. 92 
30.39 
4.74 
46.62 
12.55 
6.54 
13.88 
12.7 
118.36 



29.13 
51.65 
22.07 
6.3 
6.02 
1.55 
5.62 
3.31 
15. 32 
5.81 
6.06 
22.46 
41.43 
7.29 
17.48 
59 
4.42 
7.76 
74.71 
28.11 
11.75 
31.69 
9. 28 
5.79 
6.77 
19.43 
24.74 
13.93 
8.15 
35.39 
40.16 
17.35 
3-75 
11 

31.72 
28.5 
14.07 
32.06 
26.82 
9.73 
7.92 
5.78 
8.54 
4.72 
6.97 
20.17 
11.01 
8.44 
6.81 
13.09 
13.89 
4.13 
27. 53 
5.35 
7.55 
28.02 
19.19 
2.72 
47.69 
12.98 
19.54 
14.84 
15.8 
117.03 



74.52 
28.63 
26. 4M 
13.7 
9.65 
3.34 
14.84 
7.08 
39 
8.91 
5, 

26.56 
24.53 

6.57 

22.7 
91.06 

6.41 
16. lj 
70.68 
25.27 

7.97 

54. 

10.28 
10.27 

9.71 
27.86 
28.83 
16.24 

11.3 
53,17 
35.85 
25.73 

8.97 
19.66 
34.47 

18.8 
15.25 
69.89 
19.68 
16.83 
11.45 
11.72 
13.88 
12.62 
13.44 
33.28 
10.43 
14.96 
16.04 
20.98 
13.94 
15.13 
42.71 

9.22 

8.23 
44.77 
19.38 
8.7 
50.56 
16.93 
13.74 
28.11 
16.64 
136.17 



42. 08 
16.75 
16.84 
3. 18 
3.7 
2.35 
8.57 
4.64 
24. 17 
7.39 
5.36 
10.74 
10.67 
8.37 
28.09 
71.67 
8.42 
9.11 
39.88 
25.4 
5.21 
27.54 
5.96 
3.02 
5.57 
31.58 
18.72 
11.01 
5.35 
14.17 
10.91 
7.39 
3.21 
5.79 
19.34 
18.63 
12.4 
34.36 
5.88 
6.74 
7.38 
5.12 
4.04 
2.69 
6.2 
13.55 
7 

4.78 
4.91 
7.09 
4.47 
0.99 
22.13 
6.03 
4.94 
28.48 
8.64 
3.43 
27.4 
6.72 
4.86 
13.31 
5.65 
175.69 



38.34 
19.18 
15.85 
1.89 
5.59 
0.99 
7.03 
2.77 
18.92 
8.88 
6.93 
18.87 
31.41 
4.71 
18.45 
51.82 
5.12 
9.27 
65.82 
22.96 
9.26 
16.27 
7.53 
6.27 
5.25 
22.01 
18. 93 
14. 94 
7.05 
19.8 
16.11 
11.25 

I. 09 
9.41 

17. 98 
23.29 

II. 9 
26.18 
11.41 

7.08 
12.77 
7.77 
5.82 
5.68 
9.91 
12. 82 
5.98 
5.04 
5.14 
10.48 
6.26 
5.68 
28.3 
4.9 
5. 39 
22.57 
16.27 
2.84 

35; 01 
11.22 

7.54 
20.08 

5.56 
117.43 



36.48 
84.47 
18.08 
4.15 
3.42 
3.67 
7.81 
3.17 
19.53 
8.85 
6.66 
21.61 
23.82 
6.68 
20. 99 
56.83 
4. 07 
13.89 
64.7 
20.49 
6.88 
22.75 
6.3 
5.29 
9.62 
24.63 
18.52 
12. 36 
6.17 
19. 96 
14.54 
13.13 
3.11 
8.35 
21.82 
31.74 
8. 36 
30.36 
11.31 
9. 59 
8.49 
27.92 
4.46 
3.35 
9.41 
15.47 
6.12 
11.61 
4.63 
10.58 
7.04 
8.11 
22. 38 
4. 38 
5. 68 
21.5 
16.1 
2. 21 
30.28 
3. 95 
6.86 
16.37 
4.66 
151.33 



27,97 
21.47 
21.6 
4.27 
4.89 
2.89 
7.88 
2.3 
17. 36 
8.33 
4.07 
11.03 
10.57 
5.32 
13.92 
50.28 
7.92 
9.94 
32.15 
9.12 
4.93 
21.5 
3.93 
2.93 
2.22 
20.58 
21.96 
U.46 
5.02 
13.73 
4.3 
7.56 
3.08 
11.72 
22.89 
21.77 
7.24 
36.32 
4.45 
5.57 
9.33 
5.16 
4.99 
3.85 
8.23 
12.43 
4.8 
5.39 
2.56 
5.68 
9.68 
2.71 
30.47 
2.5 
3.76 
32.85 
13.32 
2.09 
30.89 
2,79 
4.29 
7.68 
3.19 
112.03 



18.18 
21.24 
11.99 
2.09 
1.66 
1.41 
3.61 
1.18 
14 
2.25 
2.31 
5.76 
11.36 
3.27 
9.43 
42.6 
3.99 
3.81 
24.17 
9.28 
3. 34 
18.39 
18.82 
4.16 
2.8 
14.98 
17.14 
6. 91 
1.55 
23.76 
11.52 
7.08 
4.72 
6. 95 
15.55 
16.83 
4.41 
22.04 
8.11 
4.8 
6.94 
3.39 
2.87 
2.1 
3.H 
12.59 
4.54 
6.35 
3.42 
4.5 
6.14 
1.47 
15.88 
2.74 
3.66 
19.21 
16.07 
1.11 
15.81 
1.89 
1.48 
5.83 
1.79 
74.79 



17.63 
16.53 
15.53 
3.68 
4.27 
2. 17 
9.31 
2.24 
17.06 
5.9 
4.39 
13.01 
12.37 
3. 89 
17.25 
51.42 
8.94 
11.14 
25.34 
12. 36 
3.68 
24.41 
5.24 
3. 38 
4.62 
15. 56 
28.31 
7. 33 
1.87 
33.18 
5.8 
9.42 
3.61 
13. 37 
26.61 
13. 89 
3.46 
41.04 
7.29 
5. 38 
12. 57 
8.47 
5.45 
3.4 
6. 55 
18.76 
8.58 
8.17 
2.84 
6.77 
7.78 
3.38 
17.88 
2.78 
3.46 
32.35 
12.64 
2.74 
34. 56 
3.94 
3. 36 
12.73 
1.87 
83.7 
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Table 3SS 



10 



IS 



20 



25 



30 



35 



40 



45 



SO 



55 



KBBAI000290 
KEIBA10002»6 
»Q»A1000300 

)aBAioooao2 

eBA10O0303 
HEIBAtOOOS04 
raBA1000307 

raBAiooosit 

HBBA1000318 

HBBA100033) 
ISDAIOOOSU 
HEBA100fl343 
ieBA1000349 
HBBA10Q0SS1 
HEnA100035S 

HaBAimsse 

HaBAIOOOSST 
HBBA1000366 
HaBA1000369 
«BA10O037O 
raBA1000376 
HBBAim387 
HBBA1000Sa9 
HBMI00039Q 
«BA1000392 
IQBAIOOOSH 
IQBA10004n 
HEnA1088418 

HBBAI000428 
raBAI000434 
iaBAie08442 
HEmi000443 
HBBA1000448 
NBOA1000458 
HBBA1000459 
NQBA1000480 
ffiBAI000462 
HEBA1000464 
HEBAt0004S8 
HBBA)000469 
HBBAt000477 
HBBA1000481 
HBBA1000488 
raBAI0QD49Q 
HEBAID0D491 
}SBA100D498 
NQBA1000501 
«BAt0O0SO4 



«Aiooosor 

HEBAI000S08 
HBUI000S19 
HBBAI008519 
«BA1Q00S2O 
HBA1000S23 

eniooossi 

«BAI0005U 
HQBAI0tl0S38 
IQBAI000540 
HaMl000S42 
KBA100D545 
>BBA1000S47 



5.54 
9.5 
35.72 
3.92 
7.88 

20. n 

7.67 
29.83 
14.81 

16.1 
4.8 
14.85 

9.76 

7.48 
16.95 
11.99 
34.47 
16.16 
10.73 
10.72 
9 

90.99 
26.37 
16.44 
10 
7.7 
9.8 
4.32 
10.46 
9.96 
8.49 
6.78 
8.73 
6.03 
56.88 
14.88 
15.34 
23.55 
25.82 
7.S6 
3 

22. S4 
17.38 
63.47 
14.11 
9 

5.32 
14.5 
7.87 
12.54 
6.92 
0.45 
26.9! 
3.76 
85.07 
6.49 
11.85 
8.25 
28.94 
14.97 
18.41 
68.21 
10.72 
16.09 



5.24 
13.84 
34.39 
5.7 
7.6 
16.02 
8.03 
27.01 
10.63 
19.58 
4.82 
18.8 
12.6 
9.48 
12.69 
7.36 
36.59 
16.75 
7.46 
11.69 
13.55 
73.26 
30.02 
15.64 
6.3 
8.4 
6.67 
4.84 
14.65 
6.26 
7.69 
3.73 
3.34 
7.17 
47.2 
20.85 
18.32 
16.11 
7.48 
4.51 
4 

28.03 
15.06 
80.18 
13.36 
6.13 
6.61 
18.26 
9.11 
5.58 
8.54 
1.56 
34.97 
3.28 
91.86 
7.75 
6.14 
6. 64 
37.16 
19.18 
10.82 
65.66 
9.72 
12.61 



10.06 
20.76 
45.53 
9.9 
13.76 
19.73 

6.72 
36.09 
16.92 
31.73 
8.3 

25.1 
14.72 

16.3 
26.79 

8.03 
32.2 
30.3 
15.42 
16.34 
13.78 

0.51 

2.06 
23.44 

9.6 
14.19 

9.18 
13.72 
17.48 
0 

1.25 
4.63 
8.65 
14.31 
7.47 
28.05 
27.74 
28.93 
2.26 
6.06 
6.33 
34.83 
7.59 
49.05 
8.09 
11.44 
17.42 
24.06 
2.74 
11.75 
7.08 
8.28 
50.59 
6.48 
141.09 
13.06 
1.44 
16 
55.86 
30.49 
26.42 
96.9 
19.53 
26.19 



5.33 
5.15 
27 
1.71 
3.6 
12.6 
5.49 

21.32 
6.25 

13.19 
2.23 
10 
7.21 
4.37 
18.1 
7.48 

39.62 

11.91 
5.17 
4.55 
4.72 
1.99 
0.67 
8.78 
4.59 
5.19 
1.73 
2.13 
5.45 
0.69 



25 
97 
11 
08 
38 
95 
11 

19.24 
1.21 
3.68 
1.85 

17.42 
1.07 
5.51 
0.4 
3.85 
8.34 

10.95 
0.21 
3.41 
0 
0 

22.03 
5.32 

42.18 
6.32 
0 

4.73 
24.81 
12.11 

7.05 
105. 13 
13.15 
11.54 



1.73 
12.54 
31.39 

5.14 

4.76 
11.48 

4.16 
17.54 

7.n 

19. S6 

3.1 
13.67 
10.87 
4.58 
17.55 
3.22 
29.15 
12.99 
5.07 

S.5 
8.24 

5.8 
28.79 
10.05 
5.15 
4.42 
1.25 
8.17 

8.2 
0.58 
8.33 

2.1 
3.23 
6.26 
1.35 
15.86 
17.98 
20.63 
3.05 
3.64 
2.29 
17.27 
12.5 

28 

9.3 
4.12 
8.08 
15.11 
2.74 
4.13 
1.28 

1.2 
32.11 
4.44 
50.11 
6.26 
1.42 
9.37 
22.76 
14. K 
8.02 
126.6 
9.91 
11.54 



3.05 
6.85 
25.7 
L38 
4.02 

11.65 
4.06 

18.68 
8.66 
35.1 
2.42 

12.74 
8.74 
5.11 

14.44 
2.44 

32.82 

11.46 
3.55 
4.39 
7. 37 
2.22 
0 

15.24 
2.55 
2.87 
0. 34 
1.91 
5.71 
0.28 
0 

1.84 
1.05 
3.05 
0.83 
10.1 
14.9 
19.37 
10.25 
2.38 
0.39 
14.02 
0.35 
7.01 
4.86 
5.04 
9.74 
14.4 
4.51 
2.59 
0.84 
0. 18 
27.29 
6.01 
71.14 
4.22 
0.29 
11.46 
20.48 
11.04 
12.43 
107.62 
10.84 
13.04 
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3.71 


t 
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3.45 
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5.3 


9.15 






5.95 


1.48 


3.75 






2.87 


2.62 


6.58 






8. 49 


4.27 


7.22 






46.56 


24.3 


38.67 






10.12 


2.72 


7. 69 




# 


11.74 


7. 37 


11.06 






10.12 


7.72 


17.35 






13.12 


8.17 


7. 37 






3. 55 


1.26 


2.53 


$ 


t 


1.45 


0.17 


1.64 






27.65 


14.61 


18.23 


f 




11.11 


7.11 


9.19 






17.9 


5. 67 


5.55 






6. 34 


1.81 


3.54 




t 


6.84 


2. 63 


7.56 


t 




6. 93 


4. 28 


9.22 






16.82 


10. 93 


14. 38 






6.04 


4.62 


6.97 






2.67 


4.18 


4.58 


t 




5.6 


2.13 


4.7 






0.77 


0 


0.38 






38. 18 


21.05 


20.98 






3. 59 


1 8i 


3 38 






47! 48 


35.9 


57.59 






5.77 


4.5 


4.14 






4.15 


3.58 


2.35 






9.54 


4.57 


6.14 






41.37 


29.08 


32.84 






13. 25 


9.03 


10.27 






11.49 


5. 58 


4.88 






49.4 


38.5 


50.6 


$ 




7.59 


4.75 


4.2 






5.83 


s.n 


5.14 




8 
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Table 354 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



BRAIH10Q0096 
BRAIH1000097 
BRAIH1000n» 
BRAIH1000101 
BIUIH10N104 
BRAIHIOOOtor 
BRAIH10Q0110 
BRAIHIOOOni 
BRAIH100013S 
BRAIH10001M) 
HBBA1000005 
HBBAIOOOOOe 
HBBAIOOOOIZ 
HBIBA1000020 
HBIBA1000030 
HEIBA1000034 
HEBBA10O0O42 
HEHBA10Q0045 
HaBA100004€ 
HBBA1000047 
HBBA100004B 
HBBA10000S0 
HaBA1000053 
HEHBAIOOOOfiO 
HEnA1000072 
HBBA1000073 
HBBA1000076 
NBBA1000084 
HBIBA10000S7 
HBM10000U 

HaBAioomi 

HQBAIOOOUI 
IBBA1000U1 
HBU10001I8 
HBBA1000129 
HBBA1000141 
HOBAIOOOia 
HBBAtOOOISO 
HBBAtO001S4 
HSBAIOOOISS 
HSBAIOOOISB 
HBBASOOOIIt 
nBAIOOOIBO 
HaBAIOOOISS 
HaBAIOOOISB 
HBBA1000193 
HBBA10001B4 
HQBA10Q0201 

HBBA}0INI21fi 
HBBA1000227 
HQU10002I1 
HBmi000237 
HBBA10m43 
lfiBA1000244 
HBBA10002S1 
HBBA10003S4 
HBBAIOOmM 

tButooms 

HEIM1000Z75 
HBBAt0002B0 

rauiomsz 

IBBAI000ZI7 
HBBAY00028t 



5.38 
33.73 
3.44 
151.17 
3.11 
4.13 
63.35 
17.89 
7.97 
13.15 
35. 95 
9. 78 
142.4 
190.7 
20.38 
15.22 
22. 23 
12.71 
10.19 
4.05 
10.83 
3.15 
5.98 
10. 62 
530. 32 
26.51 
30.89 
46.03 
2.35 
3.05 
38.82 
21.39 
18.15 
6.74 
6.94 
12.4 
6.56 
38.41 
717.61 
10.8 
18.74 
8.01 
3.02 
19.4 
6.28 
7.66 
31.21 
13.81 
2.97 
7.62 
2.73 
24.62 
76.81 
13.82 
9 

4.62 
10.09 
5.1 
4.34 
22.4 
6.51 
18.71 
10.5 
14.15 



6.14 
36.25 

3.n 

188.03 
5. 16 
9.11 
48.25 
14.24 
7.93 
11.52 
34.82 
9.8 
148.44 
248.05 
15.29 
17.47 
17.73 
14.02 
13.7 
7.12 
14.86 
3.21 
3.98 
11.2 
492.25 
17.12 
23.42 
48.38 
3.13 
3.73 
23.63 
20.11 
14.06 
4.73 
5.68 
7.44 
7.84 
41.35 
696.56 
18.5 
13.45 
6.75 
3.26 
18.46 
5.61 
7.79 
25.82 
8.63 
4.59 
8. 45 
4.56 
27.31 
74.32 
10.47 
7.04 
4.41 
13.73 
3.56 
6.24 
40.n 
126 
16. tt 
12.84 
21.12 



9.95 
38.91 

6:3f 
182.43 
13 
10.29 
85.05 
19.42 
10.18 
18.33 
38. 35 
11.36 
1S3.52 
252 
27.68 
15.15 
35. 18. 

2.46 
20.59 
13.48 
15.51 

10.5 

9.78 
18.18 
767.01 
39.76 
46.09 
54.47 

9.77 

1^7^ 

75.02 
44.78 
45.72 
14.38 
13.44 

22.8 
15.71 
48.05 
UI.96 
21 
14.16 

7.08 

4.71 
23.05 

7. a 
11.97 

29.1 
14.31 

8.02 
11.73 
8.5 
24.37 
83.86 
25.88 

9.25 

5.87 
13.57 
11.16 

5.63 
22.83 
15.12 
38.85 

12.5 
36.73 



5.23 
16.1 
• 1.33 
124.31 
2.27 
5.8 
53.28 
6.38 
6.35 
11.13 
20.64 
1.4 
136. 28 
200. 63 
14.24 
7. 36 
17.22 
0.7 
6.92 
2.54 
2.18 
2.13 
8.93 
10.13 
366.98 
19.17 
20.74 
61.64 
1.66 
2.97 
58.3 
24.89 
26. U 
8.16 
7.51 
8.83 
4.62 
22.83 
454.74 
9.98 
7.7 
5.88 
4.2 
27.72 
5.62 
13.74 
20.52 
11.15 
5.36 
6.7 
4.18 
15.72 
66.84 
21.77 
7.59 
4.22 
7.22 
4.22 
3.94 
21.15 
7.28 
19.86 
3.76 
13.92 



5.99 
26.45 

I. 79 
137.07 

6.18 
8.93 
34.71 
13.57 
4.56 
9.11 
26.11 
5.53 
167.18 
259.1 
16.3 
10.81 
20.39 
7.88 
10.64 
4.15 
6.64 
3.59 
5.91 
8.71 
521.7 
28.84 
16.14 
67.48 
2.08 
3.67 
74.93 
20.7 
18.11 
5.93 
6.89 
6.54 
7.52 
16.47 
531.19 
4.23 
2.81 
4.99 
2.93 
15.45 
6.91 
5.68 
12.15 
136 
2.78 
196 
158 
17.43 
6197 

II. 3 
2.86 
1.63 
182 
115 
4.73 

2157 
7.37 

1171 
7.11 

11.11 



141 
2146 

1.51 
11148 
1104 
4.46 
4103 
14.32 
175 
7 

1105 
146 
11145 
18187 
11.52 
14. 

1168 

I. 39 
7.67 
1 97 
123 
2.35 
148 

II. 8 
354.83 

1197 
1131 
7134 
186 
166 
71.96 
2197 
1111 
125 
1 SS 
123 
7.46 
2182 
670.47 
143 
4.64 
186 
173 
11 55 
1 78 
7.85 
1124 
7.64 
4.45 
162 
184 
21.38 
4193 
17.41 
4.81 
125 
7.35 
147 
135 
2138 
184 
1167 
181 
113 



129 
34.97 
106 
15193 
142 
191 
41 56 
11.88 
118 
1115 
30.81 
18 
9175 
18101 
194 
7.69 
1166 
4.27 
1172 
137 
4.43 
136 
1 35 
7. 34 
28104 
20.8 
2131 
4123 
1.69 
4.68 
24.1 
2162 
1109 
131 
4.13 
119 
IS 
2166 
527.79 
169 
139 
183 
169 
1151 
134 
199 
9 

143 
12 
113 
135 
21.29 
44.51 
1109 
147 
137 
191 
198 
113 
113 
7.59 
1174 
14 
14.48 



117 

2126 
188 
114.91 
1 52 
1.75 

51.83 

11.36 
4.92 
159 

17.47 
1.71 

7102 
114.55 
108 
4.87 

1146 
1 85 

1192 
181 
194 
105 
1.85 
1 99 
39185 

1182 

2151 

2125 
18 
194 

1138 

1193 
188 
1.93 
151 
151 
157 

1199 
54109 
12 
106 
142 
1.65 

1197 
185 
11 

11.15 
4.05 
1.24 
4. 35 
1.71 
115 

2146 
184 
4.91 
122 
198 
1.73 
1.23 
145 
19 

14.02 
114 

11.79 



4.29 
21.98 
1.83 
716 
116 
1.45 
4106 
7.34 
15 
137 
24.15 
7.12 
8125 
161. 9 
14.21 
191 
21.05 
117 
11,87 
1 55 
167 
124 
168 
116 
194.47 
113 
21 54 
41 33 
1.37 
156 
3108 
1149 
11.04 
179 
196 
166 
109 
24.53 
61133 
138 
126 
4.44 
139 
113 
4.51 
165 
1172 
4.24 
12 
156 
127 
20.49 
38.37 
11.38 
118 
132 
15 
135 
119 
1141 
7.78 
21.9 
193 
1151 
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Clone 

GAPDH(Cr1} 
fltctig(Cr2) 



A0RGL1000007 
ADR(L1000009 
ADRGLlOOOOtI 
ADRa.1000027 
ADRGL10000S8 
ADRGL1 000089 
ADRGL1 000077 
ADR(1100(H)92 
ADRdlOOOOSS 
ADRaiOOOIIG 
ADRai000147 
ADRai000159 
A0RGL4000160 
ADRGL1000171 
ADRGLldOOISI 
BGGlll 00001 S 
BGGtllOOOOie 
BGfill 1000017 
806111000022 
BGGi 11000031 
BG61 11000042 
BG6in00<»46 
ntfGH41 000025 
6IIGH41O0OO26 
»iGH41000027 
BKGH41000035 
B1IGH41000037 
ni»41000042 1S3. 
BNGH41000048 
BlfGH41000056 
BiGH410000a7 
Bli«41000091 
BMH41000157 
BNGH41000189 
BMH4100018I 
UOMIOOOISfi 
BliGK41000219 
BilGH41000229 
aiGH41 000237 
B»»41 000238 
B10M1 000243 
BKH4100027G 
BRAIH1(RKni04 
BRAIH1000018 
BRAIH1000021 
BRAIH1000027 
BRAIH1000029 
BRAmiOOOfMO 
BRAM1000050 
BRAmiOOOOSI 
BRAIH1000Q80 
BRAIH1000075 

nunioooosi 

BMm000084|21i 
BRAMIOOOOSS 



Eip. 1 Eip.2 Eipg3- 



UV_4h 
Exp, 1 Eip. 2 Ejcp, 3 



0 1.29 0.1 



256.82 



ITT 
47.47 
3.97 
21.55 
2.4 
84.24 
7.51 
4.08 
41.45 
43.57 
52.22 
6.66 
7.28 
11.62 
4.47 
9. 73 
25.13 
83.98 
8.13 
12.98 
13.87 
78.81 
59.14 
34.23 
8.61 
36.04 
71.93 
11.37 
34 
115.13 
6.81 
7. 57 
5.88 
24.78 
4.77 
15.03 
5. 23 
55.38 
41.48 
30. 57 
12. 97 
37.29 
7. 24 
26.05 
16. 02 
13.77 
4.8 
7.2 
20.85 
86.78 
3.2S 
103.56 
6.97 
23. 41 
94 
6.67 



283. 53 

"TOT 
31.62 
2.45 
13.26 
1.68 
29.04 
6.31 
5.99 
38. 57 
33.01 
43.6 
6.78 
7.31 
12. 89 
4.72 
12.6 
21.03 
55.25 
6.51 
14.45 
9.32 
92. 28 
59.17 
58.36 
10. 35 
26.15 
95.4 
8.43 
222.69 
80.94 
7. 33 
4. 78 
4.66 
9.57 
2.7 
14. 16 
7.17 
83.96 
41.07 
28. 92 
6.92 
22.23 
2.74 
12.1 
18.04 
12.07 
4.82 
4.85 
33.58 
83.26 
3.15 
87.24 
6.63 
12.71 
140. 27 
5.04 



414.29 



TTST 
85.7 
8.72 
21.8 
5.6 
76. 55 
10.67 
6. 34 
55. 77 
48.6 
70. 27 
11.64^ 
7.55 
8.28 
5.01 
18. 02 
22.91 
74.82 
11.46 
15.11 
14.45 
77.71 
43.06 
71.87 
11.92 
57.91 
103.3 
18. 43 
94.88 
131.08 
32.46 
6.77 
7.21 
30.68 
8.76 
16.82 
13.44 
42.98 
32.45 
29.88 
11.13 
38.12 
13.66 
22. 36 
23.1 
18.61 
5.71 
5.05 
27.15 
107.91 
8. 62 
102. 14 
15 
28.79 
3.27 
6.84 



0.9 0.06 1.18 



388. 38 



rr 

41.54 
6.06 
18. 36 
4.02 
95. 27 
3.58 
5.76 
73.06 
56.04 
58.84 
6.52 
10.23 
9.39 
4.83 
18.65 
10.68 
18.05 
3.65 
7.84 
9.12 
51.19 
30.88 
11.96 
5.79 
21.21 
77.48 
4.88 
128.41 
158.03 
17.81 
6.26 
3.92 
15.95 
3.03 
9.14 
2.81 
30.63 
12.86 
23.95 
3.1 
21.69 
5. 03 
14. 77 
10.35 
14.58 
4.63 
4.67 
16.04 
121.47 
2.34 
122.05 
3.29 
20.72 
8.21 
7.47 



117.29 
"T4r 
41.35 
2.65 
12.63 
2.48 
68. 98 
5. 86 
3.87 
40.91 
29. 24 
40. 95 
5. 38 
10. 38 
13.77 
6. 43 
11.48 
12.73 
36.94 
5.27 
9.62 
13.53 
53.47 
42.51 
22.6 
4.65 
34. 28 
91.38 
12.04 
120.85 
99. 22 
11.49 
6.74 
3.81 
28. 36 
4.07 
8.43 
5.92 
34.86 
20. 86 
17.14 
5. 96 
20.76 
4.81 
13.7 
11.87 
14.48 
4. 59 
2. 83 
13.44 
88.32 
1.27 
99. 97 
4.01 
20.86 
5. 55 
5.22 



329.6 

"TOJ 

40.62 
3.32 
13.95 
2. 04 
72.58 
4. 59 
4. 68 
54. 59 
45.47 
44.91 
7 

9.89 
23.6 
4.19 

13.93 

20.09 
8. 26 
S.54 
8.77 

12.58 
19.5 

35.11 

19.45 
4.41 

48.33 
82.2 

10.79 
102.56 

95.02 

11.22 
6.12 
2. 29 

14.05 
2.47 
9.02 
4 

27.19 
15.06 
16. 36 

5. 05 
22. 29 

3.91 
15. 56 
13.62 
10.65 

5. 52 

2.65 
12.14 
92. 39 

1.81 
107.12 

3. 69 
22.65 

1.75 

4.62 



UY,Z4h 
Exp. 1 Exp. 2 Exp. 3 



1.49 0.47 



189, 18 

— r 

31.64 
3.72 

15. 62 
3.18 

39.84 
2. 92 
4.23 

24.67 

24.87 

35. 09 
5. 38 
7.3 
7.39 
3.69 
9.96 

10.32 

17.67 
2. 72 
7.97 
6.75 

23.41 
16 

12.51 
2.7 

28.86 
85.4 
4.26 

66. 52 

70. 52 
6.84 
2.23 
2.51 

14.96 
2.48 
9.57 
2. 64 

11.04 

12.11 
7. 62 
3.21 

17.48 
2. 55 

10.21 
8.4 

13.45 
2.19 
2.93 
8. 98 

n.36 

2.29 
58.34 

3.52 
19.13 
106.89 

3.81 



190.26 

—or 

14.77 
1.8 
6.5 
0.81 
22.31 
1.14 
2 

18.9 
18. 08 
21.07 
2.59 
4.68 
5.18 
1.77 
11.18 
15.5 
40.65 
4.69 
8.92 
10.28 
16.53 
15. 29 
15.56 
3. 65 
28.53 
91.4 
3.88 
26.75 
58.67 
4.36 
3.11 
1.95 
12.43 
1.85 
5.48 
2.63 
4.75 
29.5 
11.39 
2.99 
13.04 
1.06 
9.28 
6.81 
8. 59 
2.04 
2.18 
5.99 
45.55 
1.14 
59.07 
2.95 
9.85 
121.2 
0. 91 



157.87 



5 

31.5 
2.91 
14.45 
3.55 
39.98 
2.62 
3.08 
27.36 
20.27 
29.76 
S.89 
8.62 
9.59 
4.29 

7.n 

18.5 
37.24 
3.8 
10.08 
15.5 
22.63 
7.23 
19.08 
4.11 
19.37 
89.21 
5.78 
52.39 
62.66 
6. 34 
5.45 
5.23 
25.4 
2.4 
4.7 
2.78 
5.11 
42.2 
18.2 
4.83 
12 
3.15 
9.3 
8.26 
11.48 
7.42 
1.97 

6.n 

64.9 

1.52 
66.98 

3.34 
15.04 
155.45 

1.79 



0/4 0/24 



t t 
t 



t 

tt 



6 
tt 
$ 
$ 



t tt 
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Table 353 

Expression of each cDNA in sldn-dmved fibroblast cells exposed and onexposed to 
ultraviolet light (the table also includes clones that are not described in Examples) 

In the table, UV_Oh represents skin-derived fibroblast cells without ultraviolet irradiation; 
UV_4h and UV_24h represent sldn-derived fibroblast cells 4 and 24 hours, respectively, after the 
irradiation. The assay was pexfoimed in triplicate (n~3) and each result is shown in die column 
of Expl , £xp2, ix Exp3. "t-test 0/4" and **t-te5t 0/24" represent the results of die test for 
significant difference between Ae unexposed cells and the cells 4 hours after the irradiation* and 
between the unexposed cells and the cells 24 hours after the irradiation, respectively. The table 
also includes the information on an increase (+) or decrease (-) in the expression level of the 
gene in the exposed cells 4 hours or 24 hours after the ultraviolet li^t irradiation. The results of 
the test for significant difference are shown in the columns of *p<O.OS and *'^p<0.01 . 
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Y79AA1 002365 
n9AA1 002373 
Y79AA14)02376 
Y79AA1 002378 
Y79AA1 002381 
Y79AA1 002388 
Y79AA1 002399 
n9AA1 002407 
Y79AA1002413 
Y79AA1002416 
Y79AA1 002429 
Y79AA1 002431 
Y79AA1 002433 
Y79AA1 002445 
Y79AA1 002461 
Y79AA1 002466 
Y79AA1 002471 
Y79AA1 002472 
Y79AA1 002474 
Y79AA1 002482 
Y79AA1 002487 
Y79AA1 002490 
Y79AA1 002493 
ZRV6C1 006278 



0. 66 2. 04 

1.17 3.93 
110.81 135.82- 

1.9 4.8 

8.65 14.11 

7. 05 9. 99 

1.79 4.25 

3.05 4.16 

3. 21 6. 78 
1.46 5 

5.5 8.15 

0. 92 4. 43 

1.27 5.9 

4.01 5.34 

0. 63 2. 45 

39.02 70.71 

4. 44 6. 67 

2.41 6.16 

1.93 8.27 

3. 52 6. 66 

1.38 4.12 

10. 37 9. 91 

1.96 4.07 

0. 61 4. 08 



2.26 1.97 
2.42 • 1.59 

-249.8 205.99 

4.91 2.2 

19.19 18.84 

18.24 15.88 

3. 74 4. 62 

3. 13 4. 66 
8.05 6.46 
2. 74 2. 49 

7.27 8 
'o.48 0.79 
3.24 4.8 
5. 76 3. 1 
1.79 1.19 
94.5 91.12 
6. 08 7. 43 
5.99 6.8 
4. 31 4. 89 

10.37 9.02 

2.46 1.96 

16.35 11.11 

6.14 6.5 
2.22 1.81 



3. 51 2. 25 
1.97 1.43 

213.25 191.69 

3.6 3 

21.52 17.97 

21.51 19.99 

4.08 3.47 

5.77 4.5 * + 
8. 32 6. 87 

3. 44 3. 55 

11.11 8.01 

1. 78 0. 89 
3. 84 5. 58 
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10 



PUCE1002150 1.54 8.26 4.25 3.23 5.36 4.12 

PLACE1002153 1.6 5.75 2.58 3.47 5.76 4.48 ' 

PLACE10021&7 0.87 2.9& -4.72 1.76 3.28 3.73 

PUCE1002163 2.13 4.67 4.5S 6.21 8.81 6.03 

PU(X1002168 2.39 4.04 4.42 4.68 6.28 3.22 

PUCE1002170 2.73 3.53 7.35 4.89 5.33 3.74 

PLACE1002171 3.09 6.11 10.02 18.44 14.63 13.93 * 

PUCE1002180 3.16 6.23 6.77 4.63 8.54 8.39 

PUCE1002184 9.2 15.58 1 8.42 124.63 250.27 333.14 * 

15 PUCE1002200 1.35 5.67 2.38 2.97 2.89 2.26 

PLACE1002205 3.3 6.47 1 8.07 17.08 18.38 14.61 

PLACE1002213 2.2 4.16 *4.93 5.52 8.03 6.03 

PUCE1002219 1.05 1.91 2.23 3.33 3.53 1.96 

^ PUCE1002227 0.68 2.65 1.7 1.5 3.03 1.67 

PUCE1002253 0.32 2.67 1.28 1.47 0.76 0.43 

PUCE1002256 1.16 4.78 3.31 3.54 3.01 4.79 

25 PUCE1 002259 1.46 5.69 4.48 3.22 2.98 2.31 

PUCE1002285 1.16 10.74 2.29 1.55 2.38 1.24 

PUCE1002301 9.42 17.5 14.68 12.7 10.48 11.7 

PUCE1002310 4.28 10.16 9.86 8.82 7.87 9.94 

^ PLACE1002311 1.84 2.94 3.87 2.96 2.87 2.03 

PLACE1002319 2.31 2.64 2.94 3.21 3.23 3.92 * 

PUCE1 002329 0.56 2.54 2.5 4.07 3.58 3.07 

^ PLACE1002333 1.34 3.1 1.96 1.22 2.44 2 

PLACE1 002342 4.19 9.04 9.44 5.06 8.52 8.17 

PUCE1002343 0.49 6.98 2.94 2.08 1.9 2.52 

PLA(£1002355 1.31 9.39 2.36 3.33 4.35 2.63 

40 PLACE1002358 1.15 7.94 3.3 2.6 2.66 2.13 

PUCE1002359 1.91 2.17 3.47 4.7 3.91 3.42 

PUCE1 002374 29.69 28.18 54.19 53.9 34.73 36.14 

PUCE1002376 3.58 5.91 7.86 6.23 6.82 6.56. 

^ PUCE1002379 6.24 7.66 6.63 10.13 9.68 10.9 *• 

PLACE1002386 0.86 5.32 1.35 1.87 2.05 1.51 

PLACE1002395 3.69 9.97 17.13 16.43 20.62 16.16 

so PUCE1 002399 2.38 11.09 3.42 5.31 10.38 7.39 

PUCE1 002407 1.09 5.22 2.31 2.3 4.01 3.66 

PUCE1002433 1.63 2.17 2.97 2.96 4.35 3.66 

PLACE1002437 0.79 1.4 1.47 1.41 3.28 1.35 

" PLACE1002438 0.74 2.38 1.96 1.8 2.43 3.38 
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PUCE1001629 0.78 6.77 2.24 3.62 3.36 3.52 

PUCE1001632 1.66 8.26 4.04 - 4.3 4.14 4.37 

PLACE1W634 7.4 9.92- 4J8.12 23.86 32.41 18.38 

PLACE1001637 0.84 2.16 1.25 1.41 2.4 1.1 

PLACE1001640 1.33 3.27 4.66 2.68 4.85 4.49 

PLACE1001685 0.83 2.93 2.06 2.82 2.14 2.02 

PUCE1001672 1.84 7.04 4.01 3.3 4.41 4.09 

PLACE1001676 1.38 8.49 3.54 4.63 4.77 3.85 

PUCE1001683 12.79 23.62 24.61 25.33 30.22 27.13 

PLACE1001691 3.41 12.29 6.72 9.03 8.96 9.83 

PLACE1001692 1.47 2.96 ^5.25 6.87 5.6 5.13 

PLACE1001705 3.02 3.75 '9.88 10.06 9.21 8.32 

PUCE1001716 1.68 3 2.61 2.24 3.79 3.58 

PLACE1001720 1.49 2.62 2.21 1.56 2.45 1.71 

PLACE1001728 1.43 6.19 4.24 1.96 2.04 2.51 

PUCE1001729 2.12 8.13 4.44 3.8 4.62 4.36 

PLACE1001739 2.61 9.55 4.04 4.95 7.24 6.16 

PLACE1001740 0.92 5.36 2.09 1.92 2.1 1-69 

PUCE1001745 1.15 0.98 3.22 1.87 2.48 2.31 

PLACE1001746 1.04 2.25 2.55 4.64 3.4 2.82 

PUCE1001748 4.74 7.01 8.18 8.19 6.58 5.96 

PLACE1001753 2.06 3.54 3.29 7.44 5.57 5.82 

PIJWE1001756 6.6 11.31 38.07 31.78 44.99 35.99 

PUCE1001760 6.54 12.23 12.85 16.36 16.96 16.66 

PLACE1001767 11.26 14.98 59.72 45.37 61.46 45.39 

PUCE1001771 1.96 6.64 4.03 4.32 5.22 4.54 

PLACE1001775 2.23 2.81 6.72 5.1 3.11 4.79 

PLACE1001777 83.34 145.9 190.82 142.92 71.27 59.69 

PIACE1001781 1.9 3.86 4.91 8.72 3.39 2.3 

PUCE1001783 0.76 3.21 2.06 4.84 2.09 1.54 

PLACE1001786 1.77 6.61 2.72 3.7 3.32 2.6 

PUCE1001788 5.16 9.07 7.14 10.52 8.74 9.32 

PLACE1001795 1.92 4.4 4.82 5.42 4.61 5.42 

PLACE1001799 0.69 3.62 2.11 1.86 2.83 1.97 

PLACE1001810 0.89 1.52 1.76 2.73 3.91 1.73 

PLACE1001817 5.53 6.12 10.88 10.56 9.4 6.38 

PLACE1001821 4.68 6.07 7.11 8.37 9.92 4.99 

PUCE1001836 0.91 3.12 2.38 2.69 4.12 2.63 

PLACE1001844 1.55 5.1 3.48 4.42 4.36 4.09 
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OVARC1000897 0.48 1.74 1.29 1.21 1.33 0.5 

OVARG1000912 2.06 3.22 4.33 5.21 6.1 5.86 

0VARC1000914 1.48 6.18 1.61 3.68 3.02 2.18 

0VARC1000915 1.71 6.64 4.14 4.87 3.54 4.76 

0VARC1000916 1.91 5.19 2.56 4.05 4.32 3.88 

0VARC1000924 1.45 5.5 3.09 3.28 3.85 3.48 

0VARC1000928 6.05 5.46 8.78 4.22 5.83 5.35 

0VARC1000936 1.37 1.39 2.17 2.04 3.25 2.49 

0VARC1 000937 1.69 3.01 1.94 4.17 3.26 3.24 

0VARC100O945 1.55 3.67 3.62 3.83 3.22 2.28 

OVARC1000948 1.57 3.85 2.66 3.15 3.68 1.99 

0VARC1 000956 1.41 5.08 4.36 7.56 7.26 5.51 

0VARC10009S9 1.8 4.87 3.39 4.88 3.02 3.9 

OVARG1000960 2.64 7.53 9.55 11.64 13.89 12.86 

0VARC1000964 19.89 17.19 103.98 118.41 165.46 96.14 

OVARC1000971 0.42 1.58 1.4 2.53 2.27 2.28 

OVARC1000975 5.93 8.3 36.1 31.27 51.54 30.22 

OVARC1000976 0.65 2.12 1.27 2.17 1.46 1.5 

OVARC1000981 4.06 7.18 4.94 7.97 12.1 8.53 

0VARC10O0982 2.83 5.41 2.23 3.13 3.02 3.54 



OVARCl 000984 1.78 
0VARC1 000995 2.94 
OVARC1000996 1. 



5.43 3.32 3.01 3,08 2.16 
6.59 4.5 5.98 6.19 6.72 
1.87 4.29 3.58 4.15 4.56 



OVARC1000999 6.02 5.65 15.29 15.61 13.18 13.29 

4.5 6.2 6.26 7.09 6.86 

3.4 1.45 2.05 3.3 1.47 

OVARClOOlOlO 1.35 3.99 1.66 3.04 1.4 1.54 

0VARC1001011 1.46 5.57 1.13 2.36 3.27 2.45 

OVARC1001030 96.19 101.41 143.98 119.24 154.26 133 



OVARC1001000 1.< 
OVARCl 001 004 0.51 
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0VARC1 000622 


3. 86 


4. 59 


11.57 


12.7 


11.13 


11.6 


0VARC1 000636 


1.64 


3.79 


4. 58 


. 4.19 


4. 03 


5. 09 


0VARC100064O 


1.97 


4. 72. 


,.3.93 


4. 21 


3. 67 


3. 09 


0VARC1 000649 


9. 69 


14.8 


53.54 


53. 32 


64. 51 


52. 67 


0VARC1 000661 


1.14 


9.33 


2. 99 


5.34 


5. 24 


5. 24 


0VARC1 000677 


8.53 


10.16 


14. 87 


11.77 


10. 98 


15.47 


0VARC1 000678 


1.21 


4.49 


2. 71 


3.28 


4.17 


3. 26 


0VARC1 000679 


2. 86 


3, 25 


4.09 


5. 29 


5.16 


6. 25 


0VARC1 000681 


1.47 


1.55 


3.2 


2. 41 


2.22 


1.71 


0VARG1 000682 


10.09 


11.33 


50. 91 


33. 79 


47.49 


44. 31 


0VARC1 000689 


3. 81 


7. 1 


19.94 


20. 18 


22.12 


21.83 


OVARCl 000700 


1. 8 


10. 37 


'3. 18 


4. 98 


4. 37 


5. 14 


OVARCl 000703 


1.74 


7. 18 


5. 35 


6.4 


6. 64 


7. 77 


OVARCl 000722 

W V vU «W i WWW # Ak^^ 


10. 59 


11.92 


47. 93 


43. 41 


60. 06 


39. 34 


OVARCl 000726 


1.44 


3.48 


4. 62 


4. 88 


5.89 


3. 58 


OVARCl 000727 


1.93 


2. 09 


4. 13 


3. 78 


3-79 


3.89 


OVARCl 000730 

w w ru\W 1 WWW # WW 


5. 95 


5.86 


9. 01 


4. 07 


4. 16 


5. 62 


OVARCl 000741 

w » m\w 1 www / "T 1 


4. 85 


6. 13 


8. 74 


15. 19 


10. 58 


13. 71 


OVARCl 000746 

Ww r»IXw 1 WWW # TW 


0. 89 


3.61 


2.43 


2. 06 


2.9 


2.84 


OVARCl 000764 

W ¥ fW W 1 WWW # W^ 


1. 76 


4. 93 


4. 77 


5. 35 


7. 01 


5.44 


OVARCl 000769 

w w rwiw 1 www * w*# 


1. 13 


4.3 


3.6 


3. 76 


4. 42 


5.2 


OVARCl 000771 

W V m\ W 1 www fat 


2.42 


6. 28 


2.3 


4. 02 


4.81 


3. 71 


OVARCl 000773 

WT m\w 1 www # # w 


19.09 


24.7 


31.93 


44. 69 


56.24 


46.24 


OVARCl 000775 

w V ni\w 1 www # / w 


11. 67 


8. 94 


16. 44 


12. 16 


8.7 


4. 26 


OVARCl 000778 


2. 37 


3. 89 


5. 69 


4. 59 


6. 23 


4. 92 


OVARCl 000779 

w * oi\ w 1 www / # 9 


0. 8 


2. 02 


1. 85 


2- 23 


2. 45 


1.46 


OVARCl 000781 

w V m%w 1 www f o i 


1. 67 


5. 05 


4. 16 


6. 37 


3.45 


5. 07 


OVARCl 000787 

W W tlMW 1 WWW f W f 


1.64 


4. 79 


4. 22 


2. 97 


5.44 


3. 25 


OVARCl 000789 

w w m\w 1 www # W9 


7. 62 


14. 23 


16.39 


24.95 


29.69 


25.94 


OVARCl 000800 

W T rU«W 1 WW WW WW 


2. 91 


10. 72 


5. 72 


6. 41 


10. 65 


6.2 


OVARCl 000802 

W V ffU 1 WWW%#WAft 


1. 55 


8. 77 


2. 97 


2. 99 


5. 34 


2. 76 


0VARC1 000810 

W • #W\W 1 WWW%# 1 w 


3. 37 


3. 54 


8. 29 


6. 66 


7. 99 


7. 21 


OVARCl 000811 

• V#«I1W 1 WWWW 1 1 


2. 41 


2. 73 


7.5 


4.88 


3. 67 


4. 95 


. U ViUlU 1 UUUq 1 4 


4 AA 


■r. WW 


9. Uw 


7 07 


11 a 

1 1 • w 


9. Vw 


OVARCl 00081 6 


7.64 


10. 41 


12. 41 


10. 99 


10. 58 


14.11 


OVARCl 00081 7 


1.18 


3. 38 


1.27 


1.71 


2.14 


1.55 


OVARCl 000834 


2.46 


8.3 


3. 39 


4.84 


5. 81 


4.01 


OVARCl 000846 


2. 23 


10. 02 


5.35 


7.38 


9. 66 


7. 72 


OVARCl 000850 


1.74 


8. 37 


3. 38 


3. 39 


2. 51 


3.1 
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0VARC100O414 1.31 2.22 3.7 4.5 3.78 3.71 

0VARC1000420 1.44 2.76 3.29 3.3 2.59 2.1 

5 0VARC100Q421 1.42 2.65 .-3.33 3.96 4.21 4.99 * + 

0VARC1 000427 25. 78 27. 02 1 30. 06 1 56. 9 21 5. 67 1 42. 1 9 

OVARC1000431 10.51 17.6 19.12 33.66 31.78 25.78 » + 

0VARC1 000437 3.14 6.37 7.31 5.97 7.63 6.36 

0VARC1000439 5.81 10.95 13.82 21.81 23.01 21.52 ** + 

0VARC1000440 2.56 3.74 5.01 7.47 9.31 7.08 * + 

0VARC1000442 2.34 2.38 6.81 6.66 9.5 8.12 

0VARC1 000443 2.09 2.2 2.88 3.29 3.41 2.62 

0VARC100O461 1.11 2.84 2.2 2.55 1.12 2.14 

0VARC100O465 3.27 5.01 '3.51 3.94 4.62 3.95 

OVARC1000466 1.94 5.47 5.9 6.54 10.13 6.76 

^ 0VARC1 000467 1.01 6.08 2.41 3.65 2.98 3.78 

0VAIK;1000470 1.13 5.81 3.03 3.18 4.02 3.78 

0VARC1000473 1.81 1.95 2.65 2.44 4. 16 1.39 

2j 0VARC1 000479 5.67 S.88 9.88 10.35 14.26 6.88 

0VARC1000484 3.99 5.74 6.54 8.66 9.93 ' 6.87 

0VARC1 000486 3.17 4.71 4.49 5.74 4.93 4.28 

0VARC1000496 0.93 3.55 0.66 0.31 1.07 0.62 

30 0VARC1C00520 0.84 5.89 1.18 1.32 2.27 2 

0VARC1000522 4.1 7.19 12 13.85 14.03 10.34 

0VARC1 000526 1.96 7.04 3.75 5.93 5.48 4.69 

0VARC1 000529 2.38 2.57 4.44 3.66 4.16 3.08 

0VARC1000533 3.3 4.66 7.95 8.89 12.29 7.83 

0VARC1000543 0.84 2.44 2.06 2.57 3.08 2.72 

0VARC1000550 0.75 3.68 2.32 2.82 4.04 2.34 

40 0VARC1 000553 2.1 5.63 7.02 7.72 7.69 6.95 

0VARC1 000556 5.77 15.21 11.77 8.95 13.91 8.96 

0VARC1000557 0.83 5.12 1.4 1.61 2.29 1.88 

0VARC1000561 3.48 7.38 9.26 13 17.66 15.09 * + 

^ 0VARC1000564 8.89 9.02 10.44 17.84 11.31 16.69 * + 

OVARC1000573 1.87 3.68 4.86 5.75 5.32 3.83 

0VAR01 000576 24.12 29.23 124.94 83.09 93.83 . 98.58 

so 0VARC1 000578 2.43 4.6 5.53 8.64 4.46 3.93 

0VARC1000581 0.34 3.28 1.15 1.75 1.27 1.23 

0VARC1000586 22.54 28.9 41.17 34.58 43.39 40.93 

0VARC1000588 0.74 5.23 2.03 2.75 3.72 2.05 

^ 0VARC100060S 1.98 2.62 2.88 4.47 4.23 3.87 «* 
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OVARC1000191 


1.01 


3.8 


2.63 


3.12 


2.85 


2.54 


OVARC1000198 


2.09 


3.59 


4.32 


5.62 


5.12 


5.06 


0VARCt000208 


6.49 


10.37 


.-22.5 


17.79 


24. 54 


22.02 


OVARC1000209 


7.99 


13.69 


22.82 


23.42 


27. 81 


29.16 


0VARC1000212 


2.47 


5. 63 


3. 59 


4. 76 


5.03 


4.88 


0VARC1000216 


1.72 


4.96 


4. 36 


15.43 


11.3 


12,54 


0VARC1 000240 


2.98 


3. 53 


8.13 


5. 39 


5.46 


4.87 


0VARC1 000241 


1.29 


2.47 


3.18 


2.65 


3.17 


1.4 


OVARC1000249 


4.14 


5.43 


8.17 


5.46 


5 


6.13 


0VARC1 000254 


33. 15 


39.39 


100.99 


100. 41 


131.42 


100. 89 


0VARC1000255 


0.85 


4.83 


2.51 


2. 98 


2.45 


1.95 


0VARC1 000267 


2. 37 


6. 41 


'6.71 


6.66 


7. 16 


7. 31 


0VARC1 000275 


79. 02 


93.7 


161,08 


199.43 


240. 76 


175.96 


0VARC1 000287 


226. 67 


224.66 


236. 08 


433. 91 


512.76' 


470. 31 


0VARC1 000288 


3.2 


4.25 


7.38 


6. 23 


5. 32 


4.47 


0VARC1 000298 


8.96 


10.09 


19.62 


13. 37 


7.19 


9.6 


0VARC1 000302 


1.12 


2.14 


2.13 


2.47 


1.85 


2 


0VARC10(K)304 


1.09 


2.68 


3. 23 


5. 02 


3.41 


6 


0VARC1 000307 


2. 95 


6.19 


4. 74 


7. 59 


4.7 


6,29 


0VARC1 000309 


1. 18 


7,16 


3,22 


3.24 


2. 85 


2,4 


OVARG1000312 


2.83 


11.64 


6.03 


4,17 


5.4 


2,46 


0VARC1000313 


10.48 


19.25 


14.81 


9. 39 


17.54 


22.17 


0VARC1 000321 


31.6 


24.05 


47.79 


30.5 


31.37 


15.43 


0VARC1 000326 


1,52 


2.3 


3,9 


3.84 


3.17 


2.79 


0VARC1 000327 


1.52 


3.28 


4. 24 


3. 13 


1.49 


2.46 


0VARC1 000331 


2. 22 


4. 72 


2.41 


4.33 


4.45 


4.58 


0VARC1 000335 


2.3 


5.84 


4.02 


2.72 


5.16 


4.75 


0VARC1 000347 


1.83 


8.18 


6.24 


7. 35 


9. 24 


8.44 


OVARC10Q0348 


1.61 


10.62 


3.73 


2.84 


4. 59 


3.05 


0VARC1 000363 


3.7 


9.61 


6, 51 


7. 31 


11.52 


6.83 


0VARC1 000377 


1.07 


2.09 


2.43 


2.28 


2.51 


2.45 


0VARC1 000382 


3. 34 


3. 39 


4.33 


5. 07 


2. 52 


1.03 


0VARC1 000384 


4.2 


5.42 


8.35 


5.32 


4.4 


6.04 


0VARC1 000401 


0 62 


3. 63 


2.09 


3 35 


4 08 


3 64 


0VARC1 000406 


18.98 


23.3 


49.12 


57.09 


74.48 


54.63 


0VARC1000407 


1.99 


6.28 


3.99 


4.11 


6.42 


3.16 


0VARC1 000408 


27.5 


38.45 


70, 39 


74.84 


111,17 


71.25 


0VARC1 000410 


6.83 


12.72 


10, 41 


4. 78 


6.65 


5. 01 


0VARC1 000411 


0. 91 


1.5 


2.6 


3.49 


3 


2.22 
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0VARC1 000006 


3.57 


3. 57 


6. 58 


9.04 


7.88 


4.73 


OVARC1000013 


6.51 


6.51 


9.19 


7.32 


8.36 


8.33 


OVARCtOOOOU 


3.39 


3.3a 


-5.02 


4.23 


5.02 


4.17 


0VARC1000017 


3.11 


3.11 


6.81 


4.2 


4.45 


2.72 


0VARC1 000026 


24.79 


24. 79 


32.1 


56.82 


69.34 


44.53 * 


0VARC1 000035 


11.11 


11.11 


20. 26 


20.41 


23. 65 


15. 36 


0VARC1 000037 


8. 73 


8. 73 


19.12 


15.64 


9.13 


15.9 


0VARC1 000058 


6.06 


6. 06 


11.69 


13.84 


7.56 


10.6 


0VARC1 000060 


1.89 


1.89 


6.28 


5.98 


5.24 


5.13 


0VARO1 000068 


2. 38 


2.38 


S.33 


5.31 


3.56 


2.42 



OVARCI 000069 74.66 74.66 101.53 75.95 84.36 86.42 
0VARC1000071 4.4 4.4 ' 4.77 6.47 5.35 4.04 
0VARC1000075 55.43 55.43 125.63 120.89 150.97 117.03 



0VARC1 000083 


9. 58 


9. OO 


0 OA 


13 12 


12.7 


10.64 


* ■ 


+ 


OVARCI 000085 


106.6 


on 0 1 




214 2 1 


77.05 


273. 14 


* 


+ 


OVARCI 000086 


o no 
3. 98 






11 98 


• 11.3 


14.09 


* 


+ 


OVARCI 000087 


1. 51 




la 19 


4. 03 


3. 57 


3.35 


* 


+ 


OVARCI 000090 


i AO 


A 1 




10. 88 


9. 58 


8. 79 


* 


+ 


OVARCI 000091 


4. 88 


o. oo 


R ni 

O* V 1 


7. 99 


7.76 


6.82 






OVARCI 000092 


Z. CM 


A fi1 


A 18 


4.68 


6.25 


4.85 






At f A ff%A4 AAA^ AC 

OVARCI 0001 05 


a Ti 
9. /<> 


CM* 


17 21 


26.29 


25.62 


22.88 


* 


+ 


0VARC1000106 


26.02 


23.03 


46.38 


66.36 


50.1 


53.01 


* 


+ 


OVARC1000109 


9.12 


13.08 


18.04 


16. 72 


12.91 


17.46 






OVARCI 0001 13 


4.12 


6. 25 


6. 53 


6.83 


8.19 


7.65 






0VARC1000114 


2.14 


3.44 


5.77 


5.94 


5. 86 


4.98 






OVARCI 0001 33 


2. 53 


4.96 


6. 36 


4.05 


4.97 


2.95 






OVARCI 0001 37 


6.14 


10.05 


13.51 


13.3 


18.59 


14.39 






OVARCI 0001 39 


14.75 


20.77 


83.44 


71.14 


98.1 


69.29 






OVARCI 000145 


0. 72 


6.64 


2.89 


1.78 


2.42 


2 






OVARCI 0001 48 


5. 09 


4. 98 


7.88 


4. 91 


5.32 


7.91 






OVARCI 0001 51 


1.41 


2.11 


2.4 


3.58 


4.08 


3.58 




+ 


OVARCI 0001 57 


10. 99 


14.16 


17. 51 


21.21 


25.06 


22.76 


* 


-f 


OVARCI 0001 62 


1.22 


4.4 


2.5 


2.93 


2.49 


2.59 






0VARC1000168 


1.98 


.8.46 


6.2 


8.01 


9. 61 


9. 96 






OVARCI 0001 69 


32.03 


45.07 


49.48 


70. 63 


69.6 


89.08 


* 




OVARCI 0001 78 


0.84 


5. 08 


2.53 


3.37 


3.18 


2. 78 






OVARCI 0001 82 


0.8 


3.3 


1.42 


2.02 


1.95 


1.78 






OVARCI 0001 86 


2.51 


3.72 


3.23 


5.95 


3.27 


4.77 






0VARC1000188 


1.04 


2.67 


2.33 


2.48 


2.87 


1.9 
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NT2RP4002850 


5. 07 


5.07 


12.04 


14. 36 


12.63 


8.06 


in'2RP4002874 


5.17 


5.17 


6. 67 


3.41 


5.14 


1.96 


NT2RP4002884 


28. 81 


28. 81- 


48.75 


43.57 


74.75 


52.87 


NT2RP4002888 


5.55 


5.55 


4.83 


3.67 


4.32 


3.08 


NT2RP4002891 


5.48 


5.48 


15.79 


13.16 


19.42 


11.91 


NT2RP4002894 


12.04 


12.04 


24.47 


18.44 


12. 76 


16.4 


NT2RP4002896 


5.54 


5.54 


12.2 


8.96 


6.18 


7. 78 


NT2RP4002905 


1.71 


1.71 


4.27 


2. 32 


3. 58 


1.28 


NT2RP4002907 


5.11 


5.11 


7. 62 


6. 94 


10.72 


1.41 


NT2RP5003459 


68.11 


68.11 


133.25 


154.61 


146.15 


164.37 


NT2RP5003461 


7. 34 


7. 34 


10.14 


10.85 


14.36 


8 


NT2RP5003471 


106.6 


106.6 


168. 71 


124.4 


148.85 


112.14 


NT2RP5003477 


2. 71 


2.71 


2.62 


2. 59 


2. 33 


1.9 


NT2RP5003487 


157.44 


157.44 


424. 89 


292. 71 


256. 56 


354.93 


NT2RPS003492 


3.1 


3.1 


4. 91 


6.25 


6.17 


5. 91 


NT2RreOO3S0O 


1.5 


1.5 


3.28 


2. 38 


2.54 


2.59 


NT2RP5003506 


4. 96 


4.96 


9.3 


7.83 


10.37 


9.04 


NT2ltf>5003512 


2. 21 


2. 21 


4.35 


2. 63 


3.46 


2.15 


NT2RP5003522 


4.1 


4.1 


5. 97 


4.62 


4.19 


2. 34 


NT2RP5003524 


4.38 


4.38 


3.86 


1.61 


1.54 


0.84 


NT2RP5003527 


24. 72 


24.72 


71.27 


76. 81 


87.24 


60. 59 


NT2RPS003531 


7.16 


7.16 


17.2 


15.58 


14.06 


14.11 


NT2RPS003534 


2.68 


2.68 


5.49 


5.54 


6.82 


4.55 


NT2RP6000020 


8. 69 


8.69 


19.96 


14.65 


15.13 


16.29 


NT2RP6000022 


3. 19 


3.19 


4.05 


4.06 


3.96 


2.44 


NT2RP6000050 


3. 95 


3. 95 


3.99 


4. 98 


5. 82 


2.88 


NT2RP6000063 


3. 91 


3. 91 


6.04 


3. 61 


2.52 


2. 56 


NT2RP6000074 


5.38 


5.38 


4.88 


3. 41 


3.27 


2.17 


KT2RP6000083 


7. 76 


7.76 


11.18 


11.49 


16 


9. 91 


NT2RP6000100 


2.49 


2.48 


4.58 


4.04 


4.71 


3.3 


NT2RP6000123 


1.94 


1.94 


3.29 


5.1 


4.26 


4. 22 


NT2RP600012g 


1.9 


1.9 


4.47 


4. 06 


4.27 


2.74 


NT2RP6000147 


3. 75 


3. 75 


11.74 


10.8 


11.03 


7.48 


NT2RPfi000163 

fl 1 4mi\S WwWW 1 W«J 
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MT2RP4001805 2.64 2.64 3.57 3.64 2.47 2.95 

NT2RP4001BQ9 4.84 4.84 -26.35 18.18 23.17 11.33 

NT2RP4001817 11.55 11.55 19.09 9.5 10.78 12.71 
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NT2RP4001827 14.88 14.88 25.96 35.78 40.37 29.5 

NT2RP4001828 9.76 9.76 34.37 27.78 34.21 26.3 

NT2RP4001836 7.74 7.74 33.26 27.19 39.14 26.78 

KT2RP4001838 1.59 1.59 7.49 2.09 4.5 2.71 

MT2RP4001841 8.75 8.75 80.37 61.67 50.27 56.46 
MT2RP4001849 1.9 1.9 U.SS 2.51 5.08 1.58 

NT2RP4001861 7.27 7.27 34.6 36.09 41.9 34.39 
NT2RP4001877 6.59 6.59 8.44 12.87 9.04 14.1 

NT2RP4001879 9.64 9.64 1 5.47 11.58 14.24 10.73 
MT2RP4001889 5.09 5.09 10.66 6.68 11.25 8.91 
NT2RP4001893 3.97 3.97 7.34 3.19 6.11 2.72 
NT2RP4001896 3.18 3.18 6.86 5.38 7.87 4.92 

NT2RP4001898 7.83 7.83 26.41 22.98 20.13 20.15 
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NT2RP4001946 1.97 1.97 5.67 3.04 3.96 1.66 
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NT2RP4001970 2.26 2.26 5.32 3.91 3.4 2.88 
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NT2RP4000568 1.72 1.72 3.83 5.6 6.08 4.46 

NT2RP4000583 11.61 11.61 20.2 23.65 14.97 20.56 

NT2RP4000S85 3.04 3.04 -4.14 3.12 2.55 3.24 

»n'2RP4000588 8.65 8.65 12.77 14.58 16.96 13.55 

NT2RP4000590 24.89 24.89 41.97 41.86 50.81 32.65 

NT2RP4000599 4.29 4.29 3.24 2.44 2.23 3.59 

NT2RP4000603 14.08 14.08 33.32 31.06 21.01 29.12 

NT2RP4000607 2.41 2.41 10.04 4.45 7.87 15.35 

NT2RP4000614 6.14 6.14 15.21 15.57 12.53 15.19 

NT2RP4000634 6.61 6.61 11 7.78 9.84 10.31 

NT2RP4000638 3.59 3.59 7.77 8.45 5.8 4.73 

NT2RP4000648 3.13 3.13 '4.26 2.54 2.69 2.19 

NT2RP4000657 9.94 9.94 15.38 15.95 18.93 14.49 

NT2RP4000691 5.76 5.76 5.82 4.92 7.47 7.73 

NT2RP4000697 3.74 3.74 8.5 5.55 6.56 6.12 

NT2RP4000704 8.91 8.91 47.2 44.17 54.81 38.14 

25 NT2RP4000710 40.22 40.22 98.85 90.4 59.28 83.71 

NT2RP4000713 4.35 4.35 19.92 16.67 20.85* 15.52 

NT2RP4000724 6.29 6.29 12.5 8.19 9.81 7.83 

NT2RP4000725 3.61 3.61 4 1.88 1.74 2.33 

^° irr2RP4000728 10.13 10.13 41.12 43.53 66.46 39.83 

NT2RP4000737 4.07 4.07 2.15 3.63 3.09 3.28 

IIT2RP4000739 5.07 5.07 7.71 4.61 3.63 5.84 

35 MT2RP4000749 2.4 2.4 5.29 2.59 3.97 1.68 

NT2RP4000769 4.93 4.93 10.12 4.67 6.27 6.2 

HT2RP4000774 3.34 3.34 8.87 5.12 6.63 4.27 

irT2fiP4000781 2.15 2.15 5.12 2.06 2.26 1.55 

^ lirr2RP4000783 6.81 ' 6.81 15.16 13.48 15.44 12.67 

NT2RP4000787 1.45 1.45 2.27 0.31 0.51 0.54 

NT2RP4000788 3.58 3.58 23.26 16 18.3 18.73 

^ NT2RP4000792 3.68 3.68 5.64 5.5 5.8 9.45 

NT2RP4000809 43.7 43.7 56.09 46.75 50.47 81.62 

NT2RP4000817 3.65 3.65 7.83 7.92 7.25 5.82 

NT2RP4000821 31.34 31.34 38.66 28.32 33.11 25.22 

50 NT2RP4000822 2.46 2.46 5.91 4.29 6.19 2.6 

NT2RP4000823 697. 74 697. 741 127. 48 923. 16 1026. 8 947. 85 

NT2RP4000831 9.98 9.98 61.97 44.37 68.47 50.69 

NT2RP4000833 3.19 3.19 11.26 6.73 7.19 11.91 

" MT2RP4000837 1.41 1.41 4.03 1.56 3.65 2.29 
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in'2RP4000447 10.3 10.3 64.21 64.91 71.82 68.48 

NT2RP4000448 5.59 5. 59 6.67 4.32 3.56 6.27 

NT2RP4000449 5.67 5.67- -20.48 14.2 19.45 14.67 

NT2RP4000453 3.53 3.53 6.32 9.02 10.32 10.12 «* 

NT2RP4000455 2.64 2.64 3.98 1.81 1.75 2.4 

NT2RP4000456 12.57 12.57 21.7 14.7 9.86 13.58 

NT2RP40004S7 1.54 1.54 7.12 3.9 7.55 2.98 
MT2RP4000461 5.7 5.7 9.84 7.65 6.41 4.6 

NT2RP4000462 11.76 11.76 15.32 11.86 11.53 17.37 

NT2RP4000463 10.2 10.2 52.59 50.66 69.3 48.36 

NT2RP4000471 6.36 6.36 10.74 5.74 6.23 4.98 

MT2RP4000472 3.97 3.97 * 4.41 1.27 1.27 1.66 ** 

NT2RP4000476 27.14 27.14 52.56 74.95 94.93 65.35 * 

NT2RP4000480 11.56 11.56 29.27 19.08 9.95 26.66 

NT2RP4000481 2.29 2.29 4.76 3.73 4.16 4.33 
NT2RP4000483 1.38 1.38 7.59 7.58 7.85 6.26 
NT2RP4000487 1.54 1.54 4.9 2.26 3.17 0.91 

NT2RP4000496 2.16 2.16 4.98 2.95 4.07 * 3.65 

MT2RP4000497 17.15 17.15 22.33 34.9 44.46 29.9 ♦ 

NT2RP4000498 10.46 10.46 21.39 20.15 30.33 24.49 

NT2RP4000500 2.43 2.43 3.21 2.03 1.49 1.39 « 

NT2RP4000507 5.63 5.63 9.02 12.49 10.62 1 7.51 * 

NT2RP4000515 1 2.85 12.85 88.89 90.3 101.29 96.12 

NT2RP4000516 8.77 8.77 26.09 19.63 21.76 21.82 
NT2RP4000517 3.22 3.22 5.73 4.69 5.89 4.79 
NT2RP4000518 3.42 3.42 7.4 4.47 6.05 3.82 
NT2RP4000519 2.9 2.9 5.76 2.18 2.22 1.77 
^ MT2RP4000524 4.2 4.2 3.44 2.05 1.72 1.3 
NT2RP4000528 3.67 3.67 3.06 3.01 3.27 8.01 

NT2RP4000537 35.4 35.4 62.6 36.23 30.93 44.52 
HT2RP4000541 2.04 2.04 2.45 3.34 4.33 3.09 * 
NT2RP4000543 2.93 2.93 8.94 7.96 9.72 8.75 
NT2RP4000545 4.03 4.03 6.38 4.99 6.43 4.78 
NT2RP4000546 3.34 3.34 5.93 S. 53 4.9 6.03 

so NT2RP4000549 23.81 23.81 56.48 41.6 51.57 38.82 

NT2RP4000S56 7.36 7.36 13.04 14.69 15.54 12.07 
NT2RP4000557 6.1 6.1 4.53 1.82 3.97 6.27 

NT2RP4000558 30.12 30.12 94.28 68.16 57.01 73.2 

NT2RP4O0056O 14.8 14.8 52.31 49.75 58.69 56.12 
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HT2RP4000280 5.84 5.84 11.62 9.05 11.58 14.23 

MT2RP4000286 4.73 4.73 10.16 4.38 6.77 11.94 

MT2RP4000290 5.77 5.77 5.42 3.18 3.19 5.5 

NT2RP4000291 42.53 42.53 73.59 62.12 70.23 70.61 

NT2RP4000301 3.31 3.31 20.59 22.93 34.62 26.63 
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NT2RP3004059 


4. 05 


4.05 


8.8 


8.15 


7. 03 


11 


NT2RP3004063 


5. 13 


5. 13 


11.23 


8. 78 


11.27 


12. 33 


NT2RP3004067 


4. 24 


4. 24 


8.4 


6. 62 


6. 42 


4. 47 


NT2RP3004070 


3. 58 


3. 58 


9. 92 


6. 26 


4.4 


5.47 


NT2RP300407S 


4.16 


4.16 


11.23 


12. 62 


11.88 


13.3 


NT2RP3004078 


2.6 


2.6 


5. 25 


4.94 


4.19 


2. 79 


NT2RP30O4O83 


2. 93 


2. 93 


6. 23 


4. 57 


6.8 


11.37 


KT2ra>3004084 


4.65 


4. 65 


20. 29 


6.18 


8. 56 


5.32 


ffr2RP30O4O87 


4.2 


4.2 


7. 86 


7.14 


10. 81 


9.03 


lfT2RP30O4O9O 


4.11 


4.11 


6.42 


9 


8.19 


8. 61 
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NT2RP3003749 
NT2RP3003754 
NT2RP3003759 
»rr2RP3003764 
NT2RP3003766 
MT2RP3003767 
NT2RP3003778 
NT2RP3003779 
NT2RP3003783 
NT2RP3003787 
MT2RP3003789 
NT2RP3003795 
NT2RP3003799 
NT2RP3003800 
NT2RP3003805 
fn-2RP3003809 
NT2RP3003819 
NT2RP3003824 
NT2RP3003825 
NT2RP3003828 
NT2RP3003831 
NT2RP3003833 
NT2RP3003836 
NT2RP3003842 
NT2RP3003843 
NT2RP3003844 
NT2RP3003846 
NT2RP3003849 
NT2RP3003862 
MT2RP3003870 
NT2RP3003874 
NT2RP3003876 
NT2RP3003880 
NT2RP3003889 
NT2RP3003891 
NT2RP3003914 
NT2ra>3003915 
NT2RP3003918 
NT2RP3b03920 



0. 67 


0. 67 


3.32 


3. 32 


1.16 


1. 16 


3.97 


3.97 


6. 93 


6. 93 


11. 19 


11. 19 


3. 36 


3. 36 


4.05 


4.05 


9.25 


9. 25 


2.15 


2.15 


5.12 


5.12 


1.48 


1.48 


2.67 


2. 67 


4.36 


4.36 


8.15 


8.15 


1.94 


1.94 


3.39 


3.39 


5. 69 


5.69 


9.06 


9. 06 


4.7 


4.7 


4.01 


4.01 


5.12 


5.12 


6.37 


6. 37 


2.7 


2.7 


9.26 


9. 26 


20. 38 


20.38 


4.04 


4.04 


2.27 


2.27 


28.91 


28.91 


4.76 


4. 76 


21.46 


21.46 


1.62 


1.62 


1.74 


1.74 


1.69 


1.69 


1.88 


1.88 


3.1 


3.1 


5.03 


5. 03 


6.79 


6.79 


6.9 


6.9 



2.58 1.55 

7. 31 4. 66 

-4.44 2.49 

7.08 6.85 

7.84 3.3 

16.8 14.83 

4. 89 4. 46 

15.26 13.02 

21.72 22.42 

4.65 4.41 

10.16 11.63 

'6.48 4.09 

5. 5 3. 08 

5.92 4.14 

6.78 8.4 

7.2 5.83 

6.07 7.3 
10. 69 14. 08 
16.31 12.87 
14.38 13.36 

6. 38 5. 77 

7. 5 6. 44 

5.05 5.74 

9. 08 6. 84 
26. 77 16.67 
46.56 42.84 

8. 45 8. 94 

2. 68 2. 67 

45.63 32 

4. 81 2. 54 

20.88 33.11 

8. 08 5. 45 

4. 63 5. 31 

3. 04 3. 41 

2.98 2.56 

7. 35 6. 88 

8. 44 9. 52 

10. 39 10. 04 

9. 13 8. 31 



2.08 


1. 73 


5. 87 


5. 81 


4.41 


1.43 


7.41 


5.06 


5. 87 


3.79 


21.08 


16. 97 


5.55 


4.27 


8. 74 


10. 52 


13. 65 


18.76 


4.74 


6. 37 


12.19 


14.96 


2.82 


2.24 


2. 38 


1.75 


4.57 


6. 91 


5.48 


5.89 


• 5.4 


4.82 


5.97 


6.35 


14. 85 ' 


13. 32 


16. 88 


16. 75 


IS. 69 


14.55 


6.54 


7.23 


8.88 


6.96 


6.47 


4.31 


6. 51 


7.09 


12. 71 


16.2 


27.94 


44. 32 


7.18 


8.06 


2.73 


1.68 


37.58 


44.88 


2.93 


2.05 


47.25 


36.44 


7.49 


6. 81 


4.66 


4.73 


3.53 


9.53 


3.19 


1.37 


5.15 


7. 39 


11.35 


8.6 


13. 71 


12.42 


10.22 


8.96 
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NT2iO>3003S76 
NT2RP3003587 
NT2RP3003589 
NT2RP3003592 
NT2RP3003593 
NT2RP3003614 
NT2RP3003621 
NT2RP3003625 
NT2RP3003627 
NT2liP3003636 
NT2RP3003642 
NT2RP3003645 
NT2RP3003646 
NT2RP3003649 
NTaV>3003650 
NTatf>30036S6 
NT2RP30036S9 
. NT2RP3003662 
NT2RP3003664 
NT2RP3003665 
NT2RP3003671 
NT2RP30Q3672 
NT2RP3003673 
NT2RP3003679 
NT2RP3003680 
NT2RP3003686 
NT2RP3003689 
NT2RP3003697 
IIT2RP3003701 
NT2RP3003704 
NT2RP3003714 
NT2RP3003716 
NT2RP3003721 
NT2RP3003722 
NT2RP3003726 
IIT2RP3003729 
NT2IV>3003731 
NT2fiP3003740 
NT2RP3003746 



5. 88 5. 88 

7.39 7.39 

15.33 15.33 

7. 77 7. 77 
8.16 8.16 
2.66 2.66 

1.64 1.64 
1.54 1.54 
6. 73 6. 73 

3.3 3.3 

7.12 7.12 
2. 91 2. 91 

2. 88 2. 88 
2. 7 2. 7 

2.65 2.65 
1.69 1.69 
2.76 2.76 

31.39 31.39 

3. 56 3. 56 

1.89 1.89 
2.88 2.88 

4.78 4.78 

4.98 4.98 
40. 1 40. 1 

3.13 3.13 
2. 22 2. 22 

4. 05 4. 05 
13.79 13.79 

2.7 2.7 

2. 99 2. 99 
1.39 1.39 

2. OS 2. 05 
1.83 1.83 
3.45 3.45 

3.5 3.5 

4. 1 4. 1 

5. 06 S. 06 
2. 58 2. 58 

3. 63 3. 63 



10.15 11.32 

12.41 10.01 

22. 45 23. 89 

10,4 8.42 

13.62 13.47 

8.18 3.11 

3. 91 2. 1 

6. 94 3. 79 

20.05 16.23 

7.74 5.99 

12.2 12.85 

'6.07 2.23 

3.71 2,17 

9. 28 6. 36 

4. 25 4. 38 

3.23 1.94 

4.56 2.14 

53.28 34.35 

6.5 6.18 

4. 83 2. 07 

4,33 3.03 

9.8 10.69 

9.42 5.35 
95.75 69.92 

5. 38 3. 96 

4. 43 2. 84 
9. 69 5. 94 

120.74 108.93 

5.17 2.58 
6.96 7.09 
4.25 1.68 
4.23 3 
3.27 1.85 

8.18 8.08 

4.9 2.77 
8. 53 4. 22 
6.98 4.19 
5. 08 2. 42 
8.14 6.7 



8. 98 


9.22 


12. 71 


1Z75 


23. 75 


26.58 


14.48 


9.74 


13.84 


110.49 


4.48 


7.09 


3. 68 


2. 96 


S. 09 


4.96 


13. 97 


25.71 


3. 79 


10.4 


13.15 


15.83 


2.42 


3.53 


2.44 


3.13 


5. 11 


12.04 


3.16 


4.09 


4.12 


3 


4.8 


4.88 


14. 68 


34.64 


5.45 


6.55 


2.8 


4.96 


2.6 


4.29 


14. 73 


16.35 


3.05 


4.12 


23.86 


83, 88 


4. 58 


5.88 


4. 85 


2,25 


5. 63 


8, 27 


77.49 


.68.74 


3. 05 


2.57 


7- 61 


6.96 


0. 89 


1.14 


2.29 


2.24 


3.45 


2.18 


7 79 


S 45 


4.51 


2.32 


5.44 


4.6 


3. 54 


7.45 


2.48 


2. 94 


5.94 


6. 59 



1264 



EP 1 074 617 A2 



NT2RP30033S4 

NT2RP3003368 

NT2RP3003375 

NT2RP3003377 

NT2RP3003384 

NT2RP3003385 

NT2RP3003396 

NT2RP3003403 

NT2RP3003409 

NT2RP3003411 

NT2RP3003420 

NT2RP3003425 

NT2RP3003426 

NT2RP3003427- 

NT2RP3003433 

iiT2RP3003437 

NT2RP3003448 

NT2RP3003455 

NT2RP3003462 

NT2RP3003464 

NT2RP3003469 

NT2RP3003473 

NT2RP3003474 

MT2RP3003475 

NT2RP3003490 

NT2RP3003491 

NT2RP3003493 

NT2RP3003S00 

NT2RP3003S27 

NT2RP3003532 

NT2RP3003535 

NT2RP3003536 

NT2RP3003643 

NT2RP3003549 

NT2RP3Q03S52 

NT2RP3003555 

NT2RP3003559 

NT2RP3003564 

NT2RP3003572 



5.09 5.09 

3. 03 3. 03 

4.1 4.1- 

4.16 4.16 

5. 77 5. 77 

4. 55 4. 55 

3. 93 3. 93 

1.62 1.62 

I. 18 1.18 
4.59 4.59 
3. 79 3. 79 

3. 25 3. 25 
9.11 9.11 

5. 95 5. 95 
2.55 2.55 

22.12 22.12 

1.88 1.88 

5. 23 5. 23 

4. 96 4. 96 
3. 79 3. 79 

4. 1 4. 1 

22.06 22.06 

8.26 8.26 
2. 84 2. 84 

2.7 2.7 

2. 26 2. 26 

II. 75 11.75 
4.93 4.93 
2. 73 2. 73 

2.7 2.7 
3.14 3.14 
3,04 3.04 
2.61 2.61 
1.43 1.43 

1.8 1.8 
4.4 4.4 

2. 81 2. 81 

3.11 3.11 

2.1 2.1 



13.72 16.29 

4.73 4.04 

— 7.4 7.41 

3. 98 2. 57 

4. 55 2. 83 

3.12 1.9 

13.63 16.4 

2.54 3.24 

2.97 3.3 

15.42 14.11 

4. 36 3. 68 
'6.71 5.85 

16.3 10.88 

10.09 9.15 

6.26 8.42 

49.85 51.81 

4.24 3.5 

12.16 11.8 

10.07 10.76 

5. 03 3. 01 
7.77 6.62 
36. 6 . 54. 82 

23.04 13.23 

4.04 4.55 
5.81 4.21 

3 2.14 

30.77 34.59 

5. 26 4. 99 

3.09 2.42 

1.81 2.14 

4.37 1.92 
5.95 3.45 
6. 24 3. 21 
6.66 2.18 
5. 76 0. 64 

14.14 12.16 

6. 7 3. 88 

5. 9 2. 24 

4.21 1.88 



12.02 


13.5 


4.08 


2.63 


9.67 


6. 62 


3. 58 


1.65 


3.43 


2.56 


2. 36 


1.47 


8. 38 


12.32 


4.73 


1.92 


4.48 


3.03 


15.42 


10.96 


2.13 


1.85 


7. 25 


5.49 


11.12 


17.45 


13.58 


8.03 


9.57 


4.87 


■ 44 


38.77 


3. 83 


2.63 


9. 96 


8.44 


8.25 


7.08 


4.76 


1.2 


7.56 


5.07 


69. 25 


56.46 


12.04 


13.52 


4.45 


3.28 


4.43 


3.12 


2.75 


1.26 


28.9 


34.45 


7.46 


3. 65 


2. 92 


1.72 


3.33 


2.13 


3.4 


2.19 


5.2 


4.97 


4.81 


3.83 


4.07 


1.55 


0.84 


1.58 


17.43 


16.23 


5.11 


5.49 


4.6 


5.25 


3.02 


2.32 
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IIIT2RP3003138 
NT2RP3003139 
NT2RP300ai45 
NT2RP3003150 
NT2RP3003157 
IIT2RP3003185 
NT2RP3003193 
NT2RP3003197 
NT2RP3003203 
NT2RP3003204 
NT2RP3003210 
NT2RP3003212 
NT2I»>3003213 
NT2RP3003224 
IIT2RP3003226 
NT2RP3003230 
NT2RP3003235 
NT2RP3003242 
NT2RP3003251 
IIT2RP30032S2 
NT2RP3003258 
NT2RP3003260 
NT2RP3003264 
NT2RP3003273 
NT2RP3003278 
NT2RP3003280 
NT2RP3003282 
IIIT2RP3003290 
NT2RP3003301 
NT2RP3003302 
NT2RP3003311 
NT2»>3003312 
NT2RP3003313 
NT2RP3003327 
NT2RP3003330 
NT2RP3003344 
NT2RP3003346 
NT2RP3003349 
»n'2RP3003353 



2. 36 


2.36 


2. 53 


2.53 


5.08. 


5.08- 


2.03 


2.03 


2.52 


2.52 


1.77 


1.77 


2.62 


2.62 


2.38 


2.38 


11.82 


11.82 


3. 76 


3. 76 


14.48 


14.48 


5.15 


5.15 


4.16 


4.16 


1.7 


1.7 


3. 25 


3.25 


7.79 


7.79 


7. 61 


7. 61 


12.17 


12.17 


5. 61 


5.61 


3.95 


3.95 


4.92 


4.92 


4.54 


4.54 


1.64 


1.64 


2.18 


2.18 


1.33 


1.33 


9.85 


9.85 


5.29 


5.29 


6.64 


6.64 


4.01 


4. 01 


1.45 


1.45 


2.45 


2.45 


1.81 


1.81 


1.61 


1.61 


1.62 


1.62 


5.13 


5.13 


3.36 


3. 36 


3. 81 


3. 81 


4.04 


4.04 


1.95 


1.95 



5.27 5.26 

7.8 3.15 

-32v56 25. 8 

5.17 3.56 

8.34 6.4 

3.88 1.91 
5. 75 6. 03 

3.8 3.11 

14.35 16.85 

7.93 4.04 

75.3 58.97 

*9.44 9.21 

5.68 5.15 

4.75 2.43 
5. 68 6. 57 

11.47 12.39 

10.79 7.77 

23.49 26.68 

9. 47 3. 73 

5. 95 2. 19 

7.89 19.94 
12.34 13.46 

5. 99 3. 18 

4. 93 4. 57 

4 1.31 

23.11 18.18 

6.25 3.62 

9.09 4.8 

5.73 4.31 

2.31 2.91 

6.76 15.72 

3. 35 3. 73 
4.2 2.91 

6.24 4.81 

8.01 15.68 

4.14 2.92 

4.83 4.38 

6. 93 9. 96 

3.24 4.06 



5.7 


3.74 


5. 74 


2.7 


29. 74 


19. 72 


3. 76 


1.97 


10.1 


4. 94 


3.34 


2.62 


4.59 


2.65 


4.02 


2.2 


10.17 


15. 27 


6.17 


3.79 


84.6 


68. 66 


10. 67 


7. 36 


7.02 


5.44 


2.11 


2.64 


5.94 


3.63 


' 8.89 


6. 72 


7. 73 


6. 89 


32.03' 


19. 25 


4. 95 


4.08 


3.7 


2.42 


24.95 


15.47 


11.52 


12.68 


4.32 


1.86 


3.58 


1.72 


5.12 


0.63 


19.52 


18. 1» 


3.97 


3.48 


5.38 


3.78 


4.59 


3. 23 


2.64 


1.91 


13.09 


11.55 


3. 87 


2. 41 


5.4 


2.87 


4.95 


3.34 


16.13 


12.78 


3.74 


2.6 


4.05 


1.24 


9.41 


9.65 


5.37 


2.45 



1262 



EP 1 074 617 A2 



10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



NT2RP300291 1 


3. 05 


3. 05 


3. 68 


3.09 


3. 73 


2.24 




NT2RP3002948 


4.09 


4.09 


4. 81 


2. 73 


4.44 


2. 07 




NT2RP30029S3 


3. 85 


3. 8& 


-.3.6 


2.27 


2.52 


0.84 


* 


MT2RP3002955 


6.55 


6.55 


3.78 


1.93 


2.47 


0.86 


* 


NT2RP3002958 


5.85 


5.85 


11.4 


16.5 


10.57 


18.64 




IIT2RP3002969 


4.28 


4.28 


8. 27 


12.91 


7.49 


7. 33 




NT2RP3002972 


3. 55 


3. 55 


4. 82 


4.41 


6.18 


2. 29 




IIT2RP3002978 


1.48 


1.48 


2. 99 


2. 61 


3.7 


1.49 




NT2RP3002983 


2.89 


2.89 


4.69 


4.46 


6.12 


4.37 




NT2RP300298S 


4.23 


4.23 


17.87 


13.64 


20.26 


11.12 




NT2RP3002988 


3. 97 


3.97 


4.6 


4.12 


5.64 


4.13 




NT2RP3003000 


3. 11 


3.11 


3.46 


2.46 


3.2 


1.51 




NT2RP3003008 


3.26 


3. 26 


5. 87 


3.95 


4. 55 


2. 96 




NT2RP3003012 


3.43 


3.43 


6.06 


3.9 


4. 96 


2.79 




NT2RP3003015 


1.35 


1.35 


4.9 


1.5 


2.5 


0.54 




KT2RP3003018 


2.15 


2.15 


6.09 


3.45 


•7.24 


2.59 




NT2RP3003028 


3.53 


3.53 


7.23 


3.5 


5.05 


4.01 




NT2RP3003029 


111.75 


111.75 


149. 73 


175. 13 


159. 77' 


181.4 


* 


NT2RP3003032 


7.06 


7.06 


9.05 


11.87 


18.84 


9. 94 




NT2RP3003041 


2.07 


2.07 


1.88 


1.61 


1.41 


0. 69 




NT2RP3003044 


3.06 


3.06 


7.45 


5.72 


6.11 


7.57 




NT2RP3003047 


3.09 


3.09 


5.16 


2.4 


4.67 


2.06 




Nr2RP3003050 


5.96 


5.96 


12.03 


6.74 


10.3 


8.42 




NT2RP3003053 


7.46 


7.46 


IS 


14.42 


17.14 


13. 72 




MT2RP30030S9 


1.93 


1.93 


4, 76 


2.88 


4.41 


3. 06 




NT2RP3003061 


2.8 


2.8 


8.59 


5.49 


5.68 


5.16 




NT2RP3003068 


5.99 


5.99 


11.77 


9. 41 


8.75 


iao4 




NT2RP3003071 


7.22 


7.22 


10.77 


10.39 


14.52 


10.39 




NT2RP300307e 


2. 67 


2.67 


9.49 


6.57 


6.57 


4.01 




NT2RP3003078 


1.5 


1.5 


4.12 


2.09 


4.52 


2.43 




NT2RP3003081 


6. 21 


6.21 


10.54 


9.94 


9.6 


9. 97 




NT2RP3003090 


1.49 


1.49 


5.95 


3.28 


3.57 


3.25 




NT2RP3003097 


2.42 


2.42 


7.15 


2. 71 


3.72 


2.93 




NT2RP3003098 


2.75 


2.75 


4.22. 


2.73 


3.43 


1.73 




NT2RP3003101 


5.56 


5. 56 


7.24 


7. 73 


10.35 


7.18 




NT2RP3003109 


16. 11 


16.11 


27.38 


27. 36 


41.03 


21.91 




HT2RP3003121 


3.39 


3.39 


11.03 


4. 61 


8 


2.44 




NT2RP3003133 


2.09 


2.09 


5.78 


4.93 


8.58 


3.96 




NT2RP3003137 


3.42 


3.42 


5.74 


6.32 


7.59 


5.29 





1261 



EP1 074 617A2 



10 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



NT2RP3002713 


4.31 


4, 31 


7. 06 


2.66 


2.19 


1.87 




NT2RP3002721 


5. 77 


5.77 


10.06 


11.06 


16. 94 


8. 96 




NT2RP3002722 


7.11 


7.11 


-10.08 


7.8 


6.45 


6. 62 




NT2RP3002723 


42. 31 


42. 31 


75. 85 


60.39 


46. 74 


58. 76 




NT2RP3002737 


8.35 


8.35 


18. 1 


10.97 


11.6 


9. 37 




NT2RP3002738 


1.9 


1.9 


6. 13 


3. 09 


5.23 


3.54 




UT2RP3002742 


14. 11 


14. 11 


23. 22 


30. 39 


28. 27 


27. 66 




NT2RP3002744 


4. 09 


4. 09 


5. 24 


3. 92 


4. 92 


1.71 




NT2RP3002756 


5.8 


5.8 


5.8 
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4.58 


4.58 


4. 19 


3. 41 


3. 51 


2. 29 






NT2RP3001112 


12. 61 


12.61 


18.48 


25.73 


29.85 


24. 61 




+ 


NT2RP3001113 


1.21 


1.21 


2.59 


2.47 


3.24 


2.19 






NT2RP3001115 


1.51 


1.51 


3.32 


2. 57 


3.77 


2.19 






liT2RP3001116 


1.01 


1.01 


2. 66 


2. 55 


4.4 


2.91 






NTa«>3001119 


3. 69 


3.69 


6. 75 


9. 07 


6. 67 


5.44 
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NT2RP3000721 

NT2RP3000728 

NT2RP3000730 

NT2RP3000733 

NT2RP3000735 

NT2RP3000736 

NT2RP3000739 

NT2!«>3000742 

NT2RP3000753 

NT2RP3000759 

lfT2RP3000789 

NT2RP3000815 

NT2RP3000818 

NT2RP3000820 

IIT2RP3000821 

NT2RP3000825 

NT2RP3000826 

NT2RP3000836 

NT2RP3000838 

NT2RP3000839 

NT2RP3000841 

NT2RP3000845 

IIIT2RP3000847 

NT2RP3000848 

NT2RP3000850 

NT2RP3000852 

NT2RP30008S9 

NT2RP3000861 

NT2RP3000862 

NT2RP3000865 

NT2RP3000866 

NT2RP3000868 

NT2RP3000869 

NT2EP3000871 

NT2RP3000875 

MT2RP3000895 

NT2RP3000900 

NT2RP3000901 

NT2RP3000903 



5.63 5.63 24.61 

3.33 3.33 2.57 

2.06 2.06 -5. 04 
2.87 2.87 6.32 
1.74 1.74 4.22 
2. 71 2. 71 6. 35 

13.76 13.76 12.16 

3.89 3.89 10.06 

2. 29 2. 29 3. 9 

9.07 9.07 15.99 
1.58 1.58 5.76 
1.91 1.91 's.92 
4.36 4.35 11.29 

9.01 9.01 18.49 
2.13 2.13 4.83 
1.87 1.87 4.94 
4.04 4.04 13.59 
5.33 5.33 11.61 

319.2 319.2 741.74 

2. 35 2. 35 6. 67 

2.17 2.17 4.32 

3.96 3.96 8.89 

3.7 3.7 7.94 

2. 84 2. 84 8. 34 

5. 67 5. 67 7. 04 

3.27 3.27 3.17 

2.76 2.76 7.12 

2.58 2.58 10.51 

15.29 15.29 24.16 

1.58 1.58 4.26 

2. 08 2. 08 5. 03 

2. 2 2. 2 7. 09 
3.54 3.54 11.36 

1.75 1.75 3.79 
0. 99 0. 99 4. 25 

2. 54 2. 54 5. 56 
6.01 6.01 11,86 

3. 67 3. 67 7. 03 

3. 76 3. 76 7. 87 





39. 76 


21. 55 


1.4 


1.64 


1.05 


z. /o 


4. 23 


1. 86 


«S. 4o 


A A^ 

4. 47 


4. 25 


1. Ol 


2. 22 


1. 26 


3. 29 


5. 05 


3. 65 


18. 05 


9. 37 


20. 19 


4.54 


4.97 


4.43 


2. 17 


2.65 


6.3 


11.11 


17.14 


23.05 


4.89 


4.23 


3.69 


4.49 


5,57 


3.08 


6.64 


10.49 


8. 27 


18.58 


20.1 


16.9 


3. 28 


5.19 


2.02 


1.92 


1.47 


2.27 


10.86 


13.8 


12.94 


11.55 


14.11* 


13.3 


710.2 743.55 1 049.86 


4. 53 


6.38 


4.36 


3. 79 


5. 55 


4.72 


5.76 


6.71 


7.85 


4.48 


5.94 


5.28 


5.36 


6.81 


6.3 


6. 58 


11.29 


7.47 


4.02 


5. 23 


5.8 


4.46 


7.11 


8.43. 


6.13 


10.36 


6.43 


16.36 


9. 81 


23.13 


2.54 


4.21 


1.83 


2. 37 


3. 59 


5.22 


3.04 


3.84 


2.28 


9.61 


15. 76 


7.9 


1.81 


3.24 


1.94 


2.57 


2. 71 


3.64 


2.84 


3.55 


4.93 


11.3 


7.7 


14.58 


4.11 


6.39 


5.3 


3.12 


5. 92 


3. 93 



1249 



EP1 074617 A2 



NT2RP3000542 

NT2RP30005S4 

NT2RP30005&I 

NT2RP3000562 

m'2RP3000578 

NT2RP3000582 

NT2RP3000584 

NT2RP3000586 

NTa«>3000590 

Mr2RP3000S92 

NT2RP3000596 

NT2RP3000599 

riT2RP30OO6O3 

in'2RP3000605 

NT2RP3000607 

NT2RP3000616 

NT2W3000621 

NT2RP3000622 

NT2RP3000624 

NT2RP3000628 

NT2RP3000631 

NT2RP3000632 

NT2RP3000638 

NT2RP3000644 

HT2RP3000645 

NT2RP3000652 

NT2RP3000658 

NT2RP3000660 

NT2RP3000661 

NT2RP3000665 

NT2RP3000676 

NT2RP3000677 

NT2RP3000681 

NT2RP3000683 

irT2RP3000685 

NT2RP3000690 

NT2RP3000698 

NT2RP3000708 

lfr2RP30007l9 



6.23 
8.81 
1.21 
1.84 
1.56 
1.26 
2.82 
4.08 
5.69 

1.8 
2.27 
1.67 
6. 09 
2.84 
5.35 
3.26 
5.18 
2.36 
1.53 
2.44 
4.71 
2.35 
6.95 
25.72 
5. 85 
3. 39 
2.26 
2.34 
1.98 
4.79 
4.46 
2.87 
19.85 
2.68 

1.7 
2.77 
10 
3.45 
2.83 



6.23 
8. 81 
1.21- 
1.84 
1.56 
1.26 
2.82 
4.08 
5. 69 
1.8 
2. 27 
1.67 
6.09 
2.84 
5.35 
3.26 
5. 18 
2. 36 
1.53 
2.44 
4.71 
2.35 
6.95 

25. 72 
5.85 
3. 39 
2.26 
2.34 
1.98 
4. 79 
4.46 
2.87 

19.85 
2.68 
1.7 
2. 77 
10 
3.45 
2.83 



8.1 
15.22 
-3.51 
3.5 
154 
4. 66 
6.52 
4.59 
4.61 
2. 99 
4.89 
'a. 07 
39.25 
6.66 
7.59 
5.45 
8.48 
8. 76 
3.19 
8.04 
14.95 
5.5 
17.93 
48.41 
10.48 
5.34 
5.01 
6.25 
4.49 
12.26 
7. 55 
4.13 
30.12 
9. 67 
2.5 
3.29 
22.49 
5.5 
2.83 



7.21 

13.78 
3.11 
3.7 
2.54 
2.24 
3.2 
3.28 
3.78 
2.97 
4.5 
3. 88 

40.43 
4.56 
5.74 
2.56 

10.28 
5.85 
3. 97 

10.27 

22.82 
7.78 
11.8 

57. 98 
9.84 
6.22 
6.16 
6.98 
4.06 

11.83 
6. 65 
2.44 

32.94 
6.69 
3.63 
3.82 

25. 66 
8.17 
1.16 



7.3 

10.56 
2. 76 
3. 87 
3. 37 
2. 52 
2.5 
3.9 
4.35 
2.75 
3. 33 
4. 98 

44. 88 
4.23 
8.46 
2.38 

10. 29 
6. 21 
3. 06 
7.85 

16.45 
8.91 
11.6 

72.01 

12.55 
5.9 
4.24 
6.91 
3.87 

11.92 
7. 81 
3.07 

41.51 
7.09 
2.36 
3.75 

17.08 
9.22 
1.7 



6.39 
14.95 
2.25 
3.23 
2. 36 
0.41 
2.02 
2. 87 
2.57 
3.15 
3. 03 
3.82 
35.89 
2.56 
7. 55 
1.21 
6. 01 
4.72 
2.78 
5.58 
14.2 
5. 91 
9. 97 
52.49 
8.43 
7.74 
4.86 
5.14 
3.1 
7 

5.42 
1.54 

34.34 
6.69 
3.44 
2.72 

27-43 
8.56 
1.91 
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NT2RP3000348 444. 59 444. 59 802. 63 824. 621 01 6. 01 909. 68 

NT2RP3000350 4.25 4.25 10.34 4.57 9.28 6.4 

NT2RP3000359 9.53 9.5a .24.44 8.54 11.36 16.62 

NT2RP3000361 7.5 7.5 11.12 7.89 7.81 8.95 

NT2RP3000366 7.38 7.38 14.27 9.52 11.84 16.13 

NT2RP3C00378 2.67 2.67 5.75 3.92 4.78 2.47 

NT2RP3000384 5.42 5.42 10.88 9.52 13.1 9.28 

NT2RP3000389 12.54 12.54 21.49 23.95 35.02 27.32 

NT2RP3000393 3.74 3.74 6.16 5.03 4.53 4.77 

NT2RP3000395 110.27 110.27 212 108.33 38.18 148.45 

NT2RP300C397 2.83 2.83 5.28 2.51 5.26 3.31 

MT2RP3000398 3.39 3.39 'l0. 12 11.46 11.18 12.26 

NT2RP3000403 3.22 3.22 9.39 10.1 8.2 8.44 

NT2RP3000418 3.4 3.4 10.22 7.12 11.08 13.42 

liT2RP3000424 2.86 2.86 9.43 6.25 9.52 6.86 

IIT2RP3000427 4.65 4.65 9.05 11.55 13.43 12.35 

HT2RP3000431 2.05 2.05 4.93 3.43 3.26 3.93 

MT2RP3000433 2.63 2.63 8.65 5.65 7.09 6.65 

HT2RP3000436 11.39 11.39 20.93 18.76 9.35 18.86 

NT2RP3000439 1.4 1.4 3.61 2.54 3.56 2 

NT2RP3000441 3.88 3.88 7.4 7.56 7.92 6.39 

NT2RP3000444 3.31 3.31 7.29 2.36 3.25 2.2 

IIT2RP3000448 4.45 4.45 10.15 4.05 6.54 3.93 

NT2RP3000449 2.84 2.84 4.59 3.1 3.94 2.93 

MT2RP3000451 1.76 1.76 5.12 3.7 5 2.96 

NT2RP3000456 1.69 1.69 5.48 4.23 6.67 4.21 

NT2RP3000460 18.87 18.87 36.67 24.52 25.24 26.25 

NT2RP3000471 3.14 3.14 6.49 2,74 4.98 5.84 

IIT2RP3000477 19.96 19.96 23.67 28.98 17.78 32.78 

NT2RP3000478 5.86 5.86 8.95 5.21 8.98 2.6 

NT2RP3000481 5.48 5.48 5.76 2.76 3.61 1.52 

NT2RP3000484 3.51 3.51 4.26 2.32 2.55 1.76 

MT2RP3000487 1.77 1.77 7.4 5.07 4.03 4.97 

NT2RP3000512 3.29 3.29 17.7 15.17 15.9 14.52 

IIT2RP3000S23 13.05 13.05 30.74 31.75 27.83 34.4 

NT2RP3000526 3.07 3.07 7.38 5.18 6.31 4.64 

MT2RP3000527 2.83 2.83 6.5 3.76 7.25 5.03 

NT2RP3000531 2.9 2.9 7.71 5.11 5.51 4.69 

IIIT2RP3000532 5.74 5.74 5.6 5.75 8.39 4.26 
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NT2RP3000172 

NT2RP3000186 

NT2RP3000197 

NT2RP3000201 

MT2RP3000204 

NT2RP3000207 

NT2RP3000216 

NT2RP3000220 

NT2RP3000221 

NT2RP3000232 

NT2RP3000233 

NT2RP3000234 

NT2RP3000235 

NT2RP3000239 

NT2RP3000247 

NT2RP3000251 

NT2RP30002S2 

NT2RP30002S5 

NT2RP3000262 

NT2RP3000266 

NT2raP3000267 

NT2RP3000271 

NT2RP3000278 

NT2RP3000281 

NT2RP3000292 

NT2RP3000299 

NT2RP3000304 

NT2RP3000310 

NT2RP3000312 

NT2RP3000320 

NT2RP3000322 

NT2RP3000324 

NT2RP3000326 

NT2RP3000329 

NT2RP3000330 

NT2RP3000333 

NT2f»>3000341 

NT2IQ>3000344 

MT2RP3000345 



0. 86 


0. 86 


4. 32 


4. 32 


1.22 


1.22. 


2.4 


2.4 


2.16 


2.16 


2. 87 


2. 87 


5. 38 


5. 38 


5. 14 


5.14 


2, 18 


2.18 


2.7 


2.7 


1.55 


1.55 


3. 23 


3. 23 


1.57 


1.57 


4. 61 


4. 61 


3. 25 


3. 25 


6.11 


6.11 


3. 73 


3. 73 


2. 18 


2. 18 


6. 72 


6. 72 


6. 47 


6. 47 


2 71 


2 71 


4.38 


4. 38 


7.84 


7.84 


4.94 


4.94 


5. 63 


5. 63 


2. 31 


2. 31 


2 15 


2. 15 


7. 24 


7. 24 


2. 99 


2. 99 


7.06 


7. 06 


11. 05 


11.05 


6. 91 


6. 91 


1 95 

i ■ 9w 


1. 95 




Cm 0 


4.1 


4.1 


3. 23 


3.23 


8.8 


8.8 


2. 73 


2.73 


3.09 


3.09 



1.53 1.66 

10.6 19.18 

-4.66 4.03 

7.2 10.49 

4. 44 3. 88 
4.71 3 
10. 1 5. 87 
5. 66 3. 68 

5.45 6.26 
8.01 7.1 
6.01 6.9 

'9. 09 12.89 

3. 3 2. 35 
11.11 9.51 

5. 82 2. 92 

6.52 5.22 

7.99 7.61 

2.96 3.26 

9.43 11.67 

15.5 13.38 
4. 04 2. 9 

5.57 5.11 

56.85 48.55 

10.72 8.19 

14.1 9.17 

4. 92 3. 73 

3.48 2.85 

24.22 18.94 

8.16 3.31 

6.17 5.25 
18.76 32.59 
46.42 36.64 

6.17 4.02 
5. 96 4. 97 

6.18 4.62 
7.45 4.36 

12.85 14.81 

3. 75 2. 69 

3.57 1.65 



1.2 


1.46 


15.43 


15.82 


4. 29 


3. 39 


8.4 


7.88 


4.1 


4. 25 


2.6 


2.45 


9.5 


5. 73 


5. 69 


2. 92 


6. 63 


5. 93 


5. 52 


5. 92 


5.91 


4.06 


10,4 


11.41 


2. 92 


1.38 


9. 71 


14. 92 


4.04 


1.96 


5.82 


3. 25 


8. 53 


8.4 


3. 13 


1.97 


7. 95 


9. 13 


10. 83 


12. 64 


2. 64 


3. 03 


4. 84 


3. 72 


82. 07 


42. 57 


8.22 


7. 27 


6. 77 


6. 93 


4. 89 


4. 98 


3. 36 


1.64 


23. 07 


19. 88 


5. 25 


3. 87 


4. 74 


4.74 


45.13 


46. 95 


43. 53 


39. 68 


5- 75 


3. 53 


A iiA 
0. 


9. 9 


5. 53 


6.12 


5. 28 


4.52 


18. 59 


14.41 


3. 54 


2.29 


1.97 


2.66 
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NT2RP3000014 


3. 29 


3.29 


7.66 


4.22 


3.06 


4.95 


NT2RP3000016 


3.42 


3.42 


7 


5. 29 


6. 56 


6.11 


NT2RP3000022 


1.71 


1.71 


...3.93 


1.72 


4.68 


0. 59 


NT2RP3000024 


3.74 


3.74 


7. 03 


4.31 


4.92 


4.06 


NT2RP3000031 


4.66 


4. 66 


8. 66 


4 


6.75 


4.86 


NT2RP3000034 


3. 76 


3.76 


6.24 


4.44 


7.13 


3. 23 


NT2RP3000037 


2. 76 


2.76 


6.5 


9. 41 


13.44 


11.06 


NT2RP3000040 


2.04 


2.04 


5.96 


3. 21 


3.46 


3.56 


NT2RP3000041 


2.15 


2.15 


7.35 


3. 71 


3.01 


3.16 


NT2IU>3000046 


1.95 


1.95 


4.42 


3.67 


7.11 


3.84 


NT2RP3000047 


3.25 


3.25 


5. 55 


5.85 


6.2 


5.94 


NT2RP3000049 


2.54 


2.54 


*6.94 


5. 26 


7.78 


3. 58 


NT2RP3000050 


4.99 


4.99 


9. 03 


3. 76 


8.5 


6.22 


NT2RP3000051 


5. 99 


- 5.99 


10.69 


8.51 


11.19 


9.72 


NT2RP3000054 


4.31 


4.31 


6.5 


4.38 


5.35 


3.22 


NT2RP3000055 


1.98 


1.98 


4.76 


3.81 


■ 2.67 


3.96 


NT2RP3000056 


2.87 


2. 87 


7.09 


5.59 


3.32 


3. 91 


NT2RP3000059 


2. 54 


2.54 


5.1 


1.89 


4.07 


1.6 


NT2RP3000063 


2.18 


2.18 


5. 51 


3.34 


5.19 


2.27 


NT2RP3000068 


3. 76 


3.76 


24.22 


25.83 


37.88 


23. 13 


NT2RP3000069 


17.44 


17.44 


20.58 


22 


28.87 


18.2 


NT2RP3000072 


5.9 


5.9 


6.18 


4.96 


5.39 


4.19 


NT2RP3000080 


4.38 


4.38 


6.72 


3.78 


5.28 


3.93 


NT2RP3000085 


1.9 


1.9 


4.84 


5.13 


4. 66 


5.5 


MT2RP3000087 


3.77 


3.77 


9.1 


6.22 


5. 61 


6 


NT2RP3000092 


1.92 


1.92 


3.6 


2.72 


3.2 


2.52 


NT2RP3000109 


1.74 


1.74 


5.05 


5.63 


7.94 


4.24 


NT2RP3000119 


4.66 


4.66 


14.27 


11.29 


13.7 


14.28 


NT2RP3000125 


3. 02 


3.02 


5. 56 


3.42 


4.53 


2 


NT2RP3000131 


7.84 


7. 84 


14.37 


16. 23 


19. 96 


12. 93 


NT2RP3000134 


5. 96 


5.96 


9. 01 


6. 61 


7.25 


6.46 


NT2RP3000137 


3.88 


3.88 


6.48 


5. 58 


6.3 


6.11 


NT2RP3000142 


2.87 


2. 87 


7.77 


7.28 


5. 03 


5.31 


NT2RP3000148 


1.84 


1.84 


6.28 


4.9 


5.04 


5.34 


NT2RP3000149 


2.51 ' 


2. 51 


6.97 


6.14 


7.77 


8.24 


NT2RP3000163 


2.16 


2.16 


6.17 


3. 27 


3.9 


2.5 


MT2RP3000168 


5.53 


5. 53 


14.55 


12.8 


11.65 


11.73 


NT2RP3000169 


3. 74 


3. 74 


6. 01 


6. 03 


8.47 


5.72 


NT2RP3000171 


10.86 


10.86 


16.71 


28. 33 


38. 98 


25.93 
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NT2RP2006334 

NT2RP2006338 

NT2RP2006339 

NT2RP2006355 

MT2RP2006365 

NT2RP2006374 

NT2RP2006393 

NT2RP2006394 

NT2RP2006400 

NT2RP2006411 

NT2RP2006429 

NT2RP200643S 

NT2RP2006436 

NT2RP2006441 

NT2RP2006447 

KT2RP20064S4 

NT2RP2006455 

NT2RP2006456 

NT2RP2006464 

NT2RP2006467 

NT2RP2006472 

NT2RP2006474 

NT2RP2006475 

NT2RP2006476 

NT2RP2006501 

NT2RP2006512 

NT2RP2006526 

NT2RP2006527 

NT2RP2006534 

IIT2i»>2006S37 

NT2RP2006543 

NT2RP2006554 

NT2RP2006S65 

MT2RP2006571 

NT2RP2006573 

NT2RP2006598 

NT2RP2006601 

NT2RP3000002 

NT2RP3000011 



2. 24 


2. 24 


2.4 


2.4 


2. 24 


2. 24 


3. 61 


3. 61 


3.3 


3.3 


16.34 


16. 34 


4. 93 


4. 93 


8. 59 


8. 59 


2.25 


2. 25 


27. 71 


27. 71 


2. 22 


2. 22 


1.46 


1.46 


2. 33 


2, 33 


4. 69 


4. 69 


2. 41 


2. 41 


2.58 


2. 58 


3. 79 


3. 79 


1.96 


1.96 


5.44 


5.44 


4. 17 


4 17 


5. 05 


5.05 


4.69 


4. 69 


2.5 


2. 5 


5. 34 


5. 34 


2.44 


2.44 


10. 25 


10, 25 


2. 09 


2. 09 


3. 61 


3.61 


2. 24 


2.24 


6. 08 


6.08 


7. 83 


7.83 


1.33 


1.33 


3. 78 


3. 78 


1 1ft 
1 • oo 


1 tfi 

1 . oo 


2.1 


2.1 


2.25 


2.25 


24. 92 


24.92 


5.04 


5.04 


1.82 


1.82 



4.02 4.57 

S. 26 4. 73 

.2. 94 2. 47 

4. 59 3. 14 

4.44 2.42 

111.62 108.73 

7. 68 7. 38 

17.91 11.3 

4. 51 2. 08 

42.11 23.61 

7.3 2.82 

'5.29 1.76 

6. 43 4. 33 

8. 19 7. 76 

4.78 3.18 

5.38 4.39 

7. 14 2. 91 

5.99 2.51 

8. 28 4. 47 

10 8. 56 

6. 84 7. 24 

16.3 18.19 

9. 54 6. 14 

14.94 7.62 

7. 28 4. 6 

19.79 16.72 
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0. 04 




5 19 


3.58 


5.19 


3.18 


3.66 


1.95 


5.79 


3.03 


3.05 


1.94 


4.51 


2.17 


2.48 


1.65 


9.57 


13.62 


14.25 


12.66 


8. 31 


7. 51 


6. 76 


6.93 


3.48 


3.82 


3. 37 


2.47 


11.61 


9.5 


11.13 


10.25 


6.43 


6.54 


6.97 


5.01 


11.88 


5.41 


5.59 


2.16 


9.12 


10.73 


11.92 


7.44 


5. 39 


2.63 


3. 78 


2.19 


4.26 


2.9 


2.7 


1.68 


18.36 


20.51 


19.28 


24.6 


5.43 


4.8 


4.72 


4.21 


42.99 


35.71 


30.01 


43.52 


14.98 


18.7 


14.88 


14.48 


4.11 


4.26 


3. 66 


2.71 


6.84 


10.43 


12.36 


7.8 


14.99 


13.92 


17.38 


10.69 


7.82 


15.73 


18. 97 


16.02 


6.72 


5.14 


5 


4.62 
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NT2RP2000479 
NT2RP2000498 
NT2RP2000503 
NT2RP2000510 
NT2RP2000514 
NT2RP2000516 
NT2RP2000523 
NT2RP2000533 
NT2RP2000540 
NT2RP2000547 
NT2RP2000557 
NT2RP2000558 
NT2RP2000564 
NT2RP2000565 
IIIT2RP2000583 
NT2RP2000591 
NT2RP2000599 
NT2RP2000601 
NT2RP2000603 
NT2RP2000610 
NT2RP2000614 
NT2RP2000616 
NT2RP2000617 
NT2RP2000623 
NT2RP2000634 
NT2RP2000636 
)rr2RP2000638 
NT2RP2000644 
NT2RP2000649 
NT2RP2000652 
NT2RP2000656 
NT2RP2000658 
NT2RP2000663 
tfT2RP2000664 
NT2RP2000668 
NT2RP2000678 
NT2RP2000694 
MT2RP2000704 
NT2RP2000710 



3.3 


3.3 


3. 07 


3.07 


2.47 


2.47- 


4. 01 


4.01 


2.65 


2. 65 


4.72 


4. 72 


2.21 


2.21 


17.82 


17.82 


1.98 


1.98 


3.1 


3.1 


4. 26 


4. 26 


3.43 


3.43 


3.04 


3.04 


4.54 


•4.54 


14.8 


14.8 


0.81 


0.81 


1.85 


1.85 


1.78 


1.78 


2. 58 


2. 58 


3.77 


3.77 


75.85 


75.85 


1.81 


1.81 


2.17 


2.17 


3.1 


3.1 


1.56 


1.56 


3.78 


3.78 


4.37 


4.37 


2.22 


2.22 


8.96 


8.96 


3.35 


3.35 


3.73 


3. 73 


1.08 


1.08 


4.23 


4.23 


4.24 


4.24 


7.49 


7.49 


1.77 


1.77 


4.89 


4.89 


1.8 


1.8 


4.51 


4.51 



7.51 5.33 

6.25 4.48 
--4. 46 2. 54 

6.19 5.08 

2.51 1.94 

9. 77 4. 92 

3.17 1.92 

29.05 22.57 

4.66 3.01 

5.26 4.38 
6. 96 4. 34 

'7.17 6.43 

7.2 3.49 

11.07 7.64 

44.9 49.6 

3.81 1.53 

4.1 1.97 

4.67 1.28 
4. 44 2. 54 
7.23 6.32 

129.42 130.63 
4.89 3.9 

6.73 5.78 

5. 36 3. 46 

3. 92 2. 29 

8.64 6.27 

8.91 4.57 

5.47 3.41 

15.76 13.65 

4.58 3.57 

6. 93 4. 83 

2.64 1.51 

6. 9 5. 98 

10.24 12.72 

26.84 16.92 

3.19 1.77 

8.39 11.06 

5. 63 2. 99 

9. 96 6. 72 



5. 71 


5.06 


5.09 


3.9 


2.82 


1.52 


6.45 


3.7 


2.25 


1.63 


5.29 


5.18 


2.44 


2.63 


27.56 


30.78 


5.41 


5.18 


5.27 


3. 71 


6.5 


3. 32 


7.11 


8. 26 


8.03 


4. 77 


9.24 


9.98 


34.93 


49.08 


•2.61 


1.21 


3.43 


2.36 


2.48 


1.3 


2.84 


2. 98 


7.62 


5. 53 


184.38 


188.58 


5.1 


3.83 


6.82 


6.26 


5.1 


3.49 


3.34 


2.02 


7.6 


6.62 


7.41 


5. 69 


4.16 


3.45 


17.22 


13.07 


4.36 


2.72 


3. 91 


4.08 


3.18 


1.43 


7. 21 


5.9 


12.54 


16.44 


20.41 


17.17 


2.09 


1.13 


13 


13. 36 


3.13 


3. 67 


8.08 


7. 23 
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NT2RP2000240 


2.01 


2.01 


5.25 


2.49 


3. 41 


1.45 




NT2RP2000248 


4.29 


4.29 


6.09 


2. 82 


2.39 


0. 96 


* 


NT2RP2000256 


5.7 


5.T- 


--8»25 


5. 62 


6. 22 


5.44 




MT2RP2000257 


3.47 


3.47 


6. 92 


4. 86 


6. 52 


4.34 




NT2RP2000258 


1.53 


1.53 


3.83 


3.88 


2. 93 


3. 02 




NT2RP2000261 


2.95 


2.95 


3.94 


4.47 


3. 59 


2.91 




NT2RP2000270 


3.12 


3.12 


6.26 


6.66 


4.06 


4.3 




NT2RP2000274 


1.78 


1.78 


3.87 


3.48 


5.16 


2.56 




NT2RP2000277 


2.18 


2.18 


6.13 


3.19 


4.02 


2.98 




NT2RP2000279 


2.26 


2.26 


4. 92 


2.43 


2.52 


2.17 




NT2RP2000283 


5. 75 


5. 75 


27.65 


21.53 


27.32 


24.78 




NT2RP2000288 


6. 29 


6.29 


7.46 


8.9 


10.89 


8.64 




NT2RP2000289 


1.12 


1.12 


2. 79 


3.09 


2. 77 


1.93 




NT2RP2000297 


2.57 


2.57 


5.7 


4.8 


4.53 


6.09 




NT2RP2000298 


3.61 


3.61 


9.64 


8.51 


7.66 


8.24 




NT2RP2000310 


1.43 


1.43 


2.3 


2.46 


3.41 


1.7 




NT2RP2000327 


2.12 


2.12 


3.96 


3.13 


3.49 


1.57 




NT2RP2000328 


6.95 


6.95 


11.56 


13.43 


16.7" 


14.68 


* 


NT2RP2000329 


10.73 


10.73 


10.17 


17.55 


23. 92 


18.52 




NT2RP2000333 


6.35 


6. 35 


6.4 


6.83 


7.17 


4.64 




NT2RP2000337 


2.05 


2.05 


5.16 


4.43 


5.32 


5.31 




NT2RP2(X)0346 


2.55 


2.55 


5.18 


7.2 


5.63 


4.95 




NT2RP2000357 


1.57 


1.57 


6. 87 


5.48 


5.14 


5. 35 




NT2RP2000358 


2.09 


2.09 


4.52 


5.03 


4.9 


4.01 




NT2RP2000366 


3. 23 


3.23 


4.08 


4.16 


4.25 


2. 32 




NT2RP2000369 


7.22 


7.22 


9. 94 


44. 13 


45.2 


44.34 




NT2RP2000376 


26.92 


26.92 


108.62 


84.48 


134.63 


85.95 




NT2RP2000394 


6.49 


6.49 


5.92 


5.08 


8.52 


4.21 




NT2RP2000396 


2. 71 


2.71 


6.55 


7.52 


6.8 


5.02 




NT2RP2000412 


4.48 


4.48 


23.45 


21.42 


24.93 


20.49 




NT2RP2000414 


8.03 


8.03 


18. 69 


23.83 


18. 98 


23. 37 




NT2RP2000420 


1.12 


1.12 


4.11 


3.54 


3.25 


1.97 




NT2RP2000422 


6. 41 


6.41 


13.18 


17.56 


17.88 


18.67 


* 


NT2RP2000426 


21.59 


21.59 


80.94 


87.94 


110.97 


74.98 




NT2RP2000428 


24.92 


24.92 


43.91 


34.21 


35.59 


30.95 




NT2RP2000438 


5.06 


5.06 


5.17 


5.62 


6.94 


5.11 




NT2RP2000447 


4.14 


4.14 


9. 68 


7.3 


7.08 


7.16 




NT2RP2000448 


3.03 


3.03 


4.63 


4. 57 


3. 57 


3.17 




NT2RP2000459 


2.47 


2.47 


4.93 


2.82 


3.15 


2.09 





+ 
+ 
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NT2RP2000056 


3.68 


3.68 


6. 23 


5.67 


6.89 


5.8 


NT2RP20000S7 


60.79 


60.79 


174.83 


212.63 


239.81 


221.98 


NT2RP2000067 


3.1 


3.1 


-3. 86 


2. 98 


4. 36 


5. 72 


NT2RP2000070 


2.91 


2. 91 


6. 27 


5.7 


5. 95 


8. 21 


NT2RP2000076 


1.66 


1.66 


4.45 


2.98 


3. 58 


3.23 


NT2RP2000077 


1.67 


1.67 


4.73 


2.43 


4.94 


3.14 


NT2RP2000079 


3.76 


3.76 


9.24 


5.15 


4.81 


5.47 


HT2RP2000088 


2.9 


2.9 


5.22 


2.18 


3.07 


2.21 


NT2RP2000091 


5.84 


5.84 


6.54 


6.62 


8.28 


6.72 


NT2RP2000092 


4.37 


4.37 


6.7 


6.06 


7.67 


5.65 


NT2RP2000097 


2.74 


2.74 


3. 39 


3.4 


4.13 


4.13 


NT2RP2000098 


3.44 


3.44 


6.83 


6. 69 


9. 01. 


6. 27 


NT2RP2000108 


1.93 


1.93 


7.24 


4.8 


6. 31 


6. 68 


-NT2RP2000114 


1.95 


1.95 


3.65 


2.58 


4.41 


2.9 


NT2RP2000116 


3.17 


3.17 


7. 36 


5.35 


3.85 


9.42 


NT2RP2000119 


3.14 


3.14 


7.16 


4.58 


• 7.96 


5.6 


NT2RP2000120 


3. 91 


3.91 


7.62 


5. 57 


8.5 


5.8 


NT2RP2000126 


2. 86 


2. 86 


4.86 


3.88 


5.r 


3.44 


NT2RP2000133 


1.83 


1.83 


3.66 


3.13 


4.05 


2.01 


NT2RP2000147 


6. 28 


6.28 


12.88 


11.64 


6.51 


8. 58 


NT2RP2000153 


4. 61 


4.61 


9.55 


10.57 


6.49 


12.05 


IIT2RP2000156 


3.27 


3.27 


8.24 


5.59 


6.55 


4.07 


NT2RP2000157 


3.7 


3.7 


6. 33 


6.57 


5.02 


4.15 


NT2RP2000161 


4.45 


4.45 


8. 82 


7. 52 


7.5 


6.02 


NT2RP2000168 


4.22 


4.22 


12.63 


3.94 


6.03 


3.88 


MT2RP2000173 


12. 56 


12.56 


81.37 


72.12 


92.12 


78. 68 


NT2RP2000175 


1.9 


1.9 


3.78 


2.03 


3.33 


4.43 


NT2RP2000178 


2.06 


2.06 


6.06 


3.23 


3. 01 


3.81 


NT2RP2000183 


1.64 


1.64 


7.82 


5.82 


6. 21 


6.03 


IIIT2RP2000195 


3.1 


3.1 


6.65 


6 


6.71 


3.22 


NT2RP2000204 


73.6 


73.6 


93.43 


102.95 


40.16 


62.34 


NT2RP200020S 


4 


4 


6. 56 


3.91 


5.74 


4.5 


NT2RP2000208 


3. 06 


3.06 


9.42 


4.23 


6.77 


3. 36 


NT2RP2000224 


13.3 


13.3 


31.75 


18.34 


21.15 


20. 93 


NT2RP2000230 


9.96 


9.96 


18.99 


12.16 


16.4 


11.95 


NT2RP2000231 


4.3 


4.3 


7.41 


4.24 


3.43 


4.54 


NT2I«>2000232 


1.08 


1.08 


2.75 


1.53 


2.45 


0.74 


MT»P2000233 


8.04 


8.04 


60.44 


47.2 


64.72 


52. 31 


MT2RP2000239 


3 


3 


4.7 


8.93 


8. 93 


7. 01 
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NT2RP1 001449 

NT2RP1001457 

NT2RP1 001.459 

NT2RP1001466 

NT2RP1001475 

NT2RP1001482 

NT2RP1001494 

NT2RP1 001500 

NT2RP1001517 

NT2RP1001540 

NT2RP1001543 

NT2RP1001546 

NT2RP1001550 

NT2RP1001553 

lirT2RP1001555 

NT2RP1001563 

NT2RP1001569 

NT2RP1001584 

NT2RP1001599 

NT2RP1001616 

NT2RP1001654 

NT2RP1001665 

NT2RP1001679 

NT2RP1001681 

NT2RP1001694 

NT2RP2000001 

NT2RP2000006 

NT2RP2000007 

NT2RP2000008 

NT2RP2000010 

NT2RP2000011 

NT2RP2000027 

NT2RP2000028 

NT2RP2000032 

NT2RP2000040 

NT2RP2000042 

NT2RP2000045 

NT2RP2000051 

NT2RP20000S4 



6.23 6.23 

4.09 4.09 

21.54 21.54 

5. 73 5. 73 
2. 45 2. 45 
3. 93 3. 93 
1.61 1.61 
3.39 3.39 
5.11 5.11 

4. 74 4. 74 
1.02 1.02 

22.51 22.51 

9.33 9.33 

2. 07 2. 07 
36.28 36.28 

2.28 2.28 

9. 43 9. 43 

15.6 15.6 

1.18 1.18 

5 5 

11.78 11.78 

2. 77 2. 77 

76. 31 76. 31 

10.11 10.11 

3. 58 3. 58 

5. 23 5. 23 

3.49 3.49 

3.18 3.18 

2. 77 2. 77 

2. 89 2. 89 

7. 08 7. 08 
2.28 2.28 

22.93 22.93 

2.5 2.5 

11.67 11.57 

5. 28 5. 28 

5. 7 5. 7 

3.16 3.16 

2. 55 2. 55 
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7.5 


6. 29 


4.21 


2.11 


t32. 97 


90.96 


14.97 


11.31 


6. 31 


5.98 


9.18 


15.88 


4.6 


4.34 


8.13 


8.09 


7.37 


4.41 


5,03 


4.6 


1.83 


1.49 


h^.s^ 


34.99 


21.4 


14.35 


6.07 


5.69 


58.55 


41.1 


3.44 


2.07 


16 


17. 31 


19. 66 


28.1 


1.95 


1.27 


11.95 


9.49 


18.07 


16.27 


4.72 


2.73 


195.7 


199.2 


15.1 


20. 39 


3.82 


2.45 


5.53 


4.17 


7.32 


4.12 


6.56 


4.68 


6. 72 


3.66 


5.59 


2. 99 


17. 96 


14.55 


7.42 


4.52 


6154 


46.48 


5.85 


3.11 


23.92 


14.38 


10. 32 


6.89 


9.42 


5. 27 


6. 29 


9. 23 


6.42 


3.81 



8. 21 


4.63 


2.26 


2.63 


107. 97 


81.08 


9. 39 


10.99 


6. 67 


3.9 


13. 03 


8.2 


4.18 


2.25 


8.65 


7.42 


5.38 


2.36 


4.86 


3.11 


1.12 


0. 98 


22. 76 


33. 42 


12. 21 


13.42 


6.04 


4.45 


53.63 


54.35 


2.24 


1.31 


18.21 


13.04 


32. 53 


25.83 


1.19 


1.24 


6.7 


8.95 


16.54 


18.38 


2.05 


2.05 


240.87 


222.46 


21.03 


23.99 


2. 38 


1.97 


4.54 


3.74 


3.88 


3.4 


5. 66 


4.92 


5.3 


4.9 


5.06 


2.5 


14.74 


15.15 


4.89 


3. 61 


51.47 


53.47 


3. 71 


6.42 


14.5 


23.1 


7.21 


12.64 


6.45 


6.3 


9.96 


9.53 


5.42 


2.53 
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NT2RP1 001020 


1.87 


1.87 


4.11 


2.08 


3. 75 


2.36 




NT2RP1001023 


62.79 


62.79 


145.09 


101.48 


105.86 


143.96 




MT2RP100W27 


18.11 


18.11 


-82,46 


51.63 


59.05 


68.9 




MT2RP1001031 


1.83 


1.83 


3. 31 


2.05 


3.53 


2.25 




MT2RP1001033 


2.43 


2.43 


6.09 


5. 68 


5. 98 


4.27 




NT2RP1001042 


2.94 


2. 94 


6.47 


2. 99 


3.85 


2.04 




MT2RP1001045 


15.95 


15.95 


23.24 


40. 66 


47.04 


44.53 


** 


NT2RP1001073 


6.64 


6.64 


10.57 


8. 32 


10.46 


7. 33 




NT2RP1 001079 


2. 91 


2.91 


6.37 


2.16 


2.58 


1.48 




NT2RP1001080 


2.16 


2.16 


4.89 


6. 88 


4.2 


4.56 




NT2RP1 001113 


1.07 


1.07 


3.64 


3.55 


3.94 


3.26 




NT2RP1001159 


21.42 


21.42 


'43.84 


22.89 


23. 31 


34.25 




NT2RP1001173 


1.7 


1.7 


3.07 


1.38 


4. 28 


1.52 




HT2RP1001176 


7.4 


7.4 


10.13 


13 


9.31 


13. 95 




MT2RP1001177 


5. 31 


5. 31 


5.75 


3. 01 


5.5 


2.02 




NT2RP1001185 


6.42 


6.42 


9.37 


3.79 


4.63 


2.73 


* 


NT2RP1001199 


3.9 


3.9 


7.67 


6. 93 


5.22 


3.28 




IIIT2RP1001205 


7.78 


7.78 


19.46 


16.66 


12.64 


23.28 




NT2RP100121S 


1.82 


1.82 


5.02 


3.79 


4.12 


3.15 




NT2RP1001225 


4.54 


4.54 


7.96 


7. 56 


8.77 


6.31 




DrT2RP1001245 


7.27 


7.27 


10.86 


19. 68 


21.03 


22.13 


** 


NT2RP1001247 


2.04 


2.04 


4.01 


1.77 


2.89 


1.67 




NT2RP1 001248 


2.81 


2. 81 


6.79 


3.94 


4.63 


2.4 




NT2RP1001253 


5. 02 


5.02 


6.39 


4.48 


4.38 


3.32 




NT2RP1001286 


6.18 


6.18 


7. 69 


3. 79 


3.88 


4.12 




NT2RP1001294 


2.4 


2.4 


4.47 


3.6 


2. 73 


4.18 




NT2RP1001302 


2.46 


2.46 


4.51 


4.89 


2.9 


5.39 




NT2RP1001310 


15.54 


15.54 


34.01 


21.13 


20.75 


27.15 




NT2RP1001311 


1.9 


1.9 


3.22 


2.66 


3.16 


2.38 




NT2RP1001313 


2.6 


2.6 


7.72 


5.45 


7.85 


5.78 




NT2RP10Q1324 


2.47 


2.47 


5.3 


3.34 


4.17 


2.35 




MT2RP1001349 


3.3 


3.3 


6.29 


3.63 


3. 92 


2.14 




NT2RP1001361 


19. 41. 


19. 41 


18. 28 


23. 28 


28.33 


24.16 


* 


NT2RP1001379 


3. 82 


.3. 82 


9. 52 


4.97 


7. 97 


7. 06 




NT2RP1001385 


2.06 


2.06 


4.51 


4.09 


3. 89 


4.4 




NT2RP100139S 


4.96 


4.96 


7.86 


6. 01 


6.32 


8.13 




NT2RP1 001410 


8.75 


8.75 


20.39 


15.74 


15.66 


9.94 




NT2RP1001424 


2.39 


2. 39 


3.34 


3 


3 


1.73 




NT2RP1001432 


4.33 


4.33 


3.86 


2.19 


1.76 


2.05 


** 
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NT2RP1 000769 


9. 31 


9.31 


13. 98 


7.42 


8. 59 


7. 19 


NT2RP1 000780 


0.86 


0.86 


1.01 


1.87 


1.13 


0.89 


NT2Rin000382 


4.25 


4.25- -J 2. 21 


10.24 


7. 96 


9. 13 


NT2RP1 000796 


3.17 


3.17 


2. 69 


4.23 


2.99 


2.86 


NT2RP1 000797 


12. 31 


12. 31 


22. 78 


19.44 


18.64 


21.78 


NT2RP1 000800 


1.13 


1.13 


3.74 


2.46 


2.66 


1.46 


NT2RP1 000825 


2.38 


2.38 


2. 91 


1.04 


1.88 


0.87 


NT2RP1 000833 


2.5 


2.5 


2. 85 


0. 92 


2.39 


1.26 


NT2RP1 000834 


35.44 


35.44 


66.57 


73.98 


90.28 


71.45 


NT2RP1000836 


1.83 


1.83 


3.43 


1.01 


2. 39 


1.04 


MT2RP1 000837 


3. 36 


3. 36 


6. 66 


3.22 


4. 71 


3. 67 


MT2RP1 000846 


1.29 


1.29 


'5.48 


1.67 


2.84 


1.4 


MT2RP1 000847 


1.99 


1.99 


5.49 


2.15 


5.12 


1.64 


MT2RP1 000851 


4.67 


4.67 


9.32 


6.18 


7.94 


6.72 


NT2RP1000856 


14.31 


14.31 


17.46 


20.38 


23.22 


19.37 


NT2RP1000860 


2.09 


2.09 


4.54 


4.02 


2.74 


4.04 


NT2RP1 000902 


5. 31 


5.31 


11.6 


6.94 


9.91 


7.34 


MT2RP1 000903 


2.45 


2.45 


6.26 


4.04 


3.42 


4.24 


NT2RP1 000905 


1.76 


1.76 


4.87 


5.36 


5.66 


10 


NT2RP1000915 


5. 51 


5.51 


10.01 


6.72 


8.59 


9.91 


NT2RP1000916 


2.31 


2.31 


5.51 


1.78 


3.82 


2.09 


NT2RP1 000921 


9.38 


9.38 


8.73 


8.23 


9.13 


7.92 


NT2RP1 000943 


S.14 


5.14 


10.76 


8. 51 


8.55 


7.2 


NT2fiP1000944 


1.59 


1.59 


2. 21 


1.78 


1.74 


1.15. 


NT2RP1 000947 


8.5 


8.5 


14. 91 


16. 51 


15.04 


14.22 


NT2fiP1 000954 


2.11 


2.11 


4. 96 


2.74 


5.55 


3.04 


NT2RP1 000958 


6.48 


6.48 


14.73 


4.54 


10.17 


10.21 


NT2RP1 000959 


124. 81 


124.81 


209.45 


128.43 


72.65 


206.1 


NT2RP1 000966 


9. 96 


9.96 


12.96 


14.28 


15.36 


21.39 


NT2RP1000974 


2.46 


2.46 


5.38 


3. 98 


6.08 


3. 71 


NT2RP1 000980 


3. 07 


3.07 


5.5 


4.04 


4.53 


4. 02 


NT2RP1 000981 


4.3 


4.3 


8.09 


5. 68 


7.26 


5.27 


NT2RP1 000988 


6.45 


6.45 


10.46 


9.62 


6.44 


7.87 


NT2RP1 001002 


2.8 


2.8 


7. 36 


3.94 


4.57 


4.3 


NT2RP1001004 


4.72 


4.72 


8.25 


3.65 


4.9 


5. 37 


NT2RP1001007 


1.42 


1.42 


3.42 


1.69 


3.84 


2.03 


NT2RP1001011 


1.94 


1.94 


5. 93 


3. 82 


5.46 


4.83 


NT2RP1001013 


4.45 


4.45 


9.41 


5, 92 


8.62 


5.04 


NT2RP1 001014 


2.21 


2.21 


5.89 


3. 76 


6.64 


3.49 
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NT2RP1000S44 


1.53 


1.53 


2.45 


1.38 


1.24 


1.44 








NT2RP1000S47 


0.88 


0.88 


2.45 


2 


1.63 


1.23 






5 


NT2RP1O00Sa 


1.7 


1.7- 


. -3.62 


2.13 


3.2 


1.1 








NT2RP1 000567 


1.66 


1.66 


4.29 


2.54 


4.29 


1.77 








NT2RP1 000574 


1.99 


1.99 


4.28 


1.5 


3.43 


1.38 








NT2RP1 000577 


3.14 


3.14 


6. 01 


3.16 


5. 31 


2.05 






10 


NT2RP1 000579 


4.64 


4.64 


6.24 


3. 27 


3. 97 


2.04 








NT2RP1 000581 


5.22 


5.22 


3.58 


2. 07 


1.61 


0.93 


** 


- 




NT2RP1 000593 


1.74 


1.74 


4.39 


2.48 


3.28 


2.3 






IS 


NT2RP1000604 


3.85 


3.85 


7. 75 


17.25 


13.78 


16.39 


** 


+ 




NT2RP1 000609 


1.15 


1.15 


2.21 
2. 56 


2.84 


2.61 


1.55 








NT2RP1000613 


1.12 


1.12 


1.82 


4.29 


0.82 








NT2RP1 000622 


5.94 


5.94 


15.9 


14.91 


19.42 


15.46 






20 


NT2RP1 000627 


9.18 


9.18 


18.96 


23. 88 


21.9 


14.86 








NT2RP1000629 


4.18 


4.18 


5.9 


5. 92 


5.32 


3.17 








NT2RP1000630 


6.54 


6.54 


7.84 


7.21 


7.67 


7.92 






25 


NT2RP1000639 


0.64 


0.64 


0. 31 


1.53 


2.04 


0.28 








NT2RP1 000640 


130. 14 


130. 14 


307. 77 


227.5 176.05 


232.29 








NT2RP1 000646 


4.14 


4.14 


9.59 


10.19 


11.87 


12.15 


* 


+ 




NT2RP1 000659 


2.65 


2. 65 


7 


8.91 


7.99 


6.04 






30 


NT2RP1 000674 


13.48 


13.48 


28.08 


43. 62 


45.82 


56. 95 




+ 




lfT2RP1000677 


3.9 


3.9 


10. 76 


11.84 


10.19 


9.87 








in'2RP1000679 


2.38 


2.38 


3.76 


2.3 


2.35 


1.05 






35 


l(T2RP1000688 


4.72 


4.72 


3.34 


2.76 


2.73 


1.83 


• 


- 




NT2RP1 000689 


1.44 


1.44 


1.86 


2.03 


1.22 


1.13 








NT2RP1 000695 


1.11 


1.11 


2.5 


2.09 


2.44 


1.52 








MT2RP1 000701 


0.89 


0.89 


1.08 


2. 62 


2.74 


1.71 


* 


+ 


40 


NT2RP1 000702 


1.12 


1.12 


2.28 


3.74 


4.07 


3.15 


* 


+ 




NT2RP1000713 


2.29 


2.29 


2. 79 


2.8 


3.56 


2.38 








NT2RP1000721 


4.14 


4.14 


4.49 


4.48 


3. 92 


3.78 






45 


MT2RP1 000730 


3.5 


3.5 


4. 83 


2.61 


4.5 


2.41 








MT2RP1 000733 


6.08 


6.08 


6. 56 


4. 91 


8.12 


5.65 








NT2RP1 000738 


3.18 


3.18 


8.04 


5.16 


5. 71 


7.11 








NT2RP1 000739 


1.11 


1.11 


2.65 


4. 02 


3.09 


2.86 






50 


NT2RP1 000740 


1.41 


1.41 


3.13 


3.63 


3. 57 


3.77 


* 


+ 




liT2RP1 000746 


1.15 


1.15 


3. 58 


2.28 


3.74 


1.37 








lfr2RP1 000750 


4 


4 


8. 31 


10.25 


10.72 


9.39 


* 


+ 




MT2RP1 000751 


33. 15 


33.15 


59.65 


67.84 


64.22 


66.55 






NT2RP1 000767 


3.8 


3.8 


3.64 


1.7 


2.62 


0.62 


* 
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NT2RP1 000326 
NT2RP1 000331 
NT2RPt000333 
MT2RP1 000336 
NT2RP1 000347 
NT2RP1 000348 
NT2RP1 000349 
NT2RP10003S3 
NT2RP1 000356 
NT2RP1 000357 
NT2RP1 000358 
NT2RP1 000360 
NT2RP1 000363 
NT2RP1 000376 
NT2RP1 000386 
NT2RP10004O7 
NT2RP1 000409 
MT2RP1000413 
NT2RP1000416 
NT2RP1000418 
NT2RP1000420 
NT2RP1 000434 
NT2RP1 000439 
NT2RP1 000443 
NT2RP1 000447 
NT2RP1 000448 
NT2RP1 000451 
NT2RP1 000458 
NT2RP1 000460 
lfr2RP1 000465 
NT2RP1 000468 
NT2RP1 000470 
NT2RP1 000477 
NT2RP1 000478 
NT2RP1 000481 
NT2RP1 000493 
NT2RP1000S13 
NT2RP1 000522 
NT2RP1 000533 



4.01 4.01 7.67 
12.16 12.16 24.08 

4.18 4.18 -7. 52 

1.45 1.45 4.45 

3. 05 3. 05 8. 75 

2.11 2.11 4.14 

2.12 2.12 3.92 
40.87 40.87 83.5 
39.53 39.53 93.37 

3.89 3.89 9.63 

2.85 2.86 6.11 

11.04 11.04 i9.39 

13.09 13.09 15.39 

1.81 1.81 3.8 

118 118 191.31 

0. 72 0. 72 3. 16 

2. 05 2. 05 5. 39 

4. 78 4. 78 8. 03 

1.5 1.5 2.01 

2.27 2.27 6.69 

1.77 1.77 6.19 

1.48 1.48 4.39 

5. 02 5. 02 9. 31 
1.8 1.8 3.46 

2. 21 2. 21 5. 57 

1.39 1.39 3.58 

4. 2 4. 2 6. 37 

15.1 15.1 10.53 

7.55 7.55 13.82 

4.58 4.58 20.97 

3. 25 3. 25 4. 64 

2. 38 2. 38 5. 67 

1.11 1.11 3.81 

4.53 4.53 12.55 

1.23 1.23 3.89 

2.44 2.44 3.8 

13.07 13.07 16.37 

6.13 6.13 12.69 
3.72 3.72 6.17 



3.82 4.56 7.85 

12.19 10.5 20.1 

6. 66 6. 53 6. 98 

1.35 3.76 1.78 

7. 26 8. 31 6. 38 
2. 76 3 2. 75 

3 4.39 4.11 

51.49 47.8 66.02 

50.3 56.48 74.42 

8. 43 8. 7 8. 72 

4. 23 3. 04 5. 09 

12.08 18.42 19.44 

13.13 13.38 10.01 

2.09 1.9 2.24 

146.98 187.97 155.47 

0.58 0.89 1.2 

2. 84 6. 59 3. 83 

5.86 8.89 10.19 

0.93 3.17 0.7 

5. 08 6. 67 4. 85 
7.32 7.64 3.7 

1.27 3.12 1 
20.62 28.73 24.75 

2.24 1.61 1.63 

2.49 2.87 3.1 

3.09 4.4 1.41 
5.72 7.27 7.04 

19.73 8.72 23.03 

8.76 11.49 8.62 

20.41 19.98 22.46 

3. 82 4. 1 4. 45 

3. 99 2. 35 3. 8 

1.1 0.84 0.83 

19.87 18.75 20.39 

2.48 4.09 1.2 

1.74 3.83 0.87 

17.06 17.57 18.97 

13.13 13.08 10.32 

2.92 4.49 2.17 
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NT2RP1 000068 
NT2RP1 000072 
NT2RPU)00073 
MT2RP1 000078 
MT2RP1 000079 
NT2RP1 000080 
NT2RP1 000086 
NT2RP1 000087 
NT2RP1 000089 
NT2RP1 000090 
NT2RP1000100 
MT2RP1000101 
NT2RP1000111 
NT2RP1000112 
NT2RP1000124 
NT2RP1000125 
NT2RP1000129 
MT2RP1000130 
MT2RP1000154 
NT2RP1000163 
NT2RP1000170 
NT2RP1000174 
NT2RP1000181 
MT2RP1 000191 
NTaU>1 000202 
NT2RP1 000239 
NT2RP1 000243 
NT2RP1 000255 
NT2RP1 000259 
NT2RP1 000261 
NI2RP1 000269 
MT2RP1 000271 
NT2RP1 000272 
NT2RP1 000279 
NT2RP1 000290 
irr2RP1 000293 
NT2RP1 000300 
NT2RP1 000324 
NT2ra>1000325 



1.89 


1.89 


22.9 


22.9 


2.18 


2.18- 


2.72 


2. 72 


4.13 


4.13 


4.99 


4.99 


4.15 


4.15 


1.3 


1.3 


4.5 


4.5 


45. 76 


45.76 


2.17 


2.17 


3.44 


3.44 


3.24 


3. 24 


3. 29 


3.29 


5.57 


5.57 


7.28 


7. 28 


1.81 


1.81 


2. 31 


2.31 


7.5 


7.5 


2.42 


2.42 


3.42 


3.42 


3.5 


3.S 


6.14 


6.14 


1.08 


1.08 


1.06 


1.06 


1.53 


1.53 


2. 37 


2.37 


1.94 


1.94 


5.27 


5.27 


2.76 


2.76 


5.16 


5.16 


7.79 


7. 79 


7. 71 


7. 71 


2.19 


2.19 


6.61 


6. 61 


6.86 


6.86 


12.42 


12.42 


5.16 


5.16 


54.42 


54.42 



3. 99 3. 12 
74.07 82.91 
..2.45 2.68 

3.17 2.93 

5. 32 3. 6 

8.13 9.46 

3.63 1.31 

4. 36 3. 51 
9.98 12.69 
96.6 94.37 

4. 05 5. 23 
'5.22 4.41 

5. 56 4. 51 
4.08 1.85 
4.96 3.11 

19.39 13.69 

4. 35 5. 14 

4.11 5.31 

15.63 17.16 

3. 51 2. 72 

4. 2 4. 96 

3.42 1.3 

7.22 10.97 

5. 61 4. 94 

1.66 2.02 

4.1 2.15 

2.04 1.31 

3.02 2.11 

9. 55 5. 53 

4. 4 2. 07 

5.01 7.7 
15.88 13.16 
13.07 10.72 

5. 24 2. 23 

9.02 12.65 
10. 91 9. 75 
11.93 9.96 

6 4.69 

101.4 70.46 



3.33 


2.43 


66.26 


95.85 


3.69 


3.86 


2.3 


3.13 


4.48 


2.5 


12.46 


9.46 


2.1 


3. 75 


3.21 


3.45 


11.3 


14.93 


53.44 


93.42 


4.13 


3.66 


2.88 


4. 81 


3.9 


3. 69 


3. 33 


3 


5.73 


5.5 


10.68 


16.86 


3.91 


4,27 


5.62 


16.86 


12.72 


16.37 


2.99 


3.59 


5.17 


5.85 


2.38 


2.12 


14.98 


9.38 


3.59 


5.71 


1.2 


2.24 


0.94 


2.07 


1.14 


1.64 


2.26 


1.78 


6.33 


4.29 


1.64 


2.64 


10.51 


7.39 


15.11 


18.48 


11.74 


11.3 


3. 91 


2.62 


13.52 


9.92 


8.45 


10.92 


11.37 


10.2 


5. 92 


6. 97 


57.52 


78.6 
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NT2RII4002493 1.35 1.35 3.22 1.96 3.51 2.73 

MT2RII4002499 34.96 34.96 72.9 59.42 52.07 54.3 

IIT2RII4002504 5.15 5.15 -40.68 10.57 13.51 9.8 

HT2Ri4002506 4.77 4.77 9.4 4.93 7.59 8.53 

NT2RIII4002510 2.03 2.03 3.27 1.66 2.97 2.48 

NT2RIII4002527 1.57 1.57 3.14 1.83 2.31 4.47 

NT2RM4002532 2.45 2.45 7.75 5.88 3.37 5.19 

MT2RIII4002534 1.79 1.79 4.8 2.1 3.46 2.94 

NT2Ri4002535 2.5 2.5 6.51 5.89 8.1 6.37 

IIT2Ri4002554 3.29 3.29 5.31 3.31 5.47 3.12 

NT2RII4002558 6.91 6.91 32.57 32.58 41.54 25.61 

MT2RII4002565 5.38 5.38 'l3.6 8.22 9.85 10.53 

irr2RIII4002567 3.34 3.34 5.43 . 4.21 4.49 7.22 

MT2RII4002571 4.48 4.48 15.61 11.95 16.47 15.24 

NT2RIII4002572 5.57 5.57 17.2 13.7 9.59. 13.48 

NT2RII4002577 7.76 7.76 15.25 6.59 5.87 5.65 

NT2RII4002583 1.08 1.08 3.58 2.28 4.83 2.44 

lirr2RII4002584 1.64 1.64 5.67 3.24 5.74 5.56 

IIT2RII4002593 3.29 3.29 5.17 2.76 3.91 4.61 

NT2RII4002594 11.26 11.26 46.5 38.21 55.32 43.58 

MT2RII4002604 4.83 4.83 4.64 1.77 2.03 2.89 

KT2RII4002614 3.48 3.48 3.48 2.52 3.66 2.81 

MT2RII4002616 1.07 1.07 2.73 2.88 2.71 2.38 

NT2RII4002623 1.39 1.39 4.89 3.92 3.72 5.06 

HT2RII4002634 1.41 • 1.41 4.38 3.42 4.91 2.96 

NT2RII4002636 2.22 2.22 3.93 3.92 4.18 4.12 

MT2RP1 000002 8.82 8.82 52.94 75.1 92.89 81.45 

irr2RP1000006 4.68 4.68 6.28 4.25 4.48 2.56 

NT2RP10O0O15 4.86 4.86 5.27 2.74 1.99 2.28 

tlT2RP1000018 5.45 5.45 5 5.55 4.83 4.96 

MT2RP1 000034 18.22 18.22 49.95 38.04 30.76 50.07 

MT2RP1000035 1.93 1.93 3.2 5.26 3.23 3.96 

HT2RP1000040 1.77 1.77 3.33 2.93 3.28 4.28 

NT2RP1000042 1.3 1-3 3.44 1.99 3.22 2.38 

HT2RP1000048 3.6 3.6 10.24 7.25 9.9 9 

MT2RP1000050 2.21 2.21 4.71 2.89 4 3,57 

NT2RP1 000056 4.03 4.03 3.74 1.09 0.61 1-96 

MT2RP1000058 3,49 3.49 2.03 1.84 2.07 2.48 

NT2RP1000063 1.77 1.77 3,65 4.09 4 3.83 
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NTZnMOOZZol 


4 i 1 

2. 1 1 


2. 11 


0. 2 


7. 87 


C JO 

5. 48 


0. 1 / 


NT2KII4(}(J22d6 


4. 38 


4. 38 


M f\ CO 

10. 00 


1 A f 

lO, 7 


9. 46 


9. 64 


NT2RM40Q22o2 


2. 85 


2. 85 


- -Q. 25 


0. 34 


4. 43 


9. 00 


ffr2RII4O02266 


3. 93 


3. 93 


4. 76 


2, 76 


3. 55 


A AH 

4. 47 


NT2RHI4002276 


11. 23 


11.23 


15. 55 


16. 5 


28. 25 


20. 64 


NT2RII4O02278 


1.89 


1. 89 


4. 59 


4. 33 


3. 99 


5. 11 


NT2RII4002281 


17. 71 


17.71 


59.08 


62. 68 


51. 19 


59. 89 


NT2RII4002287 


2.08 


2.08 


3. 84 


2.46 


4. 21 


3. 32 


NT2raM002294 


3.19 


3. 19 


6. 99 


6. 28 


6. 09 


A ^A 

8. 69 


NT2RM4002298 


18. 59 


18. 59 


60. 14 


86. 09 


89.9 


88. 75 


NT2RIII4002301 


3.2 


3.2 


6. 85 


4. 63 


5.94 


4. 02 


NT2RM4002306 


4. 71 


4. 71 


8. 24 


4. 99 


5. 31 


4.2 


NT2RM4O02323 


3.9 


3.9 


4. 06 


4.11 


4. 39 


3. 11 


NT2RII4002334 


11.54 


11.54 


20. 76 


17. 92 


20. 72 


16. 95 


IIT2RII4002339 


1.78 


1.78 


3. 52 


1.33 


1.3 


1.38 


NT2RII4002344 


2.36 


2.36 


5. 74 


2. 87 


* 3.57 


7. 92 


NT2RM4002345 


3.56 


3. 56 


10. 59 


5. 06 


4. 63 


7.5 


NT2RM4002352 


2.04 


2.04 


7. 67 


3. 99 


5. 14 


3. 74 


rrT2Rll4O02362 


20.38 


20. 38 


24. 92 


11.23 


14. 32 


15.17 


NT2RII4002373 


2.1 


2.1 


3. 96 


3. 21 


2. 55 


3. 63 


lin'2RII4002374 


2.28 


2.28 


4. 39 


2. 29 


3. 58 


4.3 


NT2RII4002376 


4.02 


4.02 


6.03 


3. 31 


2. 97 


5. 52 


NT2RIH002383 


2.8 


2.8 


8.49 


4. 76 


5.79 


4. 28 


NT2RII4002390 


3. 03 


3.03 


6. 01 


4. 06 


5. 27 


7. 37 


NT2RM4O02398 


5.16 


5. 16 


43. 18 


33. 97 


50. 73 


30. 41 


NT2RII4002409 


2.11 


2.11 


5. 93 


3. 37 


4. 29 


1.9 


NT2R1I4002414 


4.73 


4. 73 


6. 21 


7. 37 


9. 12 


14. 53 


NT2RII4O02438 


2.07 


2.07 


5. 28 


3. 03 


4. 38 


7.18 


NT2RII4O02440 


2.99 


2.99 


6. 92 


5. 78 
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1196 



EP1074 617 A2 



10 



IS 



20 



25 



30 



35 



40 



45 



50 
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NT2RH2000402 


12. 38 


11 


15. 78 


25. 15 


18. 31 


22. 01 




NT2RM2000405 


1.33' 


1.25 


2.2 


1. 52 


3. 08 


3. ID 




NT2RM2000407 


0. 76 


1.78- 


■ 2. 49 


1. 89 


2. 72 


O DO 

2. 89 




NT2RM2000410 


0.79 


1.94 


2. 23 


1. 98 


2. 84 


2. 09 




NT2RM2000420 


3.09 


2. 52 


4.43 


4. 24 


4, 5 


3. 26 




NT2RM2000422 


3.22 


2.44 


5. 81 


3. 61 


6. 17 


til 
2. 87 




NT2RM2000423 


1.91 


1.96 


5.69 


3.89 


7.64 


4. 18 




NT2RII2000452 


3.46 


3.18 


4. 31 


7.35 


8.65 


9. 57 




NT2RM2000469 


3. 28 


3.28 


4.44 


1.87 


2.33 


2.46 




NT2RII2000490 


6.03 


6.03 


9.18 


5. 55 


6.16 


6.9 




NT2RIII2000497 


3.29 


3. 29 


4.59 


3.15 


5.48 


2. 43 




NT2RII2000502 


4.69 


4. 69 


10. 24 


5. 87 


7.08 


7. 02 




NT2RII2000504 


7. 37 


7.37 


12. 93 


10.83 


4.49 


11.2 




NT2RM2000514 


2. 75 


2.75 


6.23 


3. f1 


3.32 


3.8 




NT2RII2000522 


1.9 


1.9 


3. 27 


1.94 


1.18 


1.13 




NT2RM2000540 


6.02 


6.02 


9.53 


9.12 


8.96 


8.14 




NT2rai2000556 


2.09 


2.09 


2.8 


1.24 


2.33 


0. 93 




NT2RM2000565 


3.35 


3.35 


6. 02 


3.27 


4.14 


3. 72 




NT2RII2000566 


6. 59 


6. 59 


15.8 


9.09 


9.21 


9. 57 




NT2R1II2000567 


2.16 


2.16 


5.64 


2 


5. 67 


3.82 




NT2RII2000569 


4.69 


4.69 


7.93 


5.77 


8.18 


4.7 




NnRII2000577 


11.08 


11.08 


15.39 


11.79 


14.95 


14.48 




NT2RII2000S81 


4.64 


4.64 


6.49 


5.98 


7.97 


6.85 




NT2RI2000582 


5.23 


5.23 


10. 34 


8.34 


9.14 


7.19 




NT2RIII20(X)588 


21.84 


21.84 


65. 91 


40. 15 


44.01 


45. 21 




NT2Ril2000589 


3.98 


3.98 


11.35 


7.96 


7.6 


8.64 




NT2RII2000594 


1.87 


1.87 


4.38 


1.62 


2.71 


1.92 




NT2RII2000599 


6.34 


6.34 


16.12 


17.82 


14.5 


15,44 




NT2RII200060g 


4.61 


4.61 


6.77 


3.76 


5.81 


5.48 




NT2RII2000612 


3.52 


3. 52 


6.4 


5. 93 


7.47 


4.55 




NT2iai2000622 


16.6 


16.6 


56.24 


53. 07 


75. 02 


55.48 




NT2RM2000623 


2.66 


2. 66 


7.1 


7.92 


6. 03 


5. 58 




NT2R1I2000624 


4.18 


4.18 


10.6 


7.33 


14.39 


7. 56 




NT2RIII2000632 


2.8 


2.8 


6. 73 


4.1 


6.4 


4. 73 




NT2RII200063S 


3.42 


3.42 


8.09 


5. 41 


6.29 


5. 31 




NT2RII2000636 


2.61 


2. 61 


6.28 


3.99 


4.39 


3. 72 




NT2fai2000639 


3.73 


3. 73 


8.26 


5.42 


7. 79 


5. 99 




NT2R1I2000649 


6. 03 


6.03 


9. 69 


9.4 


9.17 


8.05 




NT2RII200065fi 


6.49 


6.49 


13.18 


15.17 


14.66 


15. 83 


* 
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NT2Ryi001136 


0.88 


1.41 


2. 71 


2. 31 


3. 87 


1.59 








NT2RII1001139 


3.9 


3.7 


5.38 


5.33 


11.18 


6.77 






5 


lfT2RM2000003 


2.45 


3.33- 


-2.4 


4.5 


6.29 


4.88 


* 


+ 




MT2Rli2000006 


2.34 


2.95 


7.25 


5.12 


7.11 


6.24 








NT2RH2000010 


12.79 


13. 03 


22. 58 


20.2 


17.11 


21.83 








NT2RII2000013 


8.1 


9.44 


50. 36 


68. 75 


95. 32 


74. 36 


* 


+ 


10 


NT2RM2000030 


4.8 


2.21 


23. 41 


26. 33 


32.15 


28. 69 








NT2RH2000032 


2. 76 


2. 92 


8. 53 


10. 01 


12.19 


10. 67 


* 


+ 




NT2RM2000039 


3.94 


4. 67 


4.75 


6.42 


5. 78 


4.99 






15 


NT2IUI2000042 


3.5 


4.9 


11.69 


17. 71 


17.4 


15.02 


* 


+ 




liT2RH2000092 


1 


2.38 


1.98 
l'l.41 


1.29 


4.69 


2.25 








NT2RII2000093 


8. 37 


6. 63 


9.02 


12.23 


10.18 








NT2RM2000101 


9.2 


9.94 


40 


61.09 


76. 38 


69. 62 




+ 


20 


NT2RM2000104 


6. 82 


8.02 


46. 75 


51.34 


68.83 


43.48 








NT2RH2000124 


1.54 


2.23 


6. 33 


7. 73 


8.84 


8.47 


* 


+ 




NT2RII2000155 


5.08 


3. 77 


5.8 


9.45 


11.58 


12. 51 


** 


+ 


25 


NT2iai2000191 


3.33 


5.68 


28.62 


26.54 


34.38 


31.6 








NT2RII2000192 


1.03 


1.29 


2.45 


6.3 


4.75 


3.83 


* 


+ 




IIT2RII2000239 


1.92 


2.79 


3.09 


2.85 


5.02 


3.1 








NT2RII2000240 


32. 78 


29.59 


74. 35 


61.15 


60.54 


61.71 






30 


NT2RII2000241 


4.49 


5.9 


6.35 


8.24 


11.72 


6. 78 








NT2fill2000250 


1.29 


1.54 


4.16 


2. 09 


5.05 


2.54 








NT2Ril2000259 


3.06 


3.42 


3.59 


6.38 


8.44 


6.74 


«* 


+ 




NT2RII2000260 


2.53 


2.05 


3. 12 


4.23 


4.07 


5.79 


* 


+ 




NT2RII2000265 


0.91 


1.55 


0.99 


■1.43 


2.4 


1.09 








NT2RII2006287 


4.7 


4. 23 


10.82 


10.69 


11.54 


14. 73 








NT2rai2000306 


12.24 


9. 36 


10.48 


23.63 


14 


20. 79 


* 


+ 


40 


NT2RII2000312 


19.4 


17. 81 


25. 01 


38.39 


31.27 


24.8 








NT2RIII2000322 


1.93 


1.82 


4.48 


3. 79 


7. 05 


3.32 








IIT2RII2000343 


7.74 


8.38 


41.34 


63. 81 


79.6 


71.12 




+ 


4S 


IIT2RII20003S9 


3. 67 


2. 86 


4.95 


4.93 


9.55 


4.72 








NT2RH2000362 


20.09 


18.2 


62.29 


94.88 111.25 


95.66 


« 


+ 




NT2RII2000363 


1.08 


1.89 


2. 97 


4.2 


4.32 


3. 33 


* 


+ 




NT2rai2000368 


• 2.84 


2.4 


4. 74 


6.15 


5. 98 


5. 29 


* 


+ 


SO 


NT2IW2000371 


76.64 


65. 68 


119. 32 


135.82 


125 


44.64 








NT2Ril2000374 


1.68 


1.92 


5.75 


3.34 


4.8 


3. 58 








NT2RII2000387 


8.98 


9.83 


11.92 


20.02 


25.18 


17.11 


» 


+ 


55 


NT2iai2000393 


1.7 


1.63 


3.75 


3. 31 


7.65 


3.28 








NT2RII2000395 


1.07 


1.51 


1.98 


1.72 


4.34 


Z23 
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NT2RM1 000922 


4.7 


6.11 


NT2RII1 000924 


0. 89 


3.03 


NT2RII>000027 


1.35 


1.78 


NT2RM1 000951 


7.95 


11.33 


NT2RM1 000956 


7. 91 


6. 36 


NT2RM1000960 


12.48 


10. 27 


MT2RIII1 000961 


3. 28 


3. 61 


NT2RM1 000962 


4.14 


3.5 


NT2RM1 000973 


16.71 


15.79 


NT2RII1 000978 


0.57 


1.46 


NT2RH1 000982 


2.34 


2.29 


NT2RH1 000991 


1.61 


1.78 


NT2RH1 000994 


6. 36 


6.16 


NT2RM1001002 


5.11 


6. 69 


NT2RM1 001003 


5.42 


5.15 


NT2RM1001008 


1.4 


2.22 


NT2RM1001011 


6.29 


5.43 


NT2RM1001013 


2.9 


2.75 


NT2RM1001017 


1 


1.82 


NT2RII1001018 


65.15 


74.45 


NT2RII1001026 


1.37 


2.64 


NT2RII1001028 


0.98 


1.73 


NT2RII1001043 


4.47 


3.64 


NT2RII1001044 


2.23 


3.17 


NT2RM1001059 


1.47 


3.72 


NT2RM1001063 


4.11 


3. 29 


NT2RM1001066 


0. 86 


1.85 


NT2RM1001072 


1.8 


2.8 


NT2MI1001074 


1.66 


2.38 


NT2RII1 001076 


1.39 


2.2 


NT2RM1001082 


1.79 


2.6 


NT2RM1001085 


1.25 


1.65 


NT2RM1001092 


3.82 


4.2 




1 7 

1 • / 


2.3 


NT2RII1001103 


4.37 


3.88 


NT2Rin001105 


1.77 


2.02 


NT2Rin001112 


2.68 


2.66 


NT2I9II1001115 


1.44 


1.57 


NT2RH1001122 


2.84 


3. 35 



8.09 9.03 5.21 6.36 

3.04 3.08 2.89 3 

-2.-85 3.07 4.72 3.46 

26.73 32.33 34.46 31.18 

13.35 23.61 27.46 21.91 

29.06 34.95 37.47 38.96 

7.45 9.44 13.18 8.11 

8.18 7.59 10.15 9.86 

29.32 31.15 11.56 27.73 

1.58 0.95 2.64 0.44 

3.52 3.57 4.94 4.54 

'4.25 3.88 5.56 5.23 

12.57 16.52 16.64 14.53 

15.34 21.78 22.69 22.28 

11.98 16.24 9.06 8.46 

2.48 1.83 '4.34 4.33 

7.86 14.4 10.46 14.72 

4.75 8.29 7.96 5.81 

3.44 3.28 4.86 3.92 

146.86 134.65 125.46 113.93 

3.17 2.99 4.61 3.31 

2.91 1.74 1.89 0.76 
8.42 11.43 12.7 8.01 

4.92 5.03 5.51 3.93 
4.12 4.05 6.11 3.02 

6.1 4.22 5.64 5.6 

2.44 2.23 3.99 2.85 

4.33 1.94 3.74 1.52 

5.18 5.18 4.19 2.67 
4.94 3.43 4.42 1.72 
5.23 5,31 5.92 4.57 
2.81 1.16 3.27 1.17 
5.57 9.34 7.94 9.82 

4.4 2.49 5.94 4.64 

7.18 6.25 10.28 8.08 

4.63 2.49 5.11 3.51 

3.69 3.85 4.75 2.43 

4.72 3 6.46 3.73 

7.3 9.43 9.75 9.54 



1193 



EP1 074 617A2 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2Rin 000747 


23.34 


23. 92 


46.23 


44.66 


50.12 


55.15 






NT2RH1 000752 


3.83 


2. 36 


4.62 


3.95 


'4.88 


3.46 






lfT2RM1000767 


4.14 


7.27- 


-36.27 


25. 27 


38.02 


28.81 






NT2RM1 000770 


2.97 


3.08 


6.36 


4. 71 


6. 71 


5.67 






NT2RM1000772 


0. 76 


0.7 


1.07 


1.34 


1.69 


0.44 






NT2RM1 000779 


13.03 


12.11 


42.22 


53.91 


45. 61 


66. 73 


* 


+ 


NT2RM1 000780 


1.16 


2.9 


3. 74 


3.09 


4.32 


3.01 






NT2RM1 000781 


1.07 


0. 98 


1.71 


2. 58 


4.4 


1.93 






MT2RM1 000789 


5.28 


5.15 


29.74 


29.63 


46. 72 


36. 53 






NT2Rii1 000800 


2.87 


2.63 


6.37 


5.66 


9. 57 


6.96 






NT2RM1000802 


2.44 


2. 99 


7.5 


4.34 


5.47 


4.82 






NT2RM1 000811 


1.78 


1.6 


*2.13 


2. 26 


4. 96 


2. 76 






NT2RM1 000826 


6. 06 


6.36 


13.34 


14.42 


20.73 


20.98 


* 


+ 


NT2RM1 000829 


3.91 


2. 87 


6. 39 


6.73 


8.48 


8.41 


♦ 


+ 


KT2RM1 000831 


81.54 


64.45 


185.14 


182.43 


179. 79 


197. 27 






NT2Rin000833 


14.58 


13.33 


42.25 


76.74 


73.25 


67.48 


m 


+ 


NT2iW 000834 


4.06 


3.09 


6.2 


8.49 


9.42 


10.49 


** 


+ 


MT2RM1 000841 


12.34 


10.01 


21.15 


34.98 


36.63 


30.81 


** 


+ 


NT2Ril1 000848 


4.79 


4.42 


6.44 


9. 36 


12.74 


10.45 


** 


+ 


NT2RII1 000850 


2. 66 


3.42 


13. 41 


8. 55 


11.79 


9. 74 






NT2RM1 000852 


1.34 


1.94 


3.23 


3.01 


5.76 


2. 61 






NT2iai1 000853 


1.19 


2.85 


2.15 


3.11 


3.26 


3.23 






NT2Rin 000855 


29.27 


24.82 


45.19 


52.48 


45.32 


58.45 






MT2RM1 000857 


4.63 


5 


10. 67 


8.76 


11.3 


10.76 






NT2Ril1 000858 


7.3 


7.6 


15. 86 


9. 09 


11.56 


10. 93 






NT2RH1 000867 


19.42 


15.85 


28.1 


32. 52 


35.03 


24.06 






NT2RH1 000874 


3.15 


2.65 


7.03 


5.17 


9.62 


5.31 






NT2RII1 000882 


2. 36 


1.37 


3. 71 


5. 39 


9. 31 


5.45 


* 


+ 


NT2RM1 000883 


5.21 


3.34 


7.42 


5.18 


11.3 


7.9 






NT2RH1 000885 


3.86 


4.43 


9.4 


7.59 


8.15 


9.8 






NT2RM1 000883 


3.15 


3.41 


8.14 


7.73 


6.17 


8.39 






NT2RM1 000894 


3.29 


4.4 


6.18 


8.14 


6.11 


6. 61 






NT2RM1 000898 


3. 72 


7.33 


10.02 


13.4 


17. 51 


12. 41 


* 


+ 


NT2RH1 000899 


1. 02 


2.22 


3.07 


3. 68 


7.49 


4. 69 






NT2RM1 000905 


11.92 


17.41 


30. 36 


37.19 


45.16 


37.3 


* 


+ 


NT2ni1 000910 


7.5 


8.78 


20.16 


36.37 


36.98 


37.5 




+ 


NT2Ri1000914 


6.46 


7. 69 


19.74 


14.28 


17.33 


17. 77 






NT2RH1000919 


6.1 


3.92 


9.91 


14.61 


17.49 


15.37 


«* 


+ 


NT2Rin 000921 


0.72 


1.9 


3.69 


2.79 


4.27 


3.32 
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NT2R1I1 000527 7.97 8.92 

NT2iQI1 000539 3.45 3.59 

NT2Rin000542 0.85 1.05 

NT2iai1 000553 3.7 2.42 

HT2Rin000555 11.3 11.6 

NT2RII1 000558 2.09 5.34 

NT2RM1000563 1.47 2.42 

NT2RM1 000566 0.88 1.57 

NT2RII1000570 96.92 77.32 

lfr2Mi1000571 13.21 11.87 

jn"2MI1 000574 0.84 2.15 

NT2RII1 000580 1.37 2.18 

NT2RII1 000620 2.61 2.95 

NT2MI1 000623 1.25 1.2 

NT2RII1000630 0. 79 2. 28 

NT2RM1 000633 30.97 39.36 

NT2RII1000634 1.91 4.16 

NT2RM1 000642 3. 85 5. 37 

MT2RII1 000647 41.3 39.09 

MT2RII1 000648 2.49 2.65 

HT2RN1 000650 2. 46 3. 05 

NT2RH1000661 4. 48 5. 7 

NT2RM1 000666 1 1.77 

NT2RH1 000669 3.51 2.76 

NT2RII1 000672 2. 23 3. 95 

MT2RII1000681 99.53 86.09 

NT2RII1 000691 2.02 2.61 

MT2RII1000698 1.11 1.43 

NT2Rlin000699 1.85 2.86 

NT2RM1 000702 3.71 4.64 

NT2IUI1000703 11.56 12.36 

NT2RII1 000704 24.48 23 

NT2RII1 000725 60.92 59.45 

NT2RII1 000726 1.85 2.02 

NT2Rin000731 1.11 2.24 

NT2RII1 000741 1.38 1.87 

NT2rai1000742 2. 61 4. 6 

NT2RII1 000744 2.1 3.61 

NT2RII1 000746 2.25 2.47 



37.68 55.15 60.19 46.68 

12,93 15.52 17.01 18.1 

.-2.99 1.17 2.35 1.02 

22.32 42.83 42.96 34.5 

23.97 34.11 29.67 22.76 

9.74 9.56 16.24 14.29 

3.36 4.07 5.58 3.95 

3.5 3.62 6.01 2.79 
37.63 167.35 105.47 174.1 
22.51 43.87 40.18 28.45 

2.55 2.15 3.07 1.67 

'4.07 5.15 7.98 2.96 

8,2 8.35 9.58 7.26 

2.38 1.75 2.81 0.62 

2.39 1.68 3.51 1.67 
36.34 54.43 '44.6 43.59 

8.12 2.56 7.05 5.57 

8.13 8.21 8.56 8.52 
62.11 57.72 68.29 62.69 

4.61 6.14 5.63 4.51 

7.6 5.4 6.07 6 
15.82 15.48 13.45 13.18 

1.99 1.37 2.8 0.71 



4. 67 


3.63 


5. 42 


3.28 


7. 81 


3. 98 


8. 47 


7.22 


118.7 105.41 


90. 59 


124.14 


5. 74 


3.61 


7. 69 


3.76 


4 


6.42 


6.29 


4.11 


3.17 


3.67 


4.35 


4.15 


9.47 


9.31 


9. 72 


11.4 


25. 24 


26. 72 


20.42 


21.06 


32. 91 


46.54 


24.13 


40.82 


88. 28 


94.89 


82. 36 


105. 67 


5.75 


. 1.97 


4.8 


4 


4.98 


2.45 


3.47 


3.43 


3.16 


2.69 


4.15 


2.9 


7. 41 


9.55 


10.94 


9.84 


7.14 


4.05 


5.24 


5.05 


2.95 


2.22 


4. 01 


3.89 
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10 



20 



NT2RM1000224 8.8 8.63 15.2 15.51 21.29 1 7.61 

NT2Rin000236 30.38 24.19 61.14 72.86 82.44 71.5 * + 

NT2RM1000242 0.23 1.17- -1.32 0.39 2.27 0.12 

NT2RM1000244 1.41 1.48 3.43 6.9 3.69 6.7 * + 

NT2RH1000252 1.75 1.5 3.4 3.4 3.06 3.18 

NT2rai1 000256 7.88 5.89 9.46 26.12 29.45 36. 8 ** + 

NT2RM1 000257 1.98 3.01 5.09 4.64 6.83 6.65 

NT2RU1000260 7.9 7.01 13.32 9.18 12.49 11.77 

NT2RM1 000269 3.87 2.87 5.12 6.63 9.78 3.87 

IS NT2RII1 000271 0.71 0.8 1.87 0.46 2.47 0.51 

NT2RH1 000272 117.67 92.26 202.95 249.32 333.98 356.74 * + 

NT2RM1 000273 10.03 9.45 20.12 22.32 16.68 15.76 

NT2RIII1 000274 63.11 66.41 123.01 137.14 91.97 104.48 

NT2Rii1000280 3.95 4.18 8.18 6.71 8.72 7.93 

NT2R1I1000295 0.49 1 2.2 1.12 3.16 0.87 

NT2Rin000300 1.51 1.87 2.78 3.63 '5.75 3.09 

25 NT2RII1 000304 58.38 98.72 1 61.87 187.58 185.55 204.78 * + 

NT2Ri1000314 1.8 2.12 3.6 3.84 4.07 4.33 

NT2RH1000318 12.6 14.04 20.81 35.01 29.96 29. 8 <** + 

NT2lttl1 000335 2.76 2.57 4.34 6.29 5.41 4.09 

^ NT2RM1000341 0.46 1.27 1.95 1.41 2.33 0.99 

NT2R1I1 000350 3.04 3.47 5.52 7.32 5.63 6.44 

lllT2Rin 000354 0.55 1.31 1.31 5.43 7.2 5.72 «» + 

35 NT2Rai 000355 30.24 31.5 56.85 74.62 50.25 61.33 

NT2RII1000361 3.63 3.87 7.23 14.39 20.29 18.78 + 

NT2RH1000365 0.58 1.08 1.71 1.27 1.82 0.52 

NT2RII1 000372 1 4.99 19.56 30.06 42.71 46.67 45.44 ** + 

NT2RII1000377 2.04 2.18 9.66 13.38 14.74 13.48 * 

NT2RII1000388 0.35 1.57 3.01 2.2 3.8 2.42 

IIIT2RII1 000394 0.45 1.31 1.87 1.43 2.72 0.69 

NT2RM1000399 0.53 1.57 3.25 1.98 3.2 1.81 

MT2rai1000407 1.13 1.52 2.17 1.02 2.7 1.51 

NT2RII1000421 0.84 0.57 2.78 1.06 1.77 1.13 

NT2RBI1 000422 20.65 23.31 54.69 87.5 82.91 79.47 * + 

NT2RH1000430 1.22 1.57 2.01 3.2 3.67 2.95 + 

NT2RII1000462 1.55 2.33 7.32 5.59 7.28 8.16 

NT2i«1000499 1.36 2.09 4.74 5 6.16 6.37 * + 

NT2iai1000512 1 2.49 13.22 19.22 10.54 14.15 19.84 

NT2Rin000519 33.96 37.54 55.78 31.14 29.25 47.55 
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MAIIiA1003166 3.62 3.5 5.77 6.24 8.66 6.12 

NB9N31000010 2.5 3.88 7.58 9.63 12.26 9.5 * ' * 

NB9N31O000^ 0.73 2.8- - S. 21 4.04 4.41 3.15 

NB9N31000043 8.1 8.88 19.71 12.51 12.3 12.64 

NB9N31000045 167.24 153.32 255.96 401.78 320.53 296.06 * 

NB9M31000054 7.29 4.42 11.75 11.15 11.87 13.43 

NB9M31000076 2.31 1.94 3.51 4.5 6.35 4.44 * + 

Nfi9N31000086 2.62 2.65 6.23 3.61 9.71 7.69 

NT2Rin 000001 2.56 2.45 6.24 5.7 7.05 6.32 

IS lliT2RIII1000018 3.84 4.69 10.6 6.58 9.09 6.92 

NT2RII1000032 1.12 2.64 3.88 2.28 4.92 3.21 

»n"2RIII1 000035 1.72 3.68 's.53 5.44 5.21 5.98 

NT2RM1 000037 1.38 2.98 2.75 2.41 4.15 2.11 

NT2R«1 000039 3.45 5.13 5.9 6.51 7.26 8.4 * + 

NT2RM1 000042 33.96 32.7 65.25 57.46 67.15 64.39 

IIT2RII1 000055 0.85 1.74 3.34 1.16 '3.55 1.16 

2s NT2RM1000059 3.26 3.16 7.66 4.69 5.97 5.78 

NT2RH1000062 1.13 1.21 1.9 3.47 4.33 2.46 * + 

NT2RIII1 000065 23.8 16.41 34.06 36.15 35.1 51.38 

NT2RM1000066 4.13 4.31 8.98 7.23 10.95 9.81 

NT2RII1 000071 49.63 37.81 86.71 73.04 63.32 84.05 

NT2RII1000080 1.37 2.04 3.8 5.1 5.94 4.5 * + 

NT2RM1 000086 4.04 4.65 4.08* 5.01 6.23 5.58 * + 

IIIT2RH1 000092 6.17 6.93 15.76 14.48 25.91 15.13 

NT2RI(n000118 0.63 1.12 1.22 0.63 1.7 0.44 

NT2RII1000119 1.32 2.27 1.96 1.84 3.38 2.99 

NT2RII1000121 1.13 1.84 1.76 2.92 3.84 2.78 * + 

NT2RM1000122 3.5 3.78 7.34 5.5 8.86 9.57 

NT2RII1000127 0.69 1.34 1.47 2.14 3.36 3,32 * + 

lllT2iail000131 0.71 1.7 1.47 1.36 3.02 2.53 

45 IIT2iWI000132 3.2 4.88 4.83 6.86 6.46 6.31 * + 

NT2Riri000153 1.75 1.9 3.68 2.38 4.45 4.84 

NT2RM1000184 72.82 77.46 151.91 106.39 163.07 125.55 

NT2RII1000186 1.55 1.46 4.32 2.67 4.72 3.94 

MT2RM1000187 3.11 1.96 5.16 10.09 9.1 8.78 + 

NT2RII1000199 1.12 1.37 2.11 2.41 3.51 2.72 * + 

NT2R1I1000213 1.32 1.75 2.38 2.66 2.71 2.22 

NT2RM1000215 10.95 11.07 17.21 19.51 22.84 15.14 

NT2RII1000218 9.72 9.95 23.71 26.94 24.74 29.21 
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HAHIA1 003007 
MAWIA1003011 
HAIHA1O03013 
MAIIIA1003015 
HAIIMA1003019 
MAMMA1 003020 
HAMIAI 003026 
MAMMAI 003031 
HA1MA1 003033 
MAUIAI 003035 
MAIMAI 003039 
MAIHAI 003040 
IIAHIAI 003044 
MAIMA1 003047' 
MAMHAI 003049 
HAHMAI 003055 
HAMIAI 003056 
MAIHAI 003057 
HAWAI 003066 
MAMHAI 003075 
MAIHAI 003089 
HAMMAI 003092 
MAIHAI 003095 
MAHIAI 003099 
MAMMAI 003102 
MAIHAI 0031 04 
MAMMAI 0031 13 
MAMHAI 0031 26 
HAMMAI 0031 27 
HAHMA1003131 
MAIHAIOOSISS 
MAMHAI 0031 40 
MAMMAI 0031 46 
MAMMAI 0031 50 
MAIHAI 0031 54 
MAIHAI 0031 55 
MAIHAI 0031 57 
MAIMAI 003163 
MAMIA1003164 



0.69 1.16 
1.56 1.8 

3.67 5.57- 
1.16 1.8 

0.6 1.61 

2.96 4.19 

1.29 1.56 

0.61 1.71 

1.34 1.65 
1.66 2.5 

0.95 0.75 

1.38 2.54 

2. 36 2. 96 

1.82 3.67 

0.47 1.72 

1.24 1.67 
0. 9 0. 91 

2. 53 3. 34 

1.65 2.06 
1.11 1.71 
1.69 2.11 

1.25 1.79 
2.27 3.33 
1.88 2.51 
1.33 2.04 
0.64 1.07 
4. 22 4. 21 

12.93 14.72 

2.95 3.14 

2.82 3.51 

3.66 4.65 
0. 73 2. 01 
2. 08 2. 24 
1.18 1.8 
0.54 1.41 
8. 08 9. 18 
5.94 4.82 
1.74 1.69 
2. 94 4. 56 



2.73 1.88 

3.67 3.77 

•39. 41 47. 56 

2.21 2.54 

2. 1 3. 12 

5.34 11.31 

2. 95 2. 66 

5.64 4.13 

4.13 2.84 

5.44 S.12 

3.31 2.15 

'5.32 4.57 

6. 52 4. 29 

7. 61 5. 74 

2.03 1.08 

4.92 3.77 

1.85 1.22 
6. 76 7. 25 
4. 73 4. 1 

3.16 1.85 
7.13 7.85 
3. 21 2. 62 

5.4 7.24 

4.95 4.09 

2. 88 3. 2 

3.17 2.15 
6. 98 9. 22 

20.89 19.28 

5. 91 3. 88 

4. 86 3. 82 
7.61 2.33 
3. 5^ 2. 3 

3.89 3.17 
3. 01 3. 37 
2. 29 2. 21 

20.88 21.41 

6.07 5.18 

4. 23 2. 55 

6. 23 4. 08 



3. 7 2. 32 

5.41 3.94 

59.11 54.29 

2.9 2.19 

4.61 2.63 

10.33 10.09 

4. 25 2. 25 
5. 85 5. 89 

5.11 3.64 

7.03 4.9 
4.73 2.48 
7.47 7.43 
6. 41 5. 99 
7.05 7.13 

1.56 1.45 
'5.14 3.44 

2.26 1.02 
9.2 5.01 

7. 08 5. 07 

4. 37 2. 32 

8. 66 7. 43 

4.08 1.76 

8.57 5.34 

6.45 4.35 

3. 27 2. 39 
3.25 1.56 
7.02 7.07 

12 15.63 

6.12 5.19 
5.91 5.88 

4.04 2.64 
3.32 1.89 

5. 09 3. 3 
4. 29 3. 45 
3. 57 2. 34 

17.68 20.56 

7. 05 7. 89 

5.46 3.08 
9.9 8.18 
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MAIMAI 002863 2.17 2.83 6.91 3.51 5.12 3.96 

HAMHAI 002868 2.73 3.7 6.26 6.35 9.53 10.25 

MAHIAI 002869 5.43 6.83. -26.64 22.68 30.03 29.85 

|IAiNA1002871 0.61 1.7 1.78 1.9 3.8 1.97 

MAWAI 002875 1.9 2.59 3.99 4.48 6.35 4.06 

MAIIIIA1002879 8.42 9.2 14.19 22.55 23.63 27.96 
HAMMA1 002880 



1.23 2.02 2.12 1.48 5.42 2.03 



MAMIAI 002881 1.21 



1.43 1.84 3.01 5.43 2.46 



IIAIIMA1002885 0.96 1.59 2.71 2.6 3.26 1.59 

MAlilA1002886 2.63 2.52 3.9 6.01 5.37 7.05 

nAIIIA1002887 1.28 1.83 2.78 2.98 5.14 4.32 

IIAHIA1002890 0.79 1.7 4.05 4.39 4.8 4.01 

HAHIAI 002892 1.35 2.45 4.98 6.64 6.24 5.84 

MAIHAI 002893 4.52 3.58 5.4 7.6 8.03 8.43 

MAMAI 002895 1.43 1.31 3.28 1.81 3.89 1.64 

HAiMAI 002898 0.53 1.67 4.15 2.69 "4.72 1.42 

IIAHIA1002905 1.32 1.58 2.51 4.1 5.01 3.87 

MAMA1002906 1 5.12 10.76 15.42 19.47 13,76 15.58 

IIAHIA1002908 0.99 1.24 4.28 3.53 4.24 4.07 

MAUMAI 002909 1.92 

MAHIAI 00291 8 2.75 



2.64 5.67 6.82 8.18 6.57 

2.69 5.42 5.27 7.26 6.68 

|IAMiA1002925 92.88 85.77 163.7 127.31 122.97 178.98 

HAWA1002926 6.08 6.31 16.25 16.64 19.48 19.9 

MAMAI 002930 1.21 1.59 5.67 4.88 8.91 4.21 

MAMIA1 002937 4.91 3.87 30.71 40.45 75.17 61.59 



1.67 1.86 2.42 2.35 3.2 3.56 
0.49 1.48 2.78 2.53 3.59 2.24 



MAHIAI 002938 
MAMMA1 002941 

MAMMA1 002947 2.24 2.59 4.55 6 6.8 7.94 

MAMIA1002964 1.73 2.9 6.91 6.91 7.24 7.16 

MAHIA1002967 1.94 1.69 2.28 2.9 4.19 2.79 

MAMIAI 002970 2.72 1.77 6 7.59 7.28 8.96 

MAMMA1002971 1.52 1.6 2.9 2.51 7.27 3.93 

MAWAI 002972 1 1-32 2.95 1.74 4.56 2.12 

MAHIA1002973 1.38 2.45 6.73 4.36 6.72 6.78 

MAMMA1002979 55.6 60.16 121.72 134.02 101.19 107.19 

MAHIA1002982 0.53 1.98 2.28 2.04 3.28 1.9 

MAHMA1002987 1.56 2.11 5.56 3.14 5.55 4.14 

MAHIA1003003 0.77 2.18 4.78 4.46 6.47 5.08 

MAMHA1003G04 1.65 1.86 3.7 3.64 3.59 3.16 
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IIAiniA1002712 3.05 3.13 6.98 4.88 7.12 7.39 

MAIIIIiA1002716 0.56 1.75 3.39 2.38 6.29 2.9 

HAHMAt002721 2.11 2.01- -5.57 3.72 6.34 4.59 

HAMHAI 002723 2.43 2.46 4.91 3.85 5.98 4.88 

HAIUAI 002727 3.85 5.55 5.78 5.29 4.45 6.22 

ilAlWAI 002728 21.35 22.03 57.81 49.09 54.73 65.13 



MAMMAI 002742 4.12 4.39 10.35 7.92 8.63 7.61 

MAIWAI 002743 4.12 3.89 6.17 13.81 14.09 1 3.46 ** 

IIAIIIA1002744 2.07 3.15 9.18 9.33 12.98 13.16 

15 IIAMMA1002746 0.93 1.28 3.09 2.29 4.31 1.68 

HAIMAI 002748 2.71 2.65 4.52 7.15 5.86 4.72 * 

HAWAI 002754 1.12 2.41 '5.56 5.05 5.65 6.26 

IIAHIA1002758 0.71 1.66 2.55 1.57 4.41 1.69 

^ IIAIHA1002762 11.3 11.14 36.64 38.42 34.23 48.71 

HAIHA1002764 1.83 3.2 5.95 5.11 6.06 4.26 

IIAMIA1002765 1.19 1.63 4.29 4.63 5.26 2.67 

25 MAIMAI 002769 7.4 6.44 13.04 13.78 8.03 12.41 

IIAIHA1002771 1.41 2.41 3.31 3.54 5.39 4.39 

MANIAI 002775 4.56 4.48 19.79 22.54 29.77 24.29 * 



MAMMAI 002780 2.59 1.83 3.03 2.11 4.89 3.78 

MAMIA1 002782 1.43 2.49 3.85 2.51 4.79 4.11 

MAIHAl 002795 1.89 2.03 3.46 6.45 7.68 5.35 

MAHHA1002796 4.35 3.97 7.51 7.2 8.09 8.17 

IMMHA1002805 6.61 11.12 16.52 15.95 24.7 1 6.5 

IIAMIM1002806 1.47 2.02 3.51 2.28 4.62 2.17 

HAMHAI 002807 1.63 2.4 6.77 6.78 9.66 6.4 

HAIIIIA1002814 3.43 3.52 7.92 9.58 12.39 10.66 

MAHHA1002817 1.28 1.56 2.87 2.89 5.43 2.91 

HA1MA1002820 1.66 1.93 2.61 2.52 4.77 2.21 

MAIHA1002830 67.67 70.46 130.59 165.92 139.33 187.18 

HAMHA1002833 4.16 2.88 9.4 8.22 10.68 10.58 

MAHHA1002835 0.77 1.87 4.03 1.73 3.97 2.79 

MAMHA1002838 1.85 2.66 5.31 2.91 4.44 3.93 

MAIMAI 002842 1 3.83 3.84 3.32 4.63 5.15 

MAMHA1002843 1.72 2.92 2.33 4.09 4.81 3 

HAMHAI 002844 3.05 3.64 6.52 5.26 7.3 4.09 

HAHHA1002&45 1.25 1.57 2.45 3.59 3.55 4.67 

HAHHA1002857 92.1 106.97 208.17 209.17 202.29 249.13 

HAHIA1002858 317.94 188.78 378.89 560.7 620.76 724.33 
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MAMMAI 002585 


0. 76 


1.86 


4.38 


1.85 


3.6 


5. 26 


MAilllllA1002586 


1.98 


2.55 


3.85 


4.12 


5.02 


3.3 


MAMIIAI002589 


1.08 


1.26^ - 


-2.44 


2. 36 


5.06 


3.19 


MAHIAI 002590 


1-01 


1.57 


5.87 


2.58 


6.75 


4.57 


IIMMMA1002593 


2.48 


2.48 


4.89 


4.18 


4.07 


3.04 


MAMIAI 002597 


2.47 


2. 52 


7.25 


8.06 


9.48 


8. 78 


MAHMAI 002598 


12.12 


13.52 


30.83 


37. 28 


48.14 


38. 91 


MAMMAI 002603 


1.2 


1.39 


3.69 


3.25 


6. 24 


4.35 


MAMMAI 00261 2 


3.51 


3. 39 


12.6 


7.66 


7.78 


9.76 


MAMMAI 00261 7 


4.3 


3. 41 


10.15 


6.3 


7.29 


10.05 


MAMMAI 00261 8 


1.68 


2.27 


4.02 


2.76 


3.59 


3.91 


MAIMA1002619 


2. 96 


2.8 


5.24 


3.22 


5. 88 


3.49 


MAIillAI 002622 


2.51 


2.12 


8. 02 


7.1 


7.18 


7.15 


MAMMAI 002623 


2. 31 


2. 21 


6. 27 


5.89 


6.17 


6.19 


MAMMAI 002625 


1.32 


1.3 


3. 23 


2.3 


6.42 


2.6 


MAMMAI 002627 


0. 98 


0.82 


2.93 


0.6 


■ 1.29 


0.21 


MAMMAI 002629 


1.8 


2. 23 


6.09 


5.03 


6.74 


7.02 


UAIAIAI 002631 


1 


1. 86 


3.61 


3.07 


4.55 


2.97 


MAIMAI 002633 


6. 61 


7.44 


21.47 


19.33 


24.55 


21.53 


MAMMAI 002636 


1.02 


2.46 


6. 97 


6.79 


8.77 


9.25 


MAMMAI 002637 


1.05 


1.4 


4.66 


3.39 


4.85 


4.28 


MAMMAI 002646 


1.69 


0.8 


3.32 


2.33 


2.86 


1.53 


MAMMAI 002648 


10. 51 


14.07 


21.18 


42.29 


31.45 


39.76 


MAWAI 002650 


1.33 


0.56 


1.62 


1.76 


2.08 


0.57 


MAMIAI 002652 


1.76 


2.82 


7.31 


7.5 


7.41 


9.79 


MAMMA1 002655 


1.7 


2. 11 


3. 65 


2.54 


4.23 


3. 78 


MAMMAI 002662 


0,84 


2. 24 


4. 33 


3.57 


5.68 


4.13 


MAMMAI 002665 


3. 61 


3. 57 


10.05 


13.42 


17. 97 


19.59 


MAMMAI 002671 


2.84. 


3.63 


10.17 


17.04 


16.47 


19.3 


MAIHIAI 002673 


1.32 


2.14 


4.93 


4.07 


5.03 


2.82 


MAMMAI 002684 


2. 95 


3.11 


3.84 


6. 61 


8.19 


7.54 


MAIMAI 002685 


0. 68 


1.49 


2. 57 


2.05 


3.74 


2. 97 


MAMMAI 002692 


1.28 


1.96 


5.45 


2.46 


4.14 


3.62 




1 &4 


4. 18 


8 


4.63 


7.68 


6. 61 


HAMHA1 002698 


0.99 


1.91 


4.05 


2.92 


4.42 


3.3 


MAIilA1002699 


2 


2.35 


4.43 


4.05 


5.22 


3.64 


MAMMA1002701 


2.41 


2.56 


8^46 


6.72 


8.94 


8.93 


MAMMA1002708 


1.51 


1.55 


5.38 


4.08 


6.16 


6.18 


MAMMAI 002711 


1.58 


2.08 


7.04 


4.37 


7.35 


5.81 
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UAUMAI 002390 


1.41 


2.04 


3.75 


5.48 


5.4 


3.43 


MAHHAI 002392 


1.94 


3.1 


6.1 


4. 06 


5. 95 


3. 32 


IIAIMAI002396 


4. 87 


3.49- 


42.87 


10.79 


12.9 


8. 08 


HAIHAI 002399 


4.42 


5.13 


10.69 


10. 95 


8. 66 


4.57 


MAIMAI 002400 


3 


2.22 


4.69 


3.11 


4.36 


3. 53 


MAIMA1002409 


51.57 


55.16 


63.3 


77.54 


80. 62 


77. 88 


MAimAI 002411 


1.08 


1.88 


4.13 


3.43 


5.49 


1.92 


MAIWA1002413 


2.02 


3. 01 


9.19 


5. 93 


7.17 


6. 75 


IIAUMA1002417 


1.83 


2.24 


4.87 


3.45 


4. 25 


2. 63 


MAMHAI 002427 


1.5 


2.38 


4.54 


4. 78 


5. 56 


3. 41 


HAIHAI 002428 


2.47 


2.26 


5.38 


4.46 


5.11 


4. 28 


HAIHAI 002433 


1.74 


2.18 


'6.84 


6. 72 


6.96 


6.22 


HAMHA1 002434 


2.94 


2.4 


7. 38 


5.34 


4. 65 


5. 03 


HAHHA1 002446 


1.39 


2.34 


5. 62 


3. 98 


5. 84 


5. 96 


MAHHAI 002447 


2. 51 


1.38 


6.4 


5.11 


6. 26 


5.45 


HAHMA1 002454 


7.77 


9. 16 


18.07 


21.71 


17.12 


18. 35 


HAHHA1 002461 


2.06 


4.11 


7.7 


4. 92 


5. 41 


6. 47 


HAHHA1 002463 


3.28 


3.32 


8.09 


6. 98 


7.82 


5. 39 


HAIHAI 002464 


16.58 


16.77 


20.05 


19. 41 


20. 41 


18.09 


HAHHA1 002466 


9.48 


9.89 


14, 22 


14. 58 


15, 75 


13. 93 


HAIHAI 002470 


1.39 


1.51 


5.13 


3. 54 


5. 01 


3. 73 


HAIHAI 002475 


0.72 


1.85 


5.03 


3. 86 


5.17 


4.65 


HAIHAI 002480 


0.66 


1.21 


2.31 


1.68 


2.84 


2. 03 


HAIHAI 002485 


29. 98 


27.24 


46.09 


64.83 


74.9 


80. 68 


HAHHA1 002494 


2 


2 


4.11 


4.48 


5.12 


5.13 


HAHHAI 002498 


0.97 


2. 57 


3.16 


2. 07 


3.18 


1.55 


HAIHAI 002524 


3.04 


2. 96 


6.43 


5.18 


7.34 


6. 1 


HAHHAI 002530 


2.5 


3. 24 


4.88 


3.17 


4. 41 


2. 55 


HAHHAI 002538 


2.34 


2.38 


5.62 


5.46 


5.13 


4. 91 


HAIHA1002545 


2. 37 


2.64 


6. 26 


4. 56 


6.49 


4.56 


HAHHAI 002554 


1.96 


1.42 


5.43 


5.3 


6.01 


7. 81 


HAHHAI 002556 
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HAMMA1000714 
MAIilA1000718 
MAIMA1000720 
MAMMAI 000723 
MAMMAI 000731 
MAMMAI 000732 
MAMMAI 000733 
MAMMA1000734 
MAMMA1000736 
MAMMA1000738 
MAMMAI 000744 
MAHMAI 000746 
MAMMA1 000748 
MAIilA1000751 
MAMAI 000752 
MAMMA1000757 
MAIMA1 000760 
MAHMAI 000761 
MAHMAI 000775 
MAHMAI 000776 
MAHMA1000778 
HAIillA1000781 
MAIilA1000782 
MAWA1 000784 



1.98 1.61 

2.28 1.78 

1.78 1.49- - 

1.24 1.68 

0.71 1.11 

0. 76 0. 97 

3. 27 2. 78 

1.71 3.23 

0.98 1.19 

6.87 11.61 

1.64 3.39 

3.12 3.07 

0.63 1.07 

0.74 1.26 

1.53 2.14 

1.19 1.84 

1.32 2.79 

1.33 2.19 

1.22 1.65 
1.24 1.17 
1.37 1.59 
0.58 0.82 

12.22 11.56 

4.26 4.34 

0. 8 2. 06 
1.12 2 

1 2.03 

8. 23 8. 93 
10.46 7.63 

1.5 2.37 

1.89 2.48 

3 2.99 
1.86 2.58 
1.37 1.83 
2. 37 2. 36 
2. 14 2. 28 
1.33 1.33 
1.94 2.36 
1.28 1.58 



3.56 


4.21 


4.51 


2.18 


•5.35 


2.9 


2.17 


1.96 


3.23 


2.44 


2.01 


0.9 


4.47 


10.4 


6.88 


5.43 


2.53 


1.98 


18.54 


30.76 


4.99 


7. 89 


' 5.9 


7.47 


1.79 


1.08 


1.76 


0.83 


5.33 


5.43 


4.31 


2.64 


4.84 


5.53 


5.14 


4. 95 


4.17 


3.26 


3.11 


3.04 


3.02 


4.86 


1.54 


2.31 


22.62 


21.95 



11.96 4.92 

3. 82 2. 52 

5. 52 3. 27 

2.24 2.38 

13.13 15.53 

32.43 45.16 

8.68 11.52 

5.54 7.9 

6.77 4.65 

5. 73 4. 87 

4.43 3.23 

6.3 6.57 

5.19 4.95 

3.06 2.82 

3. 88 2. 93 

3.94 2.22 



5.34 5.24 

4.48 3.26 

6.43 6.85 

5. 64 2. 41 

3.76 1.74 

3. 94 2. 06 

6. 73 9. 28 

5. 63 6. 03 

3.73 2.45 

32. 53 30. 62 

14.39 8.69 

10.05 7.55 

1.52 0.66 

1.87 0.63 

5.8 6.96 

■ 4. 96 4. 94 

7.12" 4.37 

8. 51 5. 44 

4. 81 3. 68 

4. 99 3. 26 

6.5 6.05 

2.41 1.22 

22.19 13.18 

5. 77 6. 14 

4.15 1.95 

3. 97 4. 67 

4. 27 2. 48 

16.06 15.05 

40.03 54.65 

14.2 12.68 

8. 53 10. 86 

8.01 7.12 

6. 29 4. 99 

4.29 2.64 

7 6.12 

3.99 3.84 

2.86 1.23 

3.11 3.01 

7.2 3.64 
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25 
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35 
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MAWAI 000478 


2. 85 


3.26 


7.41 


5.76 


9.1 


7,57 


IIAiMA1000483 


4.16 


3.16 


' 8.3 


8.09 


6.5 


8.63 


MAIBIA^000490 


1.65 


2.61- 


-3.68 


2.66 


4.96 


2.14 


HAHMAI 000496 


1.18 


1.7 


3.44 


1.3 


3.79 


2.01 


MAHMA1 000500 


0.68 


1.79 


3.22 


1.41 


3.2 


2.86 


MAMMAI 000501 


3.04 


3.89 


7.86 


13. 71 


15. 02 


12.51 


UAUIA1 000503 


0.84 


2. 08 


2. 21 


3. 52 


3. 52 


2. 27 


MAHHAI 000506 


10.14 


8.79 


32. 66 


34.77 


26.7 


18. 31 


MAHMAIOOOSIO 


3.24 


3.5 


4.59 


10.97 


10.76 


13.61 


HAIMAIOOOSIS 


2.12 


1.54 


4.56 


5.97 


7.55 


6.2 


IIAIHA1000516 


2.18 


2.4 


6.29 


3. 89 


3.85 


5.07 


MAMMAI 000522 


1.04 


1.47 


'4. 39 


2.4 


3. 68 


1.85 


MAIHAI 000524 


2.04 


2.09 


3.53 


3.82 


6.18 


3.96 


MAMIA1 000528 


3.74 


2.72 


2.05 


2.7 


4.09 


2.88 


MAWAI 000534 


0.91 


2.35 


2.11 


1.86 


2.91 


2.04 


HAIMA1 000541 


2.85 


3.16 


11.29 


11.22 


' 8.81 


12.04 


MAMIUI 000550 


1.21 


2.73 


1.86 


2.46 


6.65 


4.64 


MAHIAI 000556 


1.78 


1.32 


4.25 


2.66 


3.37 


1.4 


MAWAI 000559 


1.32 


1.49 


5. 56 


2.92 


4.2 


3.46 


MAMMAI 000565 


1.82 


2.74 


3. 93 


2.13 


4.18 


4.22 


MAWAI 000567 


0.99 


2.16 


3.77 


2.3 


4.07 


3.64 


MAMMAI 000576 


3. 72 


3.12 


13.12 


10.45 


9. 76 


10.02 


MAWAI 000582 


2.07 


2.7 


5.64 


4.13 


4.81 


6.31 


HAHMAI 000583 


1.16 


2.33 


2.45 


2.19 


4.47 


2.93 


HAHMAI 000585 


1.66 


2.04 


4.19 


3.82 


5.38 


3.23 


MAWAI 000587 


1.64 


1.51 


3.73 


3.12 


5.07 


3.49 


MAMMAI 000591 


0.96 


1.34 


3.11 


1.45 


3. 74 


1.72 


MAWAI 000594 


2.3 


1.76 


4. 92 


3.55 


7.68 


5.16 


MAWAI 000597 


4.42 


3.09 


9.64 


9.46 


9. 63 


10.35 


MAWAI 000605 


2.84 


3.94 


11.44 


18.34 


15.85 


17.89 


MAWAI 00061 2 


1.91 


2.15 


5.22 


3.85 


4.33 


4.95 


MAWAI 00061 4 


3.11 


2.71 


9.4 


7.48 


6.07 


6.34 


MAHHAI 00061 6 


1.66 


1.79 


2.44 


2.1 


5. 09 


3.45 


MAMMAI 000621 


1.39 


1.67 


3. 36 


3.15 


6.31 


7. 02 


MAMMAI 000623 


1.08 


1.04 


3.83 


0.92 


2.66 


2,3 


MAWAI 000625 


7.39 


6.32 


23. 76 


19.68 


25.39 


29.8 


MAWAI 000635 


0.89 


0.68 


1.61 


0.76 


1.75 


0.64 


MAHHAI 000643 


1.47 


1.11 


1.94 


4.21 


3.77 


6.82 


MAHHAI 000646 


4.68 


3. 61 


9. 55 


17.22 


16.4 


16.44 
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MAMHAI 000331 
IIAIIIA1000335 
MAIMA1O00339 
MAMIAI 000340 
MAIMAI 000348 
IIAIilA1000356 
HAWIAI 000358 
MAMIAI 000360 
MAIIIA1000361 
HANIAI 000363 
MAimAI 000370 
MAIMAI 000371 
MAMMA1 000372 
MAMMA1 000385 
MAMMAI 000388 
MAMM1 000395 
MAMIiA1000402 
HAIIIAI 000403 
MAWAI 000410 
HAIIIAI 00041 3 
MAIMAI 00041 4 
HAMHA1000416 
■AWA1000421 
MAMIA1000422 
MAMHAI 000423 
MAMHAI 000424 
MAMMA1 000429 
MAWAI 000431 
HAMULI 000432 
MAIMA1000437 
HAMMA1000444 
MAMMAI 000446 
MAMMAI 000449 
MAMHAI 000457 
HANIAI 000458 
MAMMAI 000468 
MAMHAI 000472 
HAMMA1 000473 
MAIMAI 000477 



1.08 1.65 
7.38 9.1 
0.33 0.39- 
1.43 1.33 

1.2 1.27 

1.93 2.21 

2. 93 3. 97 

1.41 1.92 

2.2 3.45 

1.09 1.69 
0. 92 0. 71 
2.09 1.73 
4.45 4.1 



1 79 


2.36 




3.02 


1 3 


2.46 


1. 69 


1.68 


1 7 


2. 36 


0. 87 


1.25 


1 52 


0.47 


1 . uo 




3.3 


4.01 


2.61 


2.83 


2.83 


2.53 


1.7 


1.26 


0. 88 


1.7 


8.73 


10. 07 


1.6 


1.27 


1.05 


2.33 


4.61 


4.75 


2. 53 


4.15 


1.19 


2.07 


1.77 


1.59 


4.44 


4.82 


1.27 


2.22 


0.55 


1.12 


1.15 


2.3 


1.95 


1.72 


3.86 


3.29 



3 3.33 
14.27 19.49 

■2.17 1.46 

4.12 4.37 

4.6 3.14 

4. 93 3. 08 

5. 02 7. 42 
4.6 3.76 
8. 9 8. 94 

3.86 1.87 

1.76 2.02 

'6.35 10.02 

12.88 12.01 

6.41 6.41 

6. 03 4. 7 
3.12 1.69 
5. 62 3. 33 
5. 05 5. 45 
2. 71 3. 23 
2. 48 3. 51 
3.03 2.94 
10.2 15.8 

6.11 7.7 
7.46 9.18 

6 5.9 

3.17 1.91 

13.78 14.98 

4.27 5.22 

2.8S 2.63 

8.44 10.54 

8. 55 7. 55 

3. 87 2. 03 
3, 54 3. 37 

7.12 7.2 
4.83 2.52 

2. 2 0. 51 
4.42 4.77 
3. 59 3. 45 
5. 67 8. 71 



6.01 3.21 

16.28 16.92 * 

2.09 0.66 

2.72 2.15 

4.82 6.11 

5.42 6.29 
7.47 4.9 

5.2 4.63 
10.67 8.93 

4.37 4.1 

2. 62 2. 57 * 

12.1 10.1 * 

12.92 11.97 

7.66 8.72 

4.53 5.06 
3.49 0.8 

4. 35 4. 63 

5. 81 3. 96 
3.35 3.25 
3. 76 3. 61 
4.91 1.81 

23.14 20.47 
7.42 7.09 

6.64 12.05 

6. 62 5. 89 
2.38 1.07 
16.3 11.17 
6.32 4.26 

2.82 1.41 
11.52 8.12 
10.17 10.13 

3. 63 2. 49 
4.31 3.22 
6.88 6.22 

4.03 1.94 
2.25 1.16 
6. 36 5. 79 
5.46 3.17 
9. 92 7. 97 
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IIAHIIA1000183 
HAIIIA1(X)0191 
IIAHIIAt000U2 
UAIIIA1000193 
UAHIiA1000198 
MAHHAI 000204 
HA1MA1 000207 
IIAIHA1000214 
HAWAI 000220 
IIAIillA1000221 
UAIMAI 000226 
MAMMAI 000227 
MAimAI 000230 
HAiniAl 000241 
IIAIHA1000245 
IIAIHA1000248 
IIAIMA10002S1 
IIAilllA1000254 
HAHMA1 000257 
IIAIMA1000262 
HAIHAI 000264 
IIAIIIA1000266 
HAMIAI 000270 
MAHIAI 000271 
MAMIAI 000277 
MANIAI 000278 
MAMIAI 000279 
MAMIAI 000283 
MAIMAI 000284 
HAMIAI 000287 
HAMIAI 000294 
HAWAI 000298 
MANIAI 000302 
MAMIAI 000303 
MAMIAI 000305 
MAHIA1000307 
MAIilA10OO3O9 
HAIilA1000312 
HAMIAI 00031 3 



1.14 


2.12 


3.25 


3.34 


5.76 


8.53- 


1.68 


1.54 


1.88 


1.99 


1.75 


2.25 


1 


3.2 


1.76 


2.08 


6.19 


6.12 


0.57 


1.04 


0.48 


1.06 


0. 93 


1.23 


1 


1.23 


2.9 


2.2 


76. 63 


70.15 


6.79 


4.17 


1.68 


1.72 


1.24 


1.22 


5. 39 


2.62 


15.48 


9. 75 


0.99 


1.2 


1.25 


0.79 


2.43 


1.94 


6.01 


3.26 


0.89 


0. 93 


1.84 


2.01 


1.82 


1.74 


0.99 


1.51 


2.65 


2. 51 


1.58 


2.13 


4.72 


5.45 


0.87 


1.36 


0.9 


1.18 


0.92 


1.62 


1.07 


1.28 


2.29 


3.03 


0.57 


1.61 


3.55 


4.99 


1.06 


2.31 
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5.29 3.92 

14.68 12.56 

-8..67 16.66 

0.86 1.33 

5. 53 4. 44 
3. 39 3. 56 
3. 41 2. 86 
3. 68 2. 84 

11.61 12.49 

1.68 1.14 

2.07 1.49 
' 1.6 2.73 

1.77 2.38 

4.19 7.24 

118.95 141.45 

13.48 13.18 

4.7 5.55 

3.59 2.14 

25. 06 32. 2 

18.2 40.81 

2. 3 4. 43 

2.73 4.21 

4.57 6.16 

8. 54 8. 94 
2.56 2.46 
4. 29 2. 18 
4. 33 3. 51 
2.36 1.37 
8. 31 6. 28 
6.27 5.55 
9. 44 3. 84 
2.51 1.55 
4. 73 2. 22 
2.63 4.16 
2. 73 2. 47 
9. 61 15. 85 

3.69 4.6 

8.08 6.19 
2.34 1.79 



4.7 


4. 91 


14.7 


18.23 


19. 91 


17. 65 


2.25 


1.94 


6.49 


5. 57 


4.13 


2. 85 


4.96 


3. 47 


4.42 


4.74 


18.06 


16.72 


4.51 


0.87 


3.19 


1.88 


3. 67 


3.46 


3.04 


2.94 


5.8 


7.61 


166.09 


104.88 


13.44 


18.8 


5.39 


5.29 


5.61 * 


5.02 


43. 78 


35.79 


33. 23 


34.89 


2. 57 


3.4 


5.33 


4.03 


7.16 


7.58 


6.17 


8.1 


2.75 


2.09 


5.06 


3. 51 


5.72 


4. 35 


2.66 


2. 71 


8.49 


8.01 


6.94 


7.1 


8. 21 


4.74 


3.1 


0. 95 


4.9 


2. 56 


4.06 


3.22 


2.74 


2.1 


14.04 


14.38 


3.65 


4.61 


5.18 


6.55 


3.98 


3.43 
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LIVER1000185 

LIVER1000187 

LIVER100019D 

LIVER1000192 

HAHMAI 000009 

HANIAIOOOOIS 

IIAIIIA1000019 

IIAIIMA1000020 

MAIMAI 000024 

MAIMA1 000025 

MAMMA1 000043 

MAMIA1 000045 

HAMAI 000046 

MAIIIAIOOOOSS 

IIAIIIA1000057 

MAHIAI 000060 

MAIMAI 000069 

HAMHAI 000084 

MAIIIAIOOOOSS 

HAMHAI 000092 

HAIHAI 000096 

MAIMAI 000097 

MAIMAI 0001 02 

IIAMIA1000103 

IIANIA1000106 

IIAIMA1000117 

MAIMAI 0001 18 

MAIMAI 0001 29 

HAMIA1000133 

MAIMAI 0001 34 

MAMMA1000139 

MAHHA1000141 

MAMMA1000143 

MAMMA1000150 

MAIHA1000155 

MAiHA1000163 

MAIHA1000171 

MAMMA1000173 

MAMM1000175 



2.42 2.55 

0.96 1.55 

3.77 3.48.- 

2. 37 2. 92 
1.39 2.55 
1.72 1.59 
0.69 2.48 
2.79 2.35 
0.65 1.76 
1.92 2.56 
1.06 2.36 

1.38 2.01 

1.74 2.44 

8. 51 8. 71 
4. 4 3. 29 

26.78 24.33 

2.13 1.65 

2.88 3 

2.75 3.74 
1.45 2.97 
4. 45 4. 96 

2. 4 2. 96 

1.94 1.59 

1.52 1.65 
1.25 2.15 
1.19 2.12 
1. 03 2. 06 
1. 06 2. 1 
1.09 1.96 
1.23 2.08 
1.45 1.91 
1.97 2.27 
1.66 1.1 
4.11 4.95 
1.87 2.71 
1.65 2.82 
1.96 2.43 

3. 5 5. 27 
1.58 1.8 



5.16 4.37 

4. 84 6. 64 

^5.95 4. 71 

3. 93 4. 1 

5.12 3.62 

4.78 5.23 
3.4 4.27 

5.63 6 

3. 79 2. 42 
6. 92 4. 96 
6. 43 6. 93 

'4.84 2.68 

3.18 2.88 

9.57 9.38 

7. 56 8. 38 

45.25 48.69 

4.1 3.43 

5.81 5.64 

7.02 6.45 



3.8 


4.64 


9.29 


8.15 


3.86 


5. 93 


4.27 


4.25 


5 


2.39 


5.1 


2.3 


3. 72 


1.84 


3.08 


3.38 


2.97 


1.73 


3.67 


2.8 


4.28 


2.27 


2.69 


2.13 


5.47 


3.67 


2. 55 


3. 83 


8. 99 


6.49 


4. 35 


5.46 


2.62 


3.45 


5.53 


4.12 


10.33 


17.47 


2.89 


4.06 



4.72 4.23 
4.17 3.5 

6. 24 4. 47 

5. 23 4. 04 

4.72 3.46 

4.42 6.42 
4.81 3.1 

7. 86 5. 75 

2.91 1.61 
6. 72 5. 6 
8. 22 6. 6 

3. 96 2. 89 

4.5 2.37 

10.74 9.36 

9.78 8.16 

33. 84 48. 6 



3.14 


2.41 


8.15' 


7.51 


5.82 


6. 97 


5.15 


4.55 


9.11 


6.09 


6.01 


6. 97 


6.16 


4.44 


4.56 


2.83 


4.48 


3.27 


3.32 


2.77 


3. 21 


4. 56 


2.7 


1.31 


3.87 


2.02 


4.61 


1.93 


3. 98 


1.85 


3. 61 


3.42 


3.52 


1.74 


6.4 . 


8.66 


5.69 


6.41 


4.54 


4.97 


6. 52 


4.97 


17.44 


18.26 


5.14 


3.7 
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HEMBB1002712 


8.55 


1.32 




1IR321000028 


1.03 


1.71 


O 


lliR32tO000ai 


1.71 


2. 59 




IMR321 000034 


21.95 


15. 41 




IIIR321 000039 


5. 81 


7.11 




IIIR321000044 


0. 81 


2, 37 


10 


IIIR321000063 


79. 52 


80.12 




IHR321 000085 


21.02 


18.07 




IIIR321 000089 


1.51 


1.42 


15 


Ilffi321 000091 


4. 79 


2.91 


LIVER1 000004 


8.04 


9.67 




LIVER1 000008 


1. 13 


1.36 




LIVERl 000011 


3. 03 


5.9 


20 


LIVER1 000022 


2. 75 


3. 66 




LIVERl 000025 


1.78 


2, 77 




LIVERl 000030 


1.05 


0. 96 




LIVERl 000045 


1. 33 


1.37 


25 


LIVERl 000046 


1.01 


1.53 




LIVERl 000072 


1.61 


1.26 




LIVERl 000077 


0. 33 


1.79 


30 


LIVERl 000080 


1.53 


3 




LIVERl 000086 


6. 38 


7. 69 




LIVERl 000092 


1.6 


1.46 




LIVERl 000095 


0. 91 


2. 31 


35 


LiVERI 000097 


1.26 


0. 74 




LIVERl 000098 


0.43 


1.37 




LIVERl 0001 00 


3.3 


2. 82 


40 


LIVERl 000101 


0. 36 


1.81 


LIVERl 0001 06 


0. 83 


1.95 




LIVERl 000108 


1. 36 


2. 93 




LIVERl 000115 


1.12 


1.57 




LIVERl 0001 20 


1.45 


0. 95 




LIVERl 0001 38 


0. 6 


1.27 




. LIVER1000146 


1.38 


2. 69 




L1VER1000148 


0. 88 


1.24 


50 


LIVER1000157 


30.11 


26.71 




LIVERl 000161 


1.3 


1.59 




LIVB11000167 


3. 07 


3.63 


55 


LIVERl 000174 


1.53 


1.68 



2. 38 


2. 92 


4.06 


1.4 






2. 88 


1.63 


2. 76 


1.63 






* 3.51 


5.86 


4.35 


5. 31 


* 


+ 


30. 37 


33. 73 


19. 59 


34. 65 






14. 41 


14. 72 


15. 71 


13.99 






1.44 


1.01 


3. 26 


2. 06 






127. 61 


224. 23 


199. 69 


128.8 






26. 38 


30. 28 


48.13 


47. 89 


* 




3. 86 


3 


6.7 


5.84 






6.5 


8. 35 


11.38 


8. 55 




+ 


34. 15 


55.9 


56. 53 


48. 86 




+ 


'3. 06 


1.68 


4 


2.17 






26. 65 


37.8 


54. 37 


45. 77 




+ 


7. 75 


9. 39 


9. 82 


9.17 


♦ - 


+ 


5. 47 


9.83 


10. 83 


7,7 




+ 


2.12 


2.04 


2. 56 


1.23 






3.11 


5. 11 


5. 12 


5. 89 




+ 


3. 86 


4. 14 


7. 82 


5.34 






5. 23 


12.42 


9.54 


12. 21 




+ 


1.97 


1.87 


2.84 


3.14 






5.81 


5. 96 


4. 24 


5. 41 






47.4 


69.84 


79. 87 


70. 57 




+ 


3. 09 


3.85 


3. 83 


2. 41 






2.56 


2. 16 


2.46 


1.55 






2.49 


2. 18 


2. 84 


2. 25 






2, 57 


2. 76 


3. 95 


2. 29 






5. 82 


4.99 


7.44 


3. 74 






2.4 


1.69 


4. 25 


2. 74 






1.79 


0. 97 


2.8 


1.29 






4. 31 


4.35 


4.12 


3.43 






4. 32 


6. 38 


6.13 


6.9 




+ 


2.23 


1.39 


1.46 


0. 73 






1.86 


2.11 


2. 36 


1.6 






6. 24 


7.17 


7 01 


7 02 






2. 65 


1.68 


5. 68 


3.51 






67.66 123.41 


85.61 


124. 96 




+ 


2.3 


1.73 


3. 37 


1.84 






14.08 


20. 36 


22. 31 


21.82 




+ 


1.84 


2.1 


3.43 


1.29 
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HEMBBI 002544 


3.91 


3.45 


6.89 


6. 79 


7.87 


7.99 


HEIIBB1002545 


0.92 


2.76 


2.83 


3. 21 


4.15 


4.29 


HEIIIBBtO02S50 


1.32 


1.69- - 


-1.86 


2.99 


4.68 


2.42 


HEMBBI 002556 


2.9 


3.54 


9.69 


8.73 


8.12 


10. 62 


HEMBB1 002571 


17.25 


14.03 


19.8 


21.91 


16. 59 


24.61 


HEHBBI 002579 


3.32 


2.05 


4. 87 


4.38 


6.6 


6.39 


HEMBB1002582 


1.79 


2.11 


5.59 


5.77 


6.47 


5.63 


HEMBB1002584 


2.82 


1.94 


6.09 


3.94 


4.67 


3.62 


HEIBB1 002587 


6.39 


5.82 


10.63 


11.3 


9.04 


9.94 


HEMBBI 002590 


1.6 


3.07 


7.46 


5. 86 


7.3 


5.84 


HEMB61002S96 


1.5 


2.01 


3.17 


5.59 


4. 94 


4.21 


HEMBBI 002600 


1.55 


2.72 


*3.81 


5.02 


7.18 


3.93 


HEHBBI 002601 


1.28 


2.23 


3.9 


2.51 


5.59 


2.99 


HEMBBI 002603 


2.37 


1.64 


5.48 


3.53 


6.59 


5.6 


HEMBBI 002607 


1.48 


1.15 


4. 34 


2.59 


4. 26 


2.99 


HEMBB1002610 


1.2 


0.96 


3.48 


1.95 


3. 79 


3. 45 


HEMBBI 00261 3 


0. 96 


2.41 


4.31 


3. 98 


5. 39 


3.72 


HEMBBI 00261 4 


3.18 


3.34 


5.35 


3.87 


6.08 


9.76 


HEMBBI 00261 5 


1.47 


3.29 


4.63 


2.45 


3.83 


2.67 


HEMBBI 00261 7 


0.67 


3.09 


2.88 


2.1 


3.34 


3.4 


HEMBBI 002623 


2. 31 


3. 63 


4.36 


3.96 


6. 28 


5. 91 


leiBBI 002624 


2.7 


1.56 


7.52 


7. 96 


8. 72 


8.3 


HEMBBI 002631 


1.65 


2 


4.28 


2.14 


3. 72 


1.74 


HEMBBI 002635 


1.84 


1.74 


3.55 


3. 31 


3.64 


3.56 


HBBB1 002644 


7.22 


9.04 


15. 98 


18.52 


23.94 


22.55 


HBffiBI 002654 


5.22 


4.21 


7.77 


7. 92 


7.33 


11.74 


HEMBBI 002661 


1.93 


2.16 


3.96 


1.99 


4.13 


5. 33 


HEMBB1002663 


1.59 


1.8 


3.85 


5.45 


5.58 


5.17 


HEMBBI 002664 


1.28 


2.4 


4.43 


5.05 


9.22 


6.76 


HBIBB1 002677 


1.88 


1.83 


1.86 


1.81 


4.79 


2.34 


HQBB1 002683 


2.68 


2.21 


9.21 


5.67 


5.9 


8.45 


HEMBBI 002684 


1.71 


0. 81 


2.53 


1.92 


2.74 


2. 63 


HEMBBI 002686 


1.23 


1.39 


2.88 


1.45 


3.37 


1.64 


HEMBBI 002692 


0. 99 


.1.4 


1.87 


2.5 


2.53 


2.98 


HEMBBI 002693 


1.75 


1.75 


4.12 


5.03 


5.74 


3.46 


HBIBB1 002697 


1.09 


2.8 


2.73 


4.17 


5. 58 


5.34 


HEMBBI 002699 


1.59 


2.27 


4.93 


4.72 


6. 74 


6.97 


HEMBBI 002702 


1.63 


1.5 


2.54 


1.76 


3.25 


3.33 


HEMBBI 002705 


4.2 


2.84 


6.79 


8.83 


8.26 


7.92 
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10 HEMBB10Q2366 13.63 21.17 32.35 56.28 57.48 53.09 ** + 

+ 



15 



20 



25 



30 



35 



40 



45 



SO 



55 



HEMBB1002329 


2.89 


3 


3.81 


6. 39 


5. 88 


5.53 




HEMBB1002340 


0.6 


1.8 


2.05 


2. 29 


3. 38 


2.22 




HEIBB1002342 


8.12 


9.2a 


-U..09 


21.68 


18.15 


18.03 


* 


HEMBB1 002358 


1.09 


3.22 


6. 37 


6. 52 


7.91 


9.2 




HE1IBB1 002359 


1.09 


2.55 


4.29 


4. 66 


5.4 


3. 54 




HEHBB1 002364 


1.28 


1.82 


2.33 


3.17 


5.15 


3.11 




HEIBB1 002366 


13.63 


21.17 


32.35 


56. 28 


57.48 


53. 09 




HEliBB1002371 


0.83 


0.63 


1.72 


2. 32 


2. 82 


2.1 




HEIIBB1002381 


0.97 


1.16 


1.74 


2.83 


3.16 


6. 26 




HEMBBI 002383 


1.07 


3.17 


4.18 


3.1 


4.5 


4. 37 




HEHBBI 002387 


0. 98 


2. 36 


2. 68 


2. 09 


3. 68 


2. 96 




HEMBBI 002409 


6.85 


7. 27 


46. 98 


69.94 


70. 04 


64.2 




HEMBBI 00241 3 


3.92 


2.99 


8.34 


9.46 


8.16 


10.16 




HEMB61002415 


0.84 


1.28 


2. 79 


2. 36 


3. 49 


2.11 




HEMBB1002424 


1.04 


1.17 


1.63 


2. 89 


3.04 


2. 66 




HEMBBI 002425 


1.12 


1.69 


5. 86 


6.46 


* 10.1 


5. 26 




HEKBBI 002427 


1.5 


1.59 


2. 32 


3. 72 


7. 82 


3. 65 




HEIB61 002442 


2.29 


1.57 


4.33 


4.99 


8.58 


8. 89 




HBBB1002447 


2.61 


2.7 


5.56 


6.1 


6.6 


5.63 




HEMBB1002453 


2.5 


2.48 


6.56 


6. 31 


7. 55 


5. 25 




HEHBB1002457 


1.54 


2.08 


4.77 


3. 69 


4.61 


4.8 




HEHBB1002458 


0.48 


1.53 


2.5 


2.2 


2. 35 


1.66 




HEHBBI 002463 


1.36 


1.84 


6.55 


6. 24 


6.11 


8. 87 




HEMBBI 002465 


1.12 


1.18 


2.4 


2. 86 


2. 25 


1.59 




HEHBB1002477 


0. 71 


0.66 


4.43 


3 


4. 39 


4. 86 




HEMBB1002479 


22.08 


21.58 


27.54 


16.12 


19. 41 


17. 27 




HBBBI 002489 


0.86 


3.02 


3.9 


5. 73 


5. 51 


7.68 




HEIffiBI 002492 


1.27 


1.23 


3.07 


3. 53 


4. 08 


3. 39 




HEMBBI 002495 


1.85 


1.85 


3.2 


2. 61 


5.02 


3. 98 




HEHBBI 002502 


0.94 


2. 52 


2. 81 


1.77 


4. 83 


3. 27 




HEIBB1002509 


0.73 


1.8 


2. 65 


2.03 


2.43 


1.27 




IOBB1002S10 


0.49 


1.68 


3.06 


1.78 


2.5 


0. 81 




HEIBB1002520 


1.46 


2.47 


5.44 


6. 62 


7. 57 


8. 61 


* 


HEIffiBI 002522 


0 82 


1. 88 


4 42 


2 31 


6 8 


2 07 




HEHBBI 002527 


11.47 


13.79 


12.46 


24.19 


10. 37 


17. 52 




HE1BB1002530 


1.43 


2.15 


3.44 


2. 93 


4. 92 


2. 26 




HEHBB1002531 


0.46 


1.32 


2.04 


1.23 


2. 99 


0.35 




HBIBB1002S34 


1.35 


2.27 


2. 73 


4.54 


4.08 


3. 92 




tQBB1002536 


6.58 


5.93 


46. 38 


45.93 


63. 71 


42.88 





+ 
+ 
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HE1IIBB1002092 2.51 2.24 4.48 5.34 3.65 6.27 

HEMBB1 002094 3.21 2.62 8.2 5.72 7.27 6.04 

HEMBBt002103 2.42 2.97- --3.-51 3.74 5.58 4.47 

HEMBB1002109 4.27 3.47 4.84 5.72 7.83 6.36 

HEIBB1002115 42.37 37.4 91.88 95.86 101.94 101.65 

HEMBB1002120 0.89 1.22 2.91 0.86 2.94 2.41 

HEIIBB1002121 0.75 1.56 1.63 1.5 4.66 2.53 

HEIBB1002134 11.99 11.22 112.59 98.93 166.1 133.77 

HQBB1002136 1.29 1.65 2.9 2.59 3.26 2.58 

HEIIBB1002138 10.48 9.64 20.72 18.78 23.06 19.4 

HE1IBB1002139 1.84 1.6 5.46 4.69 6 5.84 

HEIffiB1002141 1.53 0.83 *3.44 1.48 4.64 2.54 

HBIBB1002142 1.85 2 4.95 3.22 5.98 6.03 

HEMBB1002145 1.62 0.83 2.96 1.49 3.07 2.42 

HBBB10021S2 1.27 1.19 3.15 2.32 6.36 3.41 

HaiBB1002162 1.25 1.55 3.92 3.42 5.14 3.61 

HEIBB1002173 4.18 1.09 5.58 2.77 4.48 3.84 

HE1IIB81002189 2.78 1.95 6.14 7.01 8.25 5.93 

HBBB1002190 1.81 2.2 6.36 8.01 6.93 8.36 

HEIBB1002193 1.84 1.06 2.06 4.53 4.37 S.48 

HEI1BB1002217 3.82 2.26 6.02 3.61 6.06 3.23 

HEIIIB61002218 3.91 3.3 7.58 4.94 6.15 5.68 

HaiBB1002228 2.28 2.9 6.17 6.68 7.94 6.97 

ffilBB1002232 1.15 1.4 2.24 2.14 5.79 3.03 

HEIBB1002245 0.86 0.84 2.34 1.53 2.47 1.05 

HEIIB61002247 1.72 0.59 2.44 1.38 2.24 1.03 

HE1IBB1002249 2.65 1.64 3.1 3.39 4.08 4.01 

HE1BB10022S4 1.35 1-35 3.83 2.64 3.27 2.86 

HEIIB81002255 0.99 1.37 2.6 1.19 2.93 1.4 

HEIIBB100226$ 1.33 0.83 2.07 0.73 1.99 0.54 

HBBB1002271 14.89 9.5 29.42 32.9 41.53 37.28 

HBBB1002280 1.62 0.78 1.6 1.55 2.93 1.12 

HEIIBB1002296 11.83 12.31 18.29 31.87 21.06 23.09 

HQffiBI 002300 0.78 2.31 3.48 1.49 4.63 3.12 

fOBB1002302 1.17 2.17 3.26 2.49 4.76 3.04 

HEIBB1002306 1.83 1.96 4.28 2.91 4.34 2.6 

HBffiB1002316 0.66 1.38 2.36 1.19 2.9 0.97 

HEMBBI 002326 0.93 1.68 4.52 4.35 4.41 3.9 

HEIBB1002327 0.99 0.99 2.66 1.46 2.95 2.06 
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HEMBB1001952 
HE1IBB10019S3 
HE1IBB1001957 
HEIIBB1001959 
HEIffiB1001962 
HEIiBB10O1967 
HEIIIBB1001973 
HEIIIBB1(X)1978 
HEIIBB1001983 
HEIffiB1001987 
HEHBB1001988 
HEMBB1001990 
HEMBB1001996 
HE1IIB81001997 
i1EMBB1001999 
HEMBB1002002 
HEMB61 002005 
HEMBB1 002009 
HEIIBB1002013 
HEHB81002015 
HEMBBI 002024 
HEHBBI 002035 
HEIBB1 002039 
HBffiBI 002041 
HEHBBI 002042 
HEMBBI 002043 
HEHBBI 002044 
HEMBBI 002045 
tOBBI 002049 
HEMBBI 002050 
HEHBB1002051 
HEHBBI 002068 
HEHBBI 002069 
HEMBBI 002075 
HEHBB1 002079 
HEIffiBI 002080 
HEMBBI 002082 
HEIBB1 002084 
HEMBBI 002088 



1.41 2.05 

1.62 2.09 

1.16 2.02 
2. 05 3. 31 
5. 54 2. 61 
2.59 2.46 
Z25 2.4 
2.08 1.71 
9. 23 8. 69 
1.78 2.34 

2.02 1.92 
7.65 7.72 
1.54 1.47 
1.46 2.25 

10.91 11.08 
1.08 1.58 
1.88 2.91 
2. 32 2. 48 
0.96 2.07 
3. 95 4. 25 

45.16 34.47 

2.15 1.91 

1.18 2.29 

3.31 4.13 

3. 97 4. 66 

1.34 2.21 

0.4 1.19 
2. 83 2. 5 
1.31 1.4 

1.62 1.61 

1.17 1,13 
1.69 2.44 
3. 39 3. 94 
0.72 1.94 

1.2 1.8 

1.74 1.85 

1.03 1.85 
25.86 22.68 

13.92 15.78 



4.72 2.31 
3.45 3.63 

-4. 28 2. 68 

4.07 4.22 
5.11 3.34 

5.62 6.11 
6.14 7.62 
6.29 7.2 

24.64 38.93 
3.64 1.66 

3. 42 2. 92 
'9. 18 12.44 

3.89 1.61 
6. 1 4. 2 

16.84 24.47 
3.52 1.91 

4. 8 4. 82 
3.03 2.24 
3.78 1.95 
9.47 5.82 

111.32 113.31 

2.87 2.11 

5.1 3.28 

8.49 15.49 

9.49 8.09 

4.61 5.97 
2.68 1.25 

10.03 6.34 

3.77 1.71 
4. 5 3. 31 

2.9 2.59 

2.43 2.3 
7. 83 6. 86 
3. 33 2. 99 
1.89 1.22 

4.78 1.55 
4.59 2.38 

51.44 33.52 

22.14 29.46 



4.73 


3.1 


5.78 


3.75 


4.19 


2.19 


5. 75 


3.68 


6.28 


2.54 


8.49 


6.15 


10 


7.28 


7.57 


5.83 


34.91 


36.79 


4. 75 


2. 38 


5.17 


1.85 


11.53 


15.42 


3. 51 


1.22 


5.98 


4.23 


26.58 


22.28 


2.76 


2. 39 


7.6 


4.22 


6.23 


2.7 


4.26 


1.41 


8.92 


6.73 


106. 76 


120.55 


4.5 


2.68 


5.9 


2. 98 


14.42 


13. 38 


10.63 


9.94 


5.24 


3.36 


4.19 


1.92 


7.63 


4. 56 


4. 36 


1.73 


4.53 


2.94 


5.05 


4.37 


4.42 


2.07 


7.55 


5 


3. 52 


2. 37 


2.84 


1.3 


6.02 


2.41 


4.38 


1.96 


35.54 


38.37 


37.25 


35.66 
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HEIBB1001797 1.61 1-82 2.28 2.94 4.97 5.54 

HEIIBB1001802 13.28 ?.91 67.77 85.35 82.8 81.27 

HEIBB10018V2 2.32 2.58 --6.49 7.68 8.28 9.74 

HEMBB1001815 128.22 114.78 102.97 87.37 89.21 62.14 

HEIBB1001816 1.95 2.19 3.97 3.73 6.31 5.73 

HEIIBB1001831 0.69 0.98 1.54 0.72 3.28 1.16 

HEMBB1001834 16.15 9.68 133.91 102.49 173.48 141.04 

HEKB1001836 4.07 1.99 11.4 5.89 6.97 6.7 

HEKB1001839 0.89 0.86 1.43 1.08 1.95 1.21 



HE1IIBB1001841 


80. 32 


59.68 1 20.73 


35.74 


39.04 


23.13 


HEilBB1001844 


5. 26 


4. 72 


9.73 


10.15 


10. 68 


8.11 


HrillBB1001847 


6. 93 


4. 24 


' 8.6 


9.06 


14.77 


10.3 


HE1IBB1001848 


25.33 


21.68 


40.92 


49.73 


73.94 


62.17 


HEHBBIOOIBSO 


3.07 


2.93 


5.25 


3.75 


7.19 


3.95 


HEIIIBB1001859 

1 n^BUMf 1 WW 1 ww«r 


13.4 


8.82 


20.85 


39. 61 


27. 01 


40.75 


HEi6B1001863 


1,7 


3. 65 


7.66 


6. 89 


' 8. 88 


7.5 


HPUBB1001867 


1.69 


1.93 


3.16 


3.16 


4.14 


3 


HEIIBB1001868 


2.15 


1.53 


2.56 


1.31 


3.57' 


1.28 


HFMRRinniaea 

1 II^MIMU 1 WW 1 i^ww 


1.5 


2.3 


4.23 


4. 62 


8.15 


3.58 


HEIIIBB1001872 

nunvw • WW 1 w # » 


1.21 


0.79 


2.23 


1.77 


4.17 


1.75 


HPyRRI 001874 

I IkllW 1 WW • W * ^ 


1.92 


1.2 


2.07 


2.58 


2.47 


3.03 


HEI1BB10O1875 


0.83 


1.96 


1.7 


2.05 


3. 53 


1.37 


HEiBBt001880 


2.68 


2.17 


6. 79 


4.41 


8. 91 


8.35 


HEIIIBB1001899 


0.6 


1.62 


2.15 


2.26 


4.68 


1.91 


HE1CB1001903 

1 IhallP'W I WW • WWW 


5.56 


5.68 


9.61 


6.06 


6.65 


6.7 


HBBB1001905 


2.04 


2.82 


5.49 


4. 98 


6.07 


7.14 


HEIffiB1001906 


0. 67 


1.65 


2.64 


2.22 


5.14 


2.62 


HEIIBB1001908 


1.82 


1.63 


5.26 


3.31 


6.56 


3.59 


HE1IBB1001910 


1.92 


1.16 


2.64 


3.2 


4.41 


4.61 


HEIBB1001911 


2.06 


1.11 


4.2 


5.73 


4.81 


4.33 


HEIBB1001915 


2.53 


3.01 


5.61 


7.13 


7.84 


9.4 


HBBB1 001921 


2.19 


2.21 


7.12 


6.56 


8.47 


8.25 


HQIBB1001922 


1.74 


1.77 


3. 66 


4.91 


5. as 


3.7 


HEIBB1001925 


1.48 


2.24 


4.57 


3.07 


4. 73 


3.39 


HQB61001930 


0.46 


0.94 


1.67 


0.91 


3.18 


1.01 


HEIiBB1001944 


1.72 


1.88 


5.45 


4.83 


4.6 


4.49 


HBB81001945 


2.15 


1.05 


3.58 


2.25 


3. 97 


2.12 


HEIB81001947 


2.28 


1.13 


3.23 


5.35 


5.98 


3.15 


HEIBB1001950 


3.49 


1.95 


5.38 


5.15 


5.46 


3.3 
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HEHBB1 001623 


2.21 


2.38 


3.16 


2.16 


5.5 


3.37 




HEMBB1001625 


3. 73 


3.04 


4.33 


2.93 


4.81 


3.79 




HEMBB1 001430 


1.31 


2. 36 


•3.54 


1.84 


4.3 


1.23 




HElffiB100163S 


1.78 


1.64 


3. 76 


2.08 


3.32 


1.34 




HEiiBB1001637 


1.76 


1.14 


3. 98 


2.09 


4.4 


3.58 




HEMBBI 001641 


1.43 


1.68 


2.78 


3.17 


3.73 


2 




HBIBB1001653 


2.18 


3.17 


5. 61 


3.96 


6.63 


3.5 




HBffiB1001665 


1.08 


2.17 


2.04 


2.5 


4.43 


0.88 




HElffiB1001666 


2.14 


1.95 


3. 52 


2.45 


4.88 


1.79 




HEMBBI 001 667 


2. 37 


2. 25 


3. 26 


2.94 


5.13 


3.17 




HE1B61001668 


3.19 


2.11 


5.15 


2.45 


6.42 


2. 69 




HElffiB1001669 


0. 98 


2. 02 


'3.19 


1.04 


4. 53 


1.38 




HENBBI 001670 


4.02 


4.82 


6.88 


10.7 


9.71 


8. 65 


* 


HEIffiB1001673 


1.48 


2.97 


3.61 


3.51 


4.52 


4.43 




HBSB1001675 


1.83 


3.27 


4. 65 


4. 68 


5.78 


4.88 




HEMBBI 001 679 


2.52 


2.34 


5.06 


2.19 


3.87 


1.88 




HEMBB1001684 


2.13 


1.55 


3. 89 


5.17 


6.77 


5.05 


* 


HEMBBI 001 685 


3. 41 


1.61 


4.43 


2. 91 


6.24 


2.49 




HEMBBI 001 695 


1.9 


2.22 


4.43 


1.38 


3.88 


2.12 




HBIBB1001703 


1.25 


2.3 


5.74 


3. 58 


3.79 


4.1 




»£MBB1001704 


1.39 


2.16 


4. 58 


4.23 


5. 02 


3.94 




HEMBBI 001 706 


2.76 


2.6.- 


3. 58 


5.6 


6. 26 


4.87 




HEHBB1001707 


1.35 


2. 01 


2.87 


2.25 


3. 67 


2.8 




HEMBB1001717 


1.68 


2. 21 


3.23 


2. 61 


3.34 


2.83 




HEMBBI 001731 


13.81 


13.48 


24.03 


11.02 


23.09 


25 




HaBB1001734 


3.47 


3.35 


7.62 


6.88 


9.22 


4.18 




HBnB100173S 


1.35 


1.4 


3.4 


1.58 


3. 52 


2.03 




HElffiB1001736 


5. 01 


6.14 


7. 87 


7.15 


10. 91 


8.11 




HEIBB1001747 


0.92 


1 


3. 23 


1.87 


3.67 


2.82 




HBBB1001749 


4.71 


2.99 


9. 39 


7.29 


5.99 


8.16 




HBBB10017S3 


3. 79 


3.3 


5.5 


7.4 


8.97 


9.3 


** 


HBBB1001756 


0.53 


2.05 


1.89 


2.31 


3.91 


2.73 




HEIffiB1001757 


1.08 


1.8 


2. 64 


3.04 


4.86 


4.54 


* 


tOBB1001760 


1.32 


0. 98 


3. 74 


1.49 


3.56 


2.13 




HElffi61001762 


0.9 


0.61 


2.62 


1.57 


2.95 


2. 07 




HEIDB1001780 


9.82 


12.28 


11.34 


16.64 


26.06 


22.06 


* 


HBBB100178S 


0.89 


1.24 


1.02 


0.62 


2.88 


1.64 




HEHBB1001788 


3.22 


1.26 


5.17 


5.76 


6.13 


5.3 




HBBB1001793 


5.6 


4.73 


18.12 


22.08 


20.38 


22. 86 


* 
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HEMBB1001454 


1.2 


1.96 


3.77 


3.74 


5. 13 


2. 99 


' HE1IIBB1001458 


4, 72 


6.48 


12.41 


7.88 


9. 04 


6. 89 


HEMBB^OOmi 


0. 55 


1.38 • 


2.01 


2.11 


2. 65 


1. 07 


HE1BB1001463 


2. 28 


2.1 


3.7 


3. 95 


5. 03 


4. 66 


HEtBBI 001464 


1.73 


1.29 


3.62 


2.66 


3.92 


2.27 


HEHBB1 001466 


1.15 


1.84 


2.75 


1.88 


3.77 


2. 73 


HEIBB1001482 


1.76 


2.21 


4.36 


2.94 


5.36 


3. 97 


HEIIBB1001500 


1.01 


1.08 


1.77 


1.96 


4.39 


1.97 


HEMBB1001S0S 


3 


3.32 


5.87 


9.35 


14.06 


11.17 


HEMB81001S21 


2. 06 


2.43 


5.4 


5.15 


5. 78 


7.14 


HEHBB1001527 


2. 63 


4.74 


11.16 
1 


8. 69 


9.66 


9.6 


HEIIBB1001530 


4.15 


3.51 


6. 57 


9.43 


12.39 


7,05 


HEMBB1001531 


1.11 


1.34 


4.62 


2.99 


5.16 


4.17 


HEMBB1 001532 


0.63 


1.86 


2.77 


1.86 


4.41 


2,15 


HEMBB1001535 


1.99 


2.01 


4.22 


3.34 


4.32 


5.75 


HE1IIBB1001536 


2.18 


2. 65 


6.37 


4.62 


6. 87 


5.45 


HEIIIBB1001537 


1.31 


2.24 


3.7 


3.21 


6.12 


2. 75 


HEIIBB1001542 


4.39 


4.72 


6.28 


5.26 


7.83 


5.7 


HBB61001543 


7.84 


3.58 


8.49 


8.13 


7.08 


5. 38 


HEIIBB1001547 


2.02 


2.25 


2.65 


4.2 


4.27 


2. 79 


HEMB61001548 


2.53 


2. 62 


11.82 


17. 73 


29. 92 


23.34 


HEISB1001S51 


0.89 


1.7 


4.47 


2. 93 


5. 96 


2.65 


HEHBB10015S5 


2.13 


2.79 


4.78 


3.73 


5.8 


4.64 


HEIIBB1001562 


1.9 


2.64 


4.27 


2.23 


3.46 


3 


HEIiBB10G1564 


132.08 


140.08 


310. 28 : 


333.18 


233.12 


279.03 


HEIIBB1001565 


1.72 


1.97 


3.9 


3.77 


4.68 


2.07 


HEMBB1001569 


0.79 


0.8 


3.04 


2.49 


3.68 


1.44 


HEIBB1001573 


1.9 


1.04 


3.58 


4.18 


5. 53 


4.12 


HEMBB1001585 


1.5 


1.96 


10.91 


3. 75 


7.14 


4. 87 


HEIB61001586 


1.53 


2.27 


3.22 


4.27 


5.45 


1.95 


HBIIBB1001588 


1.33 


2.9 


5.74 


4.72 


6.'32 


5. 06 


HBIBB1001595 


2.68 


3. 33 


6. 92 


3.78 


4.84 


4.7 


HEMBB1001596 


3.4 


2. 57 


3. 74 


2.67 


5.36 


2. 54 


HBIIB61001599 


1.45 


1.57 


3. 21 


3.07 


3.47 


2.06 


HBIB81001603 


1.99 


2.45 


4.17 


5.7 


8.16 


4.04 


HEIIBB1001606 


1.35 


2.28 


2.42 


2 


2.39 


. 1.53 


HEIIBB1001612 


4.31 


3.07 


9.25 


8.81 


8.09 


8.9 


HE1IBB1001618 


1.53 


1.62 


3. 86 


2.84 


4.48 


2. 31 


HEIBB1001619 


2.11 


3.03 


3.92 


5.71 


5.1 


4.37 
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KQBB1001289 


4.64 


5.82 


HEIIBB1001290 


2.82 


1.27 


HEI!BBtO01294 


1.03 


1.91- 


HEIIBB1001299 


7. 06 


7. 64 


HEHB61001302 


2.16 


2. 34 


HEHBB1001304 


1.73 


1.34 


HEIIBB1001314 


1.16 


1.07 


HE1IBB1001315 


1.25 


1.62 


HEIIBB1001317 


2.1 


3.38 


HEHB81001326 


0. 88 


1.54 


HEIIIBB1001331 


2.11 


2. 79 


HEIIBB1001335 


1.39 


0.9 


HBBB1001337 


1.86 


1.7 


HEIIBB1001339 


4.17 


3.87 


HEIIBB1001344 


1.27 


1.36 


HEIIIBB1001346 


2.17 


2. 32 


HEMBB1001348 


0. 68 


1.37 


HEiiBB1001350 


2.06 


2.09 


HEnB10013S6 


1.4 


1.9 


HBBB1001364 


0.53 


1.28 


HEIBB1001366 


1.61 


1.71 


HEIIIBB1001367 


1.11 


2.19 


HEIIB81001369 


0. 56 


1.29 


HE1IBB1001380 


3.13 


3.56 


HQBB1001381 


8.45 


6. 07 


HEiBB1001384 


3.48 


4.92 


HEMBB1001387 


1.19 


1.57 


HEMBB1001394 


1.53 


1.3 


HEIIBB1001407 


0. 68 


0.83 


HQffiBIOOUlO 


1.35 


1.04 


HEIBB1001413 


1.68 


1.84 


HEMBB1001419 


2. 56 


2.24 


HEIIB81001421 


2.29 


1.66 


HE1BB1001424 


0.51 


1.2 


HEliBB1001426 


2.04 


1.51 


HE1IBB1001429 


7.11 


5. 76 


HEIBB1001436 


3. 13 


2.51 


HE1BB1001443 


5. 61 


6.48 


10881001449 


2.02 


2 



12.2 6.93 9.11 6.88 

4.55 2.89 4.14 * 1.96 

-3.2 2.93 3.95 2.51 

12.49 16.26 14.41 17.87 

2.41 1.75 3.39 1.64 

2.6 1.81 5.2 1.67 
2.47 1.3 3.63 1.25 
1.46 0.87 4 0.9 
6.51 4.12 8.01 4.41 
2.36 1.51 3 1.69 
2.81 3.78 6.14 4.55 

'l.44 1.4 2.81 1.92 

3.16 3.34 4.72 4.51 

5.91 5.83 7.91 5.25 
2.25 1.62 3.44 1.29 

7.45 5.89 6.23 5.7 
4.05 1.38 3.68 2.82 

4.17 2.07 7.74 2.57 
2.33 1.74 5.54 2.29 
1.25 1.49 2.47 1.43 

3.46 4.17 4.27 3.82 
3.79 5.05 6.25 5.75 
2.54 1.95 3.39 2.82 

6.65 5.43 7.36 7.75 
9.53 10.2 14.39 11.86 

5.66 9.52 13.27 11.91 
3.1 2.36 4.34 1.33 

1.68 2.7 2.82 1.89 

0.99 0.62 1.33 0.97 

1.78 2.44 2.63 1.74 

3.32 3.48 3.27 4.04 

4.42 3.61 5.47 4.6 

2.18 1.31 3.16 0.95 

1.67 -0.1 1.58 0.41 

3.7 2.66 5.67 4.21 
9.83 22.69 19.97 19.53 

6.8 7.5 6.44 7.24 
20.67 20.46 27.07 22.15 

4.92 4.26 6.35 4.27 
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HEIBB1001126 1.85 1.88 

HEIIBB1001133 3.15 2.42 

HEIBBW11-37 1.97 2.2-- 

HE1IBB1001142 2.96 2.68 

HEIiBB1001145 3.25 3.56 

HEHBB1001151 5.67 6.58 

HBBB1001153 2 1.89 

HE1IIBB10011S8 6.96 6.74 

HEIIBB1001169 1.71 2.45 

HBIIB81001170 1 1.85 

HEIIBB1001175 1.43 1.54 

HEIiBB1001177 3.63 2.4 

HBIB81001182 2.6 3.69 

HEMBB1001192 3.3 3.09 

HEIBB1001199 1.16 2.27 

HElfiB1001200 1.86 1.66 

HEIffiB1001208 2.02 2.04 

HE1IBB1001209 2.98 2.28 

HEIIBB1001210 5. 14 4. 28 

HEMBB1001215 9.57 10.46 

HEIBB1001217 1.78 2.13 

HEIIIBB1001218 4.28 3.37 

HEIIBB1001221 1.72 1.65 
HEIIIBB1001224 2.2 2.46 

IOB81001230 1.51 2.09 

HElfiB1001234 5.24 6.05 

HEMBB1001235 12.72 10.54 

HE1IBB1001237 11 10.54 

HEIIIBB1001242 4.82 5.68 

HENBB1001244 1.08 1.1 
tEIBB1001249 1.26 1.63 
HEMBB1001253 1.S3 1.92 
HEIIBB1001254 1.27 1.19 
HE]IIIBB1001266 2 4.32 
HBiBB1001267 3. 51 2. 92 
HEIffiB1001271 2.25 2.93 
HEIIBB1001282 2.27 2.68 

HHBB1001287 54.06 45.71 
HEIIBB1001288 2.45 2.58 



3.63 2.69 4.96 2.9 

4.24 6.56 6.15 6.44 

-4.4 3.28 6.56 5.42 

10.51 9.2 11.69 10.38 

7.39 6.11 7.7 6.59 

9.21 12.85 7.67 7.84 

4.57 3.79 5.37 2.9 

12.17 12.04 9,96 11.16 

4.42 2.89 4.21 2.86 

3.27 1.26 2.5 1.61 

5.16 3.39 6.36 4.14 

'7.54 5.8 6.94 6.69 

4.89 3.89 6.54 3.87 

16.1 15.27 20.06 15.75 

1.91 1.43 3.96 1.15 

3.14 2.43 5.38 2.29 

4.56 2.96 6.19 2.74 

5.75 5,22 6.56 4.92 

7.8 11.05 6.08 10.33 

17.69 17.91 15.75 16.96 

4.39 2.04 3.69 1.89 

5.47 4.52 5.98 4.6 

2.75 1.54 4.29 1.34 



3.81 


2.98 


6.08 


3.7 


4.36 


2.65 


4.95 


2.22 


29.26 


31 


44.04 


30.75 


21.49 


13. 27 


8.47 


10.71 


21.03 


32.1 


26.16 


36.86 


8.63 


6.92 


6.97 


4.51 


3.9 


1.47 


4.36 


1.36 


2.99 


1.84 


5.52 


1.98 


5.68 


1.96 


4.89 


2.39 


3.73 


1.22 


5.09 


2.45 


4. 75 


4.49 


6.09 


4.63 


9.98 


8.43 


7. 63 


8.01 


3.89 


2.59 


5.85 


3.91 


3.9 


2.77 


4.86 


2.99 


83. 21 


72. 79 


57. 33 


77.51 


3.64 


4.57 


6.08 


3.31 
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HEMBBI 000959 


0.77 


1.41 


HEIIB81 000973 


1.21 


* 1.12 


HE1IBBT000975 


0.9 


1.28 


HEMBBI 000981 


1.54 


0.66 


HEHBBI 000985 


1.67 


1.82 


HEMBBI 000991 


0.99 


1.35 


HEMBBI 000996 


4.89 


3.12 


HEMBBI 001 000 


1.86 


1.39 


HEMBBI 001 004 


1.15 


1.32 


HEMBBI 001 008 


1.48 


1.79 


HEHBBI 001 Oil 


1.34 


1.15 


HEMBBI 001 01 4 


1.31 


1.43 


HEMBBI 001 020 


1.17 


0.75 


HEMBBI 001 024 


3.31 


1.72 


HEMBBI 001 026 


5.14 


4.03 


HEMBBI 001 037 


2 


1.45 


HEMBBI 001 042 


0.52 


1.15 


HEMBBI 001 046 


1.18 


1.28 


HEMBBI 001 047 


1.01 


1.7 


HEMBBI 001 048 


2.5 


2.34 


HEHBBI 001 051 


1.44 


2.62 


HEMBBI 001 056 


1.61 


2. 67 


HEIffiBIOOIOSS 


1.3 


1.92 


HBIBB1001060 


0. 69 


0.68 


HEMBBI 001 063 


1.23 


1.83 


HBIBB1001068 


1.84 


3.62 


HBB81001082 


2.24 


2.57 


HEIffiB1001095 


6. 39 


7.45 


HEIBB1001096 


1.3 


1.91 


HEHBBI 001 101 


7.41 


8.19 


HBffiB1001102 


1.04 


1.47 


HBffiB1001104 


1.66 


1.89 


HQffiBIOOliOS 


1.57 


1.59 


HEHBB1001112 


9.44 


8.91 


HEHB81001113 


2. 11 


1.94 


HEHBB1001114 


1.88 


2.27 


HBBB1 001115 


5.78 


7.88 


HEHBBI 001 117 


1.7 


1.52 


HEHBB1001119 


1.69 


1.57 
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3.11 2.23 4.42 1.87 

2.6 2.07 4.47 3.2 

-1.55 2.48 2.86 1.7 

1.99 1.84 3.47 2.03 

2.71 3.59 3.99 3.24 
2.83 1.46 3.75 2.43 

6.78 6.75 6.64 11.18 
4.06 3.07 5.46 3.88 
2.57 2.56 4.55 2.42 
2.75 2.44 4.6 2.88 
1.53 2.47 2.24 2.9 

' 2.3 2.73 4,84 4.1 

2.T7 1.77 2.67 2.26 

6.27 5.47 7.56 6.82 

5.16 5.46 7.67 5.44 

4.73 3.52 5.69 6.67 
2.69 1.29 3.61 0.87 
2.16 1.67 3.82 0.96 

3.79 2.2 3.83 3.83 
7.02 4.34 11.02 6.93 
3.23 3.95 6.26 3.9 
4.89 3.75 5.7 3.78 

4.72 2.64 6.92 2.63 
1.75 2.05 4.61 1.85 
3.52 2.43 4.21 2.9 
3.59 3.46 7.14 5.2 
5.98 5.38 6.93 6.36 

11.76 14.04 14.61 13.16 

3.05 3.21 4.12 3.49 

9.74 19.33 13.1 16.69 
4.57 3.6 6.07 4.46 
3.98 3.1 4.87 4.25 
2.13 3.11 4.82 2.71 
73.3 100.88 136.14 131.28 

9.1 5.65 8.02 6.81 

5.18 4.16 7.06 4.82 

14.52 16.77 9.5 14.78 

2.92 1.85 2.79 1.79 

4 2.29 3.74 2.28 
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HEHBB1 000794 


1.46 


1.8 


2.85 


2.97 


3. 84 


2. Od 


HEHBB1 000807 


2. 55 


2.72 


5.18 


3. 57 


4 


A Oft 


HEIIIBB^000809 


30. 31 


26.87 132.99 158.22 1 


CC Til 

po, 74 


1 AC 1 A 

195, 14 


HEMBBI 000810 


1.98 


2.67 


4.51 


3. 76 


6. 08 


4. 12 


HEHBB1 000821 


1.98 


1.93 


2.98 


2.05 


4. 45 


1.79 


HEMBB1000822 


1.08 


1.97 


2.31 


1.65 


5. 31 


1.46 


HBBB1000826 


1.36 


1.99 


3.57 


3. 77 


6. 11 


3. 6 


HEIBB1000827 


2.48 


2.89 


5. 83 


2. 67 


5.05 


2. 99 


HEIBB1 000831 


3.4 


2, 31 


5.67 


3.84 


7. 74 


2. 95 


HEISB1 000835 


1.76 


1.94 


6.2 


7. 59 


7. 62 


7.47 


HEMBBI 000840 


1.27 


2.95 


6.89 


4.48 


7.19 


3.01 


HEMBBI 000848 


2.08 


3.45 


5. 63 


5.39 


6.45 


5.3 


HEMBBI 000852 


1.26 


2.16 


2.8 


1.07 


4. 51 


1.5S 


HEMBBI 000857 


7.65 


6.49 


8.13 


7.01 


10. 69 


11.53 


HEMBB1 000858 


3.7 


3.13 


7.3 


7.07 


9. 38 


7. 31 


HBBB1 000867 


2.21 


1.84 


4.9 


3.02 


5. 55 


4.04 


HEMBBI 000870 


1.64 


2.37 


4. 56 


2.84 


5. 31 


3. 63 


HEMBBI 000876 


1.48 


2.86 


3.91 


4.54 


3.22 


3. 93 


HEMBBI 000881 


3.35 


5.56 


10.5 


6.12 


5.88 


3. 85 


HEMBBI 000883 


1.02 


2.68 


2.2 


3.03 


3.32 


2- 58 


HEMBBI 000887 


16.9 


14.54 


43. 41 


67.39 


61.26 


59.84 


HEHBBI 000888 


1.03 


1.67 


2. 39 


1.63 


3. 92 


1.86 


HEM»1 000890 


2.93 


3. 36 


10.85 


6.01 


8.62 


7.68 


HEIBB1(»0893 


3.28 


2.54 


5.46 


4.5 


6.14 


5. 57 


HBIBB1(X)0900 


1.27 


1.53 


2.98 


2.06 


2.54 


1.58 


HBBB1 000905 


5.09 
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6.6 


10.05 


9.45 


8. 77 


HEMBBI 000908 


3.34 


2. 79 


3. 01 


4.48 


4. 71 


5.7 


HEMBB1 000910 


1.74 


2. 91 


2. 55 


109 


3. 56 


2.24 


teDB1000913 


1.41 


1.51 


2.22 


2.8 


3. 41 


1.91 


HEIIBB1000915 


32.08 
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48 
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HBffiB1000917 


2.1 
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2.99 


4. 52 


3.44 
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1.45 
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3.25 


1.88 


HEMBBI 000932 


0. 66 
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1.81 


3. 41 


1.61 


HEHBBI 000933 


7.47 
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10.71 


12.88 


12. 78 
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1.44 
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3. 55 


HBBBI 000939 
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3. 17 


3.99 
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5.72 
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HEMBBI 000638 
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7. 58 


7. 65 


9. 33 


9. 93 


HEMBBI 000643 
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HEMBBI 000272 
HEMBBI 000274 
HEMBBI 000276 
HEMBBI 000284 
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HEMBBI 00031 2 
HEMBBI 00031 7 
HEMBBI 00031 8 
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HBSB1 000339 
HEieBI 000341 
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HEMBBI 000391 
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HEMBBI 000402 
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HEIBBI 000407 
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1.39 1.83- -4.73 
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1.99 1.38 5.18 
0.17 1.62 3.32 

1.11 2.69 3.85 

3.12 3.84 4.37 
0.77 2.35 4.66 
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4.3 5.06 20.22 
2.11 1.92 5.86 
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1.4 1.91 3.68 
2. 51 3. 15 6. 96 

3.26 3.5 10.36 
1.09 2.11 3.82 
1,93 2.33 3.87 
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3. 27 4. 06 9. 34 
2.71 3.92 12.28 

60.87 62.14 104.01 

1.8 2.66 4.57 

2. 51 3. 79 3. 69 

1.61 2.06 3.33 

1.34 1.15 5.18 

2.2 3.36 6.76 

1.93 1.46 3.86 
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5. 96 


6.54 


2.89 


2. 26 


6.2 


2.94 


9.58 


13.36 


6. 95 


10.03 


6.99 


7.71 


69.28 
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HE1BB1000030 3.12 3.53 6.58 6.62 7.77 6 

HE1IBB1000036 5.3 4.76 5.04 6.95 8.19 5.93 

HEI1BB1000037 4.43 3.64- - 4. 73 4.63 8.38 5.32 

HEIIBB1000039 1.17 0.96 3.98 2.61 4.11 2.95 

HQIIBB1000044 1.22 2.35 4.26 5.28 5.58 5.36 

HEIIBB1000048 3.2 1.7 3.48 3.99 5.4 3.96 

HEMBBI 000050 2.32 1.55 3.33 2.97 3.98 2.85 

HBBB1000054 2.03 2.08 7.07 4.49 5.09 3.98 

HEIIBB100005S 42.59 36.75 92.41 100.33 86.52 89.35 

HEilBB1000059 2.5 2.65 11.34 10.96 11.52 14.73 

HE1IIIBB1000072 6.84 7.77 58.85 73.22 97.61 76.22 

HEWB1 000081 2.85 3.56 10.79 5,69 6.19 7.23 

HE»B10O0083 1.13 1.95 5.38 4.88 5.89 5.33 

HEMBB1000089 1.U 2.53 4.54 6.03 " 6.73 5.43 

HEMBB1000094 4.12 4.3 8.4 4.24 5.04 6.62 

HaBB1000097 2.48 1.71 7.91 4.75 4.55 4.3 

HEIffiB1000099 2.69 2.07 6.27 5.18 6.75 5.64 

HEMBB1000103 7.19 5.28 18.55 13.99 19.26 16.16 

HEIIBB1000106 3.91 3.75 8.15 4,24 6.4 5.9 

HBIIBB1000113 1.25 1.54 3.33 1.39 4.14 2.31 

HBBB1000119 2.19 2.17 5.66 3.34 6.12 4.05 

HEMBBI 0001 33 21.01 22.21 30.57 43.5 66.13 60.69 

HEMBB1000134 4.92 2.95 8.69 13.39 9.79 9.8 

HEMBB1000136 7.14 8.81 29.63 23.11 26.28 28.23 

HEIBB1000141 1.98 2.85 6.18 4.96 5.75 6.16 

HEIBB1000144 2.05 2.59 4.85 3.09 5.36 1-38 

HEIBB1000147 3.77 2.08 4.51 4.55 7.39 3.07 

HEI©B1000152 0.79 1.45 3.42 5.13 5.15 3.45 

HEIIBB1000154 0.98 1.11 3.43 2.59 2.89 2.47 

HBIBB1000155 0.88 0.54 3.15 3.33 4.15 1.92 

HEIIBB1000173 3.35 3.72 12.14 10.1 10.89 7.51 

HEMBB1000175 1.85 1.32 3.39 6.06 4.09 3.86 

HEIBB1000176 1.48 4.03 6.12 3.43 9.75 5.03 

HQBB1000198 0.88 1.72 3.64 2.6 3.59 3.22 

HE1IBB1000208 1.12 1.52 3.04 1.74 3.23 2.69 

HBiBB1000209 1.62 1.54 3.76 3.32 3.94 3.28 

HEIBB1000212 1.88 1.03 3.26 4.37 3.93 1.98 

IOBB1000215 1.61 2.13 3.8 4.67 5.49 5.32 

HEIIBB1000217 5.67 4.97 11.23 15.21 18.81 11.78 
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3.04 1.44 4.39 2.27 
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3.16 


4.7 


4.77 


5.29 


5.1 


HEMBAI 004327 


1.18 


1.78 


3.23 


3.51 


4.46 


3.1 


HBBA1004329 


5. 57 


6.73 


15.22 


16.29 


15.33 


15.14 


HEMBA1004330 


3.93 


3.54 


4.06 


5.87 


7.54 


5.36 


HEMBA1 004334 


2. 92 


3.63 


4. 69 


4.18 


4.74 


6.06 


HEMBAI 004335 


1.15 


1.77 


5.1 


3.04 


4.75 


3.14 


HEMBAI 004341 


1.01 


1.1 


1.25 


1.13 


3.34 


1.14 


HEMBAI 004344 


29.93 


34.05 


68.18 


74.25 


94.77 


82.54 


HEMBAI 004347 


0.67 


1.65 


2.21 


2. 31 


2. 25 


2.78 


HElffiAl 004349 


12.07 


11.55 


22. 26 


19. 39 


22.71 


24. 41 


HEMBAI 004352 


2.06 


2. 56 


6. 96 


6.05 


6. 92 


6.58 


HEISAI 004353 


10.21 


14.95 


25.3 


19.64 


26.63 


25.83 


HEMBAI 004354 


1.9 


2.56 


6.29 


5.42 


6.94 


5.83 


HEMBAI 004356 


5.75 


6.89 


9.43 


20.06 


19.7 


20.1 


HEMBAI 004360 


1.35 


1.16 


2.73 


1.23 


4.23 


2.26 
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HEIIBA1004067 


10.12 


14.76 


90.67 


108.89 


125. 21 


128.6 


* 


+ 




HEIBA1004071 


7. 51 


7.77 


16.52 


17.31 


12.23 


13.37 






5 


HEHBA1004074 


0.78 


1.93 


• 4. 97 


4.48 


7.06 


5.69 


* 


+ 




HEHBAI 004078 


3.87 


2. 95 


5. 22 


6. 52 


6.2 


6. 87 


* 


+ 




HEIiBAI 004085 


1.05 


1.19 


2.83 


3. 57 


4. 57 


2.45 








HEIffiAl 004086 


3. 38 


4.95 


6 


8. 92 


8. 09 


6. 51 


* 


+ 


10 


HQffiAl 004097 


1.18 


1.13 


2. 97 


3.66 


3.28 


2. 97 








HEMBA1004100 


3.85 


4.81 


8.96 


6.9 


9.64 


9.55 








HEnA1004103 


2 


2. 91 


6.25 


6.25 


7.24 


7.38 






lO 


HBffiA1004110 


3 


3. 77 


5.43 


4.18 


4.23 


5.02 








HEIffiA1004111 


3. 96 


7.64 


44.2 
60.12 


53. 81 


60. 1 


57.3 


* 


+ 




HEIIBAI 0041 24 


7.14 


10.51 


83. 27 


97.96 


83. 59 


* 


+ 




HEMBA1004130 


3.12 


3.46 


10.29 


9.45 


6.84 


8.43 






20 


HEIIBAI 0041 31 


2.14 


2.12 


3.06 


4.08 


3.73 


3. 21 


* 


• + 




HEIBA1004132 


0.77 


2.22 


4.84 


3.94 


6. 31 


4.2 








HEIIIBA1004133 


0.69 


1.77 


2.56 


3.28 


"5.17 


3.22 






25 


HEHBAI 0041 38 


0.89 


1.19 


3.05 


2. 21 


4.11 


1.83 






HEHBAI 0041 43 


7.1 


7.48 


17.43 


18. 83 


15 


17.6 








HEHBAI 0041 46 


0.89 


2.03 


3. 01 


2. 96 


4.21 


2.69 








HEHBA1004148 


1.85 


1.57 


2.13 


2.25 


3.38 


1.99 






30 


HEHBAI 004149 


1.54 


1.44 


2.77 


2.83 


2.59 


3.32 








HEHBAI 0041 50 


0.49 


1.06 


2.15 


2.31 


1.58 


1.08 








HEHBAI 0041 54 


2. 24 


1.64 


5.28 


6.28 


7.07 


4. 61 






35 


HEIffiA1004164 


1.84 


2. 23 


5.63 


6. 89 


7. 13 


5. 81 






tSBA1004168 


2.16 


2.24 


4.69 


3.9 


5.32 


7.84 








HEHBAI 0041 99 


1.37 


1.92 


2.34 


3. 17 


3.66 


1.8 








HEHBAI 004200 


0.84 


1.98 


3 


1.5 


4.05 


1.78 






A/i 


HEHBAI 004201 


4.87 


5.68 


17.64 


26.94 


32.17 


25.65 


* 


+ 




HEMBAI 004202 


7.7 


10.5 


9.9 


18.08 


16.29 


15. 77 


** 


+ 




HBBAl 004203 


1.63 


2.31 


3.66 


4.5 


5.3 


4.44 


* 


+ 




HEHBAI 004207 


1.9 


3. 24 


3.62 


5. 73 


6. 23 


6.2 




+ 


4S 


HEHBAI 004210 


1.13 


1.72 


2.67 


1.95 


4.14 


1.87 








HEHBA100422S 


1.1 


2.47 


5.23 


5.96 


7.12 


5.4 








HEHBAI 004227 


2. 17 


4.44 


3. 86 


5. 14 


5.71 


5. 16 






SO 


HEHBAI 004235 


2.68 


2.91 


3. 74 


5.79 


5. 78 


4.44 


* 


+ 


HEHBAI 004237 


3 


3. 31 


5.23 


5.95 


4.67 


5.47 








HEHBAI 004238 


2.06 


3.24 


5.93 


5.84 


7.64 


6. 52 








HEHBAI 004241 


2.32 


3.09 


3. 87 


2.74 


3.74 


3.35 






55 


ffilBAl 004242 


8.66 


13.05 


20.15 


26.83 


32.28 


26.48 


* 


+ 
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HEMBA1 003945 


12.57 


13. 75 


22.75 


20.99 


14.77 


19.74 


HEMBA1 003949 


1.4 


1.9 


3.53 


3.29 


6.22 


4.14 


HEMBAI003950 


3.46 


4. 8& 


.-6;49 


14.69 


17.53 


13.02 


HBBA1 003953 


1.91 


1.6 


5.14 


0. 72 


3. 97 


1.44 


HEMBA1 003958 


5.16 


3.6 


7.47 


7.54 


9.45 


6.64 


HEMBAI 003959 


2.42 


2.72 


5. 72 


5.5 


5.5 


9.02 


HEWA1 003960 


3.25 


5.81 


34.7 


24.04 


26.4 


28.28 


HEMBAI 003966 


9.63 


8.28 


16.73 


16.75 


17.67 


19.84 


HEHBAI 003967 


1.75 


3.06 


3.47 


3.48 


3.6 


3.27 


HEIIBA1003968 


0.97 


2.14 


2. 55 


2.49 


4.56 


1.82 



HEIIBA1003974 634.2 699.64 821.36 986.231340.97 1248.21 
HEMBAI 003976 1.05 1.84 '3.36 1.21 3.27 2.04 



HEHBAI 003977 


1.48 


2.07 


1.99 


1.41 


3.49 


2.15 


HEMBA1003978 


2.91 


3.72 


3.54 


3.77 


6.18 


3.53 


HEMBAI 003981 


9.01 


6.77 


14.06 


12.05 


11.49 


18. 27 


HEHBA1003982 102.64 103.61 302.15 380.08 


375.9 


466. 69 


ncMBAIOOovod 


1.18 


1.9 


2.43 


3. 21 


3.79 


2.18 


HEHBAI 


3.04 


2.23 


3.1 


2.56 


4.34 


5.53 


HBIBA1 003989 


1.62 


1.77 


4.56 


3. 79 


5.12 


3.31 


HBBA1004000 


1.63 


2.35 


5.05 


3.46 


5.35 


4.18 


HBBA1 004006 


2.79 


2.88 


12.86 


16.29 


22.13 


19.73 


HEMBAI 004007 


0.7 


1.92 


5.28 


3.03 


5.18 


4.72 


HEMBAI 004010 


67.4 


61.25 


98.24 112.56 


96. 78 


136.86 


HEffiAl 004011 


0.48 


1.74 


2.18 


2.58 


3.29 


1.82 


HEMBA1004012 


0.79 


1.84 


2.3 


3.11 


4.8 


3.53 


HBIBA1004015 


2.68 


4.15 


5.38 


8.68 


10.65 


9.21 


HEMBAI 004024 


1.47 


2.73 


5.65 


5.68 


8.26 


8.07 


HEMBAI 004029 


1.93 


3.1 


3. 03 


4.6 


8. 38 


13.11 


HEMBAI 004038 


1.04 


1.24 


1.55 


1.18 


3.38 


1.59 


HEHBAI 004042 


0.89 


1.42 


2.22 


1.58 


4 


2.48 


HEMBA100404S 


0.28 


0.94 


2.42 


3.07 


3.32 


2.53 


HEMBA1004048 


4.16 


4.16 


12.1 


19.93 


14.84 


22.3 


HEMBAI 004049 


3.56 


3.18 


4.87 


4.92 


6.83 


5.48 


HEMBAI 004051 


136.19 118.77 205.49 243.62 


283.22 


223. 29 


HEMBAI 004053 


5.11 


4.64 


8. 92 


25.25 


27.24 


21 


HBIBAl 004055 


2.28 


3.2 


4.24 


2.15 


5.51 


2.86 


HEHBAI 004056 


3.78 


3.07 


6.73 


5.3 


10.99 


9.56 


HEMBAI 004060 


0.86 


1 


1.7 


0.78 


3.94 


1.65 


HEIBA1004061 


4.76 


3.94 


6.44 


7.37 


12.64 


8.57 
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10 



IS 



20 



25 



30 



35 



40 



45 



SO 



55 



HBIBA1003764 


0.88 


2.06 


4.9 


1.86 


4.36 


4.24 


HEnA1003769 


6. 61 


8.95 


15.57 


22.58 


17.05 


20.77 


HElfflAt003773 


2.16 


3.5 


-4.48 


5.8 


6.7 


5. 98 


HBBAI 003783 


3.12 


3.11 


4. 95 


8. 58 


8.64 


8. 27 


HEHBM 003784 


0.46 


1.37 


2. 89 


2. 37 


2.45 


1.77 


HEHBAI 003794 


3.48 


3.61 


13.64 


11.98 


11.61 


15. 55 


HEIIBA1003799 


1.09 


1.05 


4.29 


2.44 


5.06 


3. 76 


HBBA1003803 


7.58 


6.67 


12.05 


11.68 


7.64 


8.41 


HEIBA1003804 


1.08 


2.53 


4.45 


1.86 


3.35 


2.05 


HEMBAI 003805 


6.41 


7.87 


10.45 


15.74 


7.09 


11.93 


HEMBA1 003807 


1.52 


1.53 


3. 21 


2. 71 


6.32 


2. 37 


HEIIBA1003810 


1.72 


3.29 


'6.06 


5. 98 


4.85 


4.55 


HEBA1003827 


2. 71 


4.55 


12.08 


13. 28 


10.48 


15.35 


HBBA1003836 


3.42 


4.84 


10.27 


11.16 


12.81 


9.96 


HEKA1003838 


16.58 


16.15 


31.32 


34.24 


33.25 


35.46 


HEHBAI 003843 


4.6 


6.54 


7. 01 


13. 61 


6.48 


11.42 


HEHBAI 003846 


19. 54 


21.94 


61.32 


72.86 


70.58 


83.4 


HBBAI 003856 


1.41 


1.66 


2.85 


2.07 


4.03 


2.51 


HaBA10038S7 


2.89 


3.1 


5.85 


5.89 


8.29 


6. 88 


HBBA1003864 


1.56 


2.61 


4.04 


3.32 


4.03 


2.75 


HEMBA1003866 


0.89 


0.75 


2.21 


1.66 


2.23 


0.73 


HEHBAI 003868 


10. 92 


10.88 


18.59 


13.26 


7.59 


15.72 


HEHBAI 003879 


0. 95 


1.33 


3.16 


3.49 


4.42 


3. 09 


HBBA1003880 


1.81 


2.35 


2.78 


3.53 


4.78 


2.3 


HEHBA1003884 


10.97 


11.37 


39.03 


54. 69 


62.46 


57.8 


HEHBAI 003885 


4.59 


4.82 


7.14 


9.19 


6. 32 


8.41 


HBIBA1003887 


3.58 


4.93 


7.7 


8.65 


7. 93 


8.18 


HQBA1 003890 


4.2 


4.48 


7.18 


7.53 


9.1 


6.26 


HEHBAI 003893 


4. 38 


6. 39 


9.53 


8.75 


13.24 


9.94 


HEHBAI 003896 


4.15 


4.15 


10.62 


7.4 


9.12 


6.43 


HEHBAI 003902 


1.39 


3.78 


5.09 


4. 91 


6.42 


5.1 


KEHBA1003904 


0.87 


2.16 


2.46 


2.82 


4.32 


2.11 


HEHBAI 003908 


1.18 


1.3 


2.89 


2.12 


5.25 


1.43 


HEHBAI 003926 


14.46 


12.2 


39.79 


45,5 


34. 97 


55.56 


HEHBAI 003937 


2. 75 


3.31 


5.38 


4.3 


6.85 


4.57 


ffiHBAI 003939 


2.43 


2.48 


6.56 


8.3 


13.32 


8.04 


HEHBA100394O 


2.45 


3.08 


5.01 


4.29 


6.22 


5.55 


HEKA1003941 


1.4 


2.26 


2.48 


3.37 


4.57 


4.42 


HBBA1003942 


1.63 


2.88 


3.13 


2.01 


3.85 


2.22 



* + 

* + 
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HEIIBA1003610 2.33 3.2 4.48 6.12 5.64 6.81 

HEIIBA1003615 1.76 2.61 5.23 4.95 5.21 4.96 

HE»A10036t7 3.59 3.54 -8.59 6.92 11.37 8.5 

HEMBAI 003620 5.76 6.01 4.98 13.48 17.69 12.58 

HQBA1003621 1.6 1.66 3.19 4.52 5.42 5.08 

HE»A1003622 0.96 0.69 1.38 1.47 3.17 2.25 

HQIIBA1003630 0.78 1.02 1.95 1.68 2.97 1.55 

HaBA1003637 0.66 1.93 2.59 2.11 3.11 2.63 

HEIBA1003640 2.33 2.1 5.27 4.16 5.68 5.5 

HE»A1003645 1.12 1.2 4.41 2.3 3.82 3,06 

HE1IBA1003646 0.94 1.21 1.76 1.25 3.25 1.8 

HEHBAI 003647 0.49 2.15 '3.27 2.46 3.79 2.21 

HaiBA1003656 3.32 3.77 6.96 17.01 10.45 13.78 

HEIBA1003662 1.37 2.08 1.S4 5.2 3.81 4.91 

HEIIBA1003666 23.84 17.7 51.57 21.97 21.85 24.71 

HEMBAI 003667 4.74 3.63 6.03 4.61 6.22 7.09 

HEMBAI 003670 0.83 0.65 1.94 1.18 2.61 1.51 

HaBA1003674 32.16 29.41 63.99 118.95 138.25 123.17 

HEMBA1003677 1.84 2.06 4.28 2.32 5.31 3.78 

HEHBA1003679 1.2 1.68 3.72 2.22 6.19 3.23 

HBBAI 003680 4.55 4.68 20.52 27.26 28.13 28.07 

HEMBA1003684 1.57 1.9 3.98 4 3.65 4.47 

HEMBAI 003690 6.22 7.41 8.65 7.94 9.93 7.33 

HEMBA1003692 2.41 3.82 7.23 8 8.28 7.7 

HaBA1003702 2.64 3.82 4.83 7.11 6.86 6.07 

HEIBA1003711 1.06 1.21 3.39 2.93 3.88 2.37 

HEiBA10037l4 1.31 1.26 2.13 1.61 2.45 1.42 

HEMBA1003715 1.46 2.7 6.58 10.21 9.15 6.87 

HEMBAI 00371 7 1.91 2.31 3.91 3.03 3.66 4.38 

HEMAI 003720 0.81 2.6 5,07 4.16 4.16 4.21 

HQBA1003725 0,83 1,57 2.47 3.22 4.91 3.17 

HEMBA1003728 1.28 2.48 3.4 2.65 4.36 2.72 

HEHBAI 003729 0.98 2.35 2.85 3.6 4.36 3.52 

HEMBA1003732 1.11 1.52 3.49 3.01 2.75 1.88 

HEMBA1003733 1.18 1.9 2.94 3.7 4.95 3.92 

HBBA1003742 5.15 7.3 5,95 21.53 22.58 19.56 

HEMBA1003743 1.37 1,76 3.21 4.13 4.36 3.68 

HEMBA1003758 3.26 3.29 11.72 10.07 16.03 12.24 

HEMBA1003760 0.82 2,43 3.09 1.92 4.19 3.16 
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HEHBA1 003447 


7. 55 


9. 08 


49.72 


65.41 


63.46 


65.15 


HEIiBA1003453 


21.03 


22.03 


42.15 


27.85 


29.02 


27.64 


HBiBAU)034fr1 


1.5 


2.1& 


..-3.49 


2.6 


3. 63 


2.2 


HEMBA1 003463 


2. 82 


3. 68 


6.02 


5. 97 


3.84 


6.41 


HEUBAI 003465 


1.77 


2. 21 


6. 31 


4. 75 


5. 02 


3. 82 


HEMBAI 003480 


2. 58 


3.91 


8. 62 


9. 63 


9.6 


9.42 


HEHBA1003485 


7.06 


4.84 


5. 29 


6.13 


7. 26 


5.52 


HEIBA1003487 


1.8 


1.85 


3.4 


7.12 


6. 39 


6.79 


HEIIBA1003492 


1.42 


1.95 


4,11 


2. 41 


5. 87 


2. 1 


HEMBAI 003494 


9. 36 


8. 61 


12.16 


18. 24 


18. 69 


17.83 


HEMBAI 003497 


2. 19 


2.16 


3. 29 


3. 35 


6. 06 


2. 97 


HEMBAI 003503 


0. 98 


1.74 


3. 37 


5.04 


3. 18 


2. 13 


HEMBAI 003511 


0. 99 


2.19 


3.7 


2.3 


4. 42 


2. 5 


HEMBAI 003528 


3. 33 


4 


6.51 


5. 77 


5.04 


4 46 


HEMBA1003530 


1.33 


0.85 


3. 62 


1.97 


3. 15 


2 45 


HEHBA1 003531 


1.14 


1.72 


5. 39 


4. 74 


7. 24 


4. 51 


HEMBAI 003532 


12. 97 


14. 66 


34.3 


28. 69 


25. 31 


31.26 


HEMBAI 003538 


2.54 


2.4 


17. 88 


14. 54 


21 58 


16 A3 


HEMBAI 003545 


0. 68 


2. 08 


3.17 


1.85 


3. 6 


2- 17 


HEIBA1003546 


1.27 


2.03 


1.68 


1.98 


2. 15 


2. 42 


HEHBA1003548 


1.4 


3.18 


3.6 


1.41 


4.15 


2 23 


HEMBAI 003553 


31.29 


31.45 


47. 99 


54. 36 


41.34 


45. 65 


HEMBAI 003555 


1.39 


2. 73 


4. 81 


3. 53 


4. 48 


5 19 


HEMBAI 003556 


1.24 


1.76 


2. 96 


3. 14 


5. 75 


3 31 


HEIBAI 003560 


1.89 


2. 66 


7. 87 


10. 08 


13 24 




HEMBAI 003565 


54. 27 


66.88 


96.28 


121.29 


139 88 


148 68 
1 •to. oo 


HEMBAI 003568 


1.86 


2. 27 


3. 24 


2. 36 


7 41 


7 78 


HEMBA1003569 


2. 93 


2.61 


2. 96 


5. 07 


3.95 


4. 53 


HEMBA1003571 


3. 53 


2. 33 


3.8 


5. 19 


5. 3 


S 83 


HEMBAI 003579 


3. 51 


4. 29 


4. 83 


3. 79 


5. 68 


5. 91 


HEMBAI 003580 


3. 82 


4.09 


4. 96 


3, 11 


4. 41 


3. 53 


HEMBAI 003581 


0. 82 


2.62 


2. 07 


1.63 


3.19 


2 4 


HEIBAI 003591 


10.8 


11.44 


30. 24 


33.74 


35 7 


36 fift 


HEMBAI 003595 


0. 93 


1.16 


2.46 


2.98 


4 02 


0 01 


HEIffiAl 003597 


3.15 


3.18 


8. 74 


10. 82 


11.39 


11.59 


HEIBAI 003598 


0. 58 


0. 93 


1.33 


2. 62 


1.83 


1.61 


HEMBAI 003600 


3. 71 


4.19 


13. 35 


14. 77 


13.86 


16. 69 


HEIBA1003602 


2.84 


2.64 


4. 89 


5. 89 


6. 97 


9.14 


HEMBA1003604 


2.3 


3.35 


5. 67 


6. 63 


8.29 


8.16 



1130 



EP 1 074 617 A2 



HE1BA1003281 


1.83 


1.29 


3.53 


1.79 


3.85 


2.48 


HEilBA1003284 


1.24 


1.91 


3.43 


3.03 


5.05 


3.32 


HEIBAtO03286 


7.75 


6.73 - 


34.23 


45. 25 


71.61 


51.97 


HEMBA1 003291 


1.65 


1.91 


4.84 


3. 21 


3. 32 


3.25 


HEMBA1 003294 


1.89 


3.5 


7.47 


4.86 


5.7 


5.62 


HBffiAl 003296 


4. 74 


8.32 


46.61 


63. 82 


70.23 


54.45 


HEMBA1 003304 


0.77 


1.44 


2.88 


2. 91 


5.37 


1.87 


HEIBA1003306 


4.37 


6.3 


10.28 


15.7 


17.76 


11.56 


HEHBAI 003309 


0.91 


1.9 


2.85 


2. 87 


4 


2.3 


HEIBA1003314 


1.43 


2.26 


3.82 


4.48 


3. 52 


4.02 


HE1IBA1003315 


6. 37 


4.38 


10.14 


15.2 


16.23 


17.88 


HEMBAI 003322 


4.81 


5. 92 


So. 9 


8. 46 


10. 83 


8.07 


HEHBAI 003326 


1.94 


3. 97 


5.55 


2.93 


7.4 


3.68 


HEIIBA1003327 


0.81 


1.61 


3.63 


2.36 


4.3 


2.28 


HBBAI 003328 


0.76 


2.43 


5. 38 


4.25 


5. 51 


5. 06 


HEMBAI 003330 


2. 27 


2. 81 


4.84 


4.66 


5.83 


6.94 


HEMBAI 003348 


3.22 


2.45 


11.3 


11.28 


13. 98 


16. 37 


HEMBAI 003369 


2.39 


2.6 


7 


9.64 


8.65 


5.33 


HBBA1003370 


3.14 


3.6 


8.85 


12.54 


10.83 


13.98 


HEIBA1003373 


1.12 


1.3 


3.4 


2.14 


5.05 


2.94 


HEIIBA1003376 


3.75 


2.83 


7. 71 


9.83 


12.46 


10.39 


HEHBAI 003380 


1.12 


2.3 


3. 63 


2. 25 


3.9 


2.57 


HBIBAI 003384 


0. 98 


1.71 


2.91 


2.11 


4.78 


2.14 


HEMBAI 003387 


1.3 


1.24 


2.14 


1.83 


3.24 


1.98 


HEMBAI 003392 


2.51 


2.28 


3.43 


5.21 


5. 91 


4.44 


HBBAI 003395 


1.02 


1.45 


2.84 


4.06 


4.29 


2.18 


HQBA1 003399 


1.03 


1.4 


3.27 


3.21 


3. 26 


2.19 


HEHBAI 003400 


1.36 


2.22 


4.64 


3.23 


7.19 


5.22 


HEHBAI 003402 


1.62 


1.74 


3.29 


2.32 


4.22 


2.59 


HEHBAI 003403 


7.13 


9. 32 


50.9 


66.1 


66.81 


77.49 


HEHBAI 003408 


3.68 


4.5 


7.27 


6.02 


5.77 


7.71 


HBBAI 003412 


5.08 


6.79 


8.35 


10.96 


8. 79 


9.75 


HEHBAI 00341 7 


5. 71 


6.5 


10.15 


8.18 


8.86 


7.36 


HEHBAI 00341 8 


4.01. 


5.12 


6.53 


7. 37 


11.45 


9.3 


HEMBAI 003420 


16.29 


17. 91 


35.46 


33. 32 


34.37 


32.89 


HEHBAI 003425 


0.76 


1.65 


3.06 


2.33 


3.58 


2. 21 


HEHBAI 003433 


1.4 


2.43 


3.34 


4.88 


4.54 


4.09 


HEMBAI 003440 


11.39 


12.08 


19.86 


24.13 


13.99 


24. 26 


HEHBAI 003442 


4.37 


4.67 


4.94 


3.54 


6.73 


5. 96 
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HEIIBA1003117 
HEMBA1003120 
HEIiBAlOC3U9 
HEIiBA1003133 
HEIIBA1003136 
HEKBA1003142 
HEMBA1003148 
HEIIBA1003151 
HEUBA1003152 
HEMBA1003157 
HBSA1003166 
HBBA1003171 
HE1IBA1003175 
HEIBA1003179 
HEIBA1003186 
HEiffiA1003196 
HBiBA1003197 
HEIIIBA1003199 
HQSAI 003202 
HEIBA1003204 
HEIIBA1003210 
HE1BA1003212 
^eiBA1003218 
HEIBAI 003220 
HEMBA1 003222 
HQBAI 003225 
HEHBA1 003229 
HEMBAI 003230 
HEMBAI 003235 
HQffiAl 003236 
HQBAI 003250 
HEWA1 003252 
HEMBAI 003257 
HBBAI 003268 
HBffiAl 003273 
HBffiAl 003276 
HEHBA1 003277 
HEMBAI 003278 
HEMBA1003280 



2.1 


3.41 


3.02 


2.65 


2.47 


2.6- 


2.05 


4.74 


2.64 


3.59 


2.01 


2.27 


1.3 


1.4 


1.91 


2.08 


3. 27 


1.98 


1.23 


1.88 


6.14 


6.06 


1.3 


2. 28 


1.54 


2.63 


4.66 


5.95 


2.58 


3.17 


3.04 


3. 79 


0.46 


1.51 


1.26 


1 


2.86 


3.49 


1.67 


2.46 


6.48 


7.36 


1.4 


2. 87 


1.2 


1.26 


34. 65 


32.6 


2. 37 


3.03 


1.95 


2.07 


2.37 


1.91 


7. 83 


7.14 


0. 91 


1.33 


5.54 


5.43 


1.41 


1.4 


4.96 


7.17 


2.7 


3. 33 


0 95 


0 44 


1.4 


1.38 


1.13 


1.99 


0. 95 


0.83 


1.07 


1.18 


2.37 


2.6 



4.4 3.36 

5. 55 3. 23 

-4.-66 10.28 

7. 61 7. 74 

5. 25 5. 37 

6. 15 6. 62 

2.82 1.49 

4. 23 2. 9 

5. 84 4. 74 

2.58 4.2 
14.06 22.98 
'2.23 2.62 

4.2 3.54 

37.4 36.91 

7.13 6.71 

7. 33 6. 95 
2.86 1.85 
2.32 1.66 
5. 69 9. 44 
3.35 4.99 

11.66 12.02 

5. 52 7. 58 

1.71 1.24 

73.43 78.35 

3.41 3.04 

3. 34 1. 59 
2. 4 5. 62 

12.08 11.08 

4. 32 4. 98 
10.62 11.5 

2.68 1.76 

16.59 17.06 

7. 33 8. 25 
1.92 1.92 
2. 96 2. 5 
3.18 4.21 

1.85 0.56 
3.49 1 

4.59 3.08 



4.99 


2.44 


7. 38 


4.29 


6.19 


7.28 


7. 59 


5.59 


5.88 


4.49 


6.35 


5.34 


4.26 


1.6 


5.34 


4.24 


5. 71 


2.58 


5.38 


3.21 


18.03 


21.74 


3.09 


2. 53 


4.52 


4.11 


43.86 


45.13 


6.71 


5.78 


"8. 31 


5.18 


3.97 


1.09 


3.22 


2.47 


10.48 


11.14 


4.72 


4.81 


12.1 


14.78 


8 


5.7 


4.35 


1.36 


79.82 


83.89 


6.13 


4.29 


3.45 


2.05 


5.1 


4.9 


11.44 


10.09 


5.25 


5.44 


15.4 


13.97 


2.98 


2.42 


18.68 


14.37 


8.83 


6.78 


3. 36 


1.81 


3. 37 


5.1 


4.42 


3. 98 


1.63 


1.34 


4.56 


2.32 


4.91 


4.2 
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HQffiAl 002986 


2.72 


4.88 


6.67 


14.7 


14.62 


13 


HEMBA1 002988 


1.77 


2.36 


4.25 


4.2 


5.67 


3.46 


HEHBA1O02992 


8.73 11.38- -68. 65 ! 


83.81 


96.4 


94.02 


HEIBAI 002995 


6.13 


6.97 


11.94 


8.64 


11.47 


14. 09 


HEIfiAl 002997 


5.77 


6. 33 


9.6 


12.88 


10.65 


8. 75 


HEMBA1 002999 


1.36 


2.77 


2.84 


2.48 


3. 92 


3. 31 


HEIBAI 003004 


0.78 


1.39 


1.96 


1.86 


3.32 


1.37 


HEMBAI 003006 


2.03 


1.84 


4.26 


5.44 


8.08 


5.87 


HEIBA1003008 


1.58 


1.26 


2.83 


3.4 


5.4 


2.28 


HEHBAI 003021 


1.72 


2.09 


5.98 


8.49 


8.58 


6. 67 


HEMBAI 003027 


1.79 


1.73 


4. 47 


2.11 


6.17 


3. 72 


HEMBAI 003029 


16. 39 


17.36 


46.06 


37.07 


42.91 


45. 58 


HEMBAI 003031 


33.04 


32.41 


50.08 


48.18 


24.56 


40.3 


HEMBA1003032 


3.42 


6.52 


7.98 


8.81 


6.53 


9.45 


HEMBA1003033 


2.36 


4.11 


6.85 


7.85 


8.94 


9 


HEMBAI 003034 


2.43 


3.17 


7. 63 


8.24 


"7.47 


8. 23 


HEMBAI 003035 


1.24 


2 


2. 59 


2.88 


3.46 


1.93 


HEMBAI 003037 


1.74 


2.09 


6. 21 


4.13 


7.36 


3.43 


HEaBA1003041 


3.4 


4.14 


8.51 


10.28 


10.48 


9 


HBBA1003046 


11.44 


11.53 


28.31 


33.77 


21.19 


36.32 


HEMBA1003047 


2.02 


2.35 


5.11 


4.57 


5.41 


4.03 


HBBA1 003048 


1.8 


2.96 


3.76 


7.97 


7.47 


9.3 


HEMBAI 003064 


3.7 


4.12 


15.74 


15.78 


25.09 


19.36 


HBBA1 003067 


1.92 


2. 31 


7.09 


4.56 


7.96 


3.23 


HEIBAI 003071 


5.24 


5 


8.74 


11.32 


10.02 


8.7 


HEMBA1003072 


2.81 


3.22 


5.7 


4.43 


3.65 


5.17 


HBBA1003076 


20.6 


21.34 


31.6 


41.86 


28.3 


32.74 


HEMBAI 003077 


1.41 


1.58 


4.37 


1.68 


4.03 


2. 27 


(OIBAI 003078 


2. 02 


1.92 


2.4 


3.14 


4.9 


3. 38 


HEMBAI 003079 


2.72 


2.66 


6.42 


5.88 


7.13 


4.48 


HEMBAI 003083 


1.56 


2.11 


3.94 


4.42 


6.23 


4.59 


HBBAI 003086 


2.5 


2.72 


5.27 


4.09 


5.78 


4.68 


HEMBAI 003090 


5.14 


4.79 


13.3 


11.57 


12.88 


12.73 


HEMBAI 003094 


0.82 


1.67 


2.94 


2.51 


3.22 


2.14 


HEMBAI 003096 


8.6 


8. 76 


15.55 


10.1 


13.7 


10. 97 


HEMBAI 003098 


3.88 


5.66 


7.38 


9.42 


7.11 


8.4 


HEMBAI 0031 01 


4.73 


5.48 


7.29 


9.04 


6.59 


6.36 


HEMBAI 003109 


2.88 


3.42 


4.72 


5.73 


6.93 


7.22 


HBBAI 0031 14 


2.87 


4.67 


5.67 


6.47 


7.94 


5.69 
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HEnA1002770 
HEIIBA1002777 
HE1IBA^002779 
HEMBA1 002780 
HE1SA1 002790 
HEffiAl 002794 
HEMBA1 002798 
HEMSA1002801 
HEHBA1002810 
HEMBA1002816 
HEMBA1002818 
HEMBA1 002820 
HEISAI 002826 
HEHBAI 002833 
HEHBA1002850 
HEIBA1 002862 
HEHBAI 002863 
HEHBAI 002867 
HEHBAI 002876 
tEHBA1002886 
HEIIBA1002896 
HEIBA1002913 
HEHBAI 002921 
HEISAI 002924 
HEHBAI 002934 
HEHBA1002935 
HEMBA1002937 
fOBAI 002939 
HQIBA1 002944 
HEHBAI 002951 
HEHBAI 002954 
IODA1 002962 
HBDAI 002968 
HEHBA1002970 
HEHBAI 002971 
HEHBAI 002973 
HEHBAI 002978 
HEHBA1002981 
IOBA100298S 



5.89 5.83 
1.6 1.9 
10.92 7.6 

2.6 2.77 

3.14 2.52 

1.52 2.28 

1.33 1.59 

2.13 2.25 

4.56 3.99 

2.24 1.97 

24.6 23.26 

1.95 2.63 

1.96 1.48 
8.71 7.46 
1.16 1.94 

9. 06 9. 31 
2. 47 2. 93 
1.51 1.17 

3. 9 3. 54 

1.28 1.56 

5.82 3.82 

2. 37 2. 22 

0. 97 0. 81 

1.07 1.2 
6.01 5.17 
4.27 2.55 
4.61 5.71 

2. 21 2, 92 
1.45 1.97 
5. 88 7. 88 

2.4 4.57 

3. 93 6. 02 

1.22 1.71 
1.13 1,13 
0. 96 2. 02 
1.68 3.36 
2. 09 3. 81 
1.82 2.51 
0.83 1.92 



12.41 14.24 

2.58 2.29 
— 16 17.39 

6. 82 6. 43 

10.6 7.26 

5. 49 3. 68 

3.61 2.77 

3.64 3.12 

7.85 10.27 
2. 88 5. 34 

95.11 130.84 

'6.41 6.96 

2. 99 3. 21 

19.84 20.18 

3.67 3.87 

17.9 20.11 

5.28 6.16 

2. 4 2. 3 

5.48 5.61 

2.45 1.83 

9.38 7.22 
4.56 4.19 
2.36 1.82 

2.86 2.11 
10.48 9.93 

6.59 7.1 
9.4 10.82 

5. 39 5. 51 
4. 66 3. 1 

10.99 6.04 

6.12 6.09 

9.14 13.42 

4. 32 5. 34 

3. 14 2. 5 

2. 75 2. 02 

7.84 6.19 

4.35 5.49 

4.01 9.33 

4.91 4.74 



22.53 


15.53 


4.74 


3.76 


19. 81 


19.36 


6. 89 


6. 35 


8.67 


9. 25 


6.8 


4.45 


5.12 


4 


6.93 


5.24 


17.31 


11.1 


5.05 


4.8 


121.74 


135. 78 


6. 99 


6.04 


4.84 


3. 59 


21.16 


20.04 


4.96 


5.11 


25.3 


13.43 


8.44 


6. 52 


3.28 


1.87 


5.78 


6.48 


3.13 


2.71 


11.23 


8. 51 


4.28 


3.11 


2. 41 


1.41 


4.41 


3. 27 


15.27 


13.16 


5.34 


7.14 


8.36 


7.36 


5.7 


3.26 


5. 68 


3. 21 


12.17 


6. 67 


7.78 


4.78 


15.92 


12.44 


4.07 


5.3 


3.72 


3.13 


3. 71 


2.43 


10. 81 


6.31 


5.3 


4.22 


7.48 


6.53 


5.59 


4.13 
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HEMBA1 002609 
HEIIBA1002617 
HEMBA10026r9 
HEIIBA1002621 
HEMBA1002624 
HEUBAI 002628 
HEMBA1 002629 
HEMBAI 002632 
HEMBA1002645 
HEMBAI 002651 
HEMBA1 002652 
HEMBAI 002659 
HEMBAI 002661 
HEMBA1002666 
HEMBA1002667 
HEMBAI 002673 
HEMBAI 002678 
HEMBA1 002679 
HEMBA1002688 
HEMBA1002696 
HEMBAI 002703 
HEMBAI 002706 
HEMBAI 00271 2 
HBBA1002715 
HEMBAI 00271 6 
HEMBAI 00271 8 
HEMBAI 002728 
HEMBAI 002730 
HEMBA1002734 
HEMBAI 002742 
HEMBAI 002746 
HEHBA1002748 
HEIBA1 002750 
HEMBAI 002755 
HEMBAI 002759 
HEMBAI 002763 
HEMBA1002767 
HEMBA1002768 
HEMBA1002769 



4.47 


6. 27 


6.31 


4.76 


3. 33 


4.8- 


1.21 


2. 94 


4.6 


5.19 


3. 37 


3. 64 


2. 71 


2.24 


1.39 


2.23 


1.77 


1.98 


1.87 


2. 73 


3. 38 


5. 27 


2.84 


3. 86 


3 


2. 71 


1.74 


2. 47 


1.39 


2-25 


16. 08 


19. 36 


2. 11 


2. 33 


1.23 


2.33 


1.74 


2. 98 


1.7 


2.79 


2. 95 


3. 88 


4. 97 


4. 24 


2. 39 


3. 94 


7. 92 


9. 81 


3. 93 


4.26 


11.79 


12.87 


2. 37 


3.1 


1.13 


2.48 


2. 89 


3. 54 


1.94 


2. 06 


1.2 


2. 86 


2.19 


1.75 


1.99 


2.46 




3 1 


1.93 


3.12 


9. 62 


12.05 


4.48 


5.85 


2. 99 


3. 76 


1.47 


2.35 



51 


€8.51 


7.99 


7.25 


-5.99 


7.86 


3.09 


3.24 


19.48 


22.04 


6.41 


6.08 


4.66 


3.77 


5.16 


4.29 


6.43 


4.68 


4.73 


4. 68 


6. 21 


6.09 


1 

4.8 


6.32 


6.19 


4.41 


4.21 


2.95 


3.91 


2.79 


30. 31 


32.54 


7 44 


5. 39 


5.25 


3.7 


8.3 


8.33 


2.92 


3.48 


10. 15 


8.35 


8.99 


6. 07 



8. 67 


8.4 


49. 65 


79.65 


5. 53 


4.63 


17.77 


24.16 


5.01 


5.52 


5.86 


3. 71 


8.82 


8.6 


3.96 


1.86 


4.61 


2.83 


4.01 


5.36 


3.45 


6.74 


5. 31 


5.96 


7. 98 


4. 65 


74.52 


68.84 


5.8 


8.88 


6.2 


3.46 


2.82 


3.46 



85.44 66.33 

6.84 6.48 

6. 14 7. 27 

4.17 2.03 
24. 39 26. 87 

6.11 4.1 

7.98 4.48 

5.49 4.58 

6.91 5.37 

4. 83 3. 74 

8. 66 7. 92 

8.18 9.6 

6. 93 4. 93 
4.25 1.41 
5.24 1.94 

35.18 29.96 

5. 98 4. 22 

7.48 3.81 

11.41 7.86 

6.13^ 3.32 

9. 73 9. 21 

7.16 5.54 

10.9 10.57 

93. 63 79. 61 

5.02 4.53 

18.07 24.3 

5. 94 4. 42 

6.19 4.61 
10.7 10.59 
4.27 2.74 
4.43 2.94 
5.98 3.92 
6. 39 6. 27 
6.62 5.16 
7. 92 7. 08 

88.82 77.22 

6 6.13 

8.3 3.04 

5. 21 3. 49 
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HBiBA1002462 
HBffiA100246S 
HEMBA1002469 
HEMBA1 002475 
HEMBAI 002477 
HEHBA1 002480 
HEHBAI 002481 
HBBA1 002486 
HEMBAI 002490 
HEMBAI 002495 
HEHBAI 002498 
HEMBAI 002501 
HElffiAl 002503 
HEMBA1002504 
HEHBAI 002508 
HEMBAI 00251 3 
HE1SA1002515 
HEMBAI 002524 
HEMBAI 002538 
HEMBAI 002542 
HEHBAI 002544 
HEMBAI 002546 
HEHBAI 002547 
(OBA1 002550 
HEHBAI 002551 
HEHBAI 002552 
HEMBAI 002555 
HEMBAI 002558 
HEHBAI 002561 
HEMBAI 002562 
HEIBA1 002568 
HEBA1002569 
HEffiAl 002570 
HBBA1002574. 
HQBAI 002583 
HE1BA1 002587 
HEHBA1002S90 
HEMBA1002S92 
HEBA1002S9S 



5.18 3.83 

0.93 1.96 

6. 88 7. 27 

1.54 2.35 

1.75 1.59 

4.46 3.98 

1.9 2.02 

3.62 3.98 

2. 02 3. 08 

2. 37 2. 29 

0. 95 2. 14 

2.96 4.73 

1.7 2.52 
1.95 2.19 
1.48 2.59 
1.31 1.7 
1.17 1.82 

1.67 2.09 

4. 68 4. 14 
3.31 3.27 
1.42 2.24 

31.01 31.64 

3.13 3.22 

5.46 3.86 

2.15 3.09 

2. 21 2. 06 

1.54 1.78 

2.74 3.26 

1.01 1.58 

0. 59 0. 83 

1.71 1.16 

3. 8 4. 67 
5. 22 4. 72 

24.62 22.75 

4. 07 4. 52 

9.78 10.9 

2. 51 2. 58 

2.51 3.03 

1.66 2.13 



9.52 11.92 
2.26 1.46 

46. 87 49.02 

8.01 4.88 

5.25 3.19 
8. 49 8. 76 
4.22 2.71 

10.08 9.98 

5.7 8.76 
3. 78 3. 92 
2.97 1.83 

14.13 19.98 
5.11 4.68 
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2. 72 


3.94 


2. 83 






HEHBAI 000567 


1.02 


1.01 


1.67 


1.21 


2.59 


1.92 






HEHBAI 000568 


2.19 


2,5 


6.09 


7. 62 


6. 65 


6.84 






HBIBA1000569 


1.3 


2.8 


3.02 


2.18 


6. 47 


2.3 
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HEHBA1 000269 


1.9 


2.34 


3.69 


4.41 


4.09 


2.51 








HE1IBA1000275 


5. 31 


4.29 


8.03 


7.96 


12.04 


8.54 






5 


HEilBAt000280 


1.43 


0.83 


• ■2v19 


3.3 


4.08 


4 




+ 




HEHBA1 000282 


1.15 


1.01 


4.23 


6. 29 


7. 01 


5.46 








HEIffiM 000287 


2.86 


3.19 


4.45 


5. 81 


6.04 


6. 37 


** 


+ 




HEMBA1 000288 


1^37 


2. 23 


6. 13 


3.51 


6.02 


3.85 






10 


HEMBAI 000290 


1.01 


2.17 


4.11 


2.46 


3. 26 


2. 73 








HEIIBA1000296 


2.4 


3.66 


5.49 


6.15 


6.55 


5.84 








HEIBA1000300 


1.22 


2.73 


6.6 


7.64 


8.88 


7.23 






IS 


HEMBAI 000302 


0. 93 


2.17 


2.86 


3.04 


3.74 


1.97 








HEMBAI 000303 


1.36 


2.15 


3. 57 


4.13 


4.43 


3 








HEMBAI 000304 


1.06 


1.99 


'4. 26 


5. 51 


7.28 


4. 87 


* 


+ 




HEMBAI 000307 


1.21 


1.73 


2. 65 


4.4 


5.64 


2.99 






20 


HE1SA1000312 


6 


8.7 


10.77 


13.2 


9. 18 


9.65 








HEHBA1000318 


1.5 


4.22 


3. 25 


5.39 


6.05 


4.49 








HEMBA1000327 


2.18 


3.7 


3.34 


10.58 


6.06 


6.02 




+ 


25 


HEMBA1000333 


0. 68 


2. 75 


4.33 


3.12 


4.74 


2. 98 








HEMBAI 000338 


1.61 


2.84 


5.33 


5.8 


5.78 


4.32 








HEMBAI 000343 


1.79 


3.5 


3.69 


5.55 


6.7 


3. 99 








HEMBA1000349 


0. 97 


1.52 


3. 24 


3.9 


5.37 


4.09 






30 


HEMBA1000351 


1.6 


2.06 


5.75 


4.8 


6.22 


5.24 








HEMBA1000355 


1.52 


3.09 


4.09 


3.78 


5.14 


3.59 








HEMBA10003S6 


9.3 


10.42 


14.39 


26.93 


22.26 


24.97 




+ 


35 


HEMBAI 000357 


1.88 


2.11 


4.76 


3. 81 


5.7 


4.62 






HaffiA1000366 


1.67 


1.94 


3.83 


3. 14 


4.75 


3.28 








HEIBA1 000369 


1.87 


2.94 


5.17 


2.82 


5.2 


4.56 








HEMBA1000370 


2.45 


3.4 


4.63 


3.75 


5.34 


3.6 






40 


HEMBA1000376 


3.64 


4.55 


14.48 


26.69 


29. 98 


28.36 




+ 




HBBA1000387 


2.95 


3.19 


6.2 


7.85 


7.62 


8.15 


* 


+ 




HEIffiA1000389 


2.88 


3. 74 


8.83 


14.4 


10.9 


13. 61 






45 


HEISA1 000390 


1.86 


2. 27 


3.5 


4.28 


4.98 


3.95 




+ 


HEMBAI 000392 


1.49 


1.4 


3.06 


2.58 


3. 78 


1.94 








HEMBA1000396 


1.82 


2.16 


3.45 


3.43 


4.93 


3.34 








HEMBAI 000411 


1 01 


1. 41 


4.49 


1. 94 


4.41 


2 21 






SO 


HaBA1000418 


2.85 


3.21 


4.41 


7.75 


6. 81 


5.17 


* 


+ 




HEMBA1 000422 


0. 99 


1.89 


2.14 


2.64 


4.03 


2. 89 








HBCAI 000428 


0. 36 


2.43 


3.09 


2.58 


3.31 


2. 75 








HEHBA1000434 


0.54 


2.19 


2.93 


2.11 


3.6 


2. 69 






SS 


HQBA1 000442 


0.82 


2.2 


3.37 


2.13 


3.8 


2.28 
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HFURAI 000047 


1. 17 


1.99 


3.83 


2. 98 


4.47 


3. 78 








HFHBAI 000048 


3. 76 


4.75 


3. 64 


8.73 


12.38 


5.48 






5 


HFMRAtOOOOSO 


0.48 


1.77- • 


1-78 


1.4 


3.39 


1.46 








HFMRAIOQOQSS 
ncnon 1 iiAAiv«iiw 


1.64 


1.28 


2. 57 


4.68 


4.03 


3. 99 




+ 




HFWA1 000060 


1.88 


2.71 


4.51 


7.29 


7.94 


9.74 




+ 


10 




52 79 

wis* / 9 


53.46 135.73 165.97 221.75 


230- 97 




+ 


ntWDA 1 WW / o 


1<) S4 


1 1. 4o 


Z/. «}Z 


90 A 
Z^. 4- 




33. 78 








HEMdAI OUUO/o 


3. vv 


c 00 
5. 00 


0 77 


10 1fi 
iZ. 10 


in At\ 

Iw. 40 


11.15 


* 


+ 




UCUD A 1 nnAHQ A 
nclliDA1UUUU54 




4.46 


OA 71 

20. 71 


30.15 


43. 67 


33. 92 




+ 


15 


HEIvAiOOOQo/ 


U. 3 1 


1 


0 00 

3. 32 


0.65 


2. 82 


1.61 








HEHBAI OOOOoo 


1. 90 


2. 97 


A £ 

4.6 

< 

17. 56 


6.2 


9. 87 


8.46 


* 


+ 




HEIIBA 1 000091 


0. OO 


5.4 


30. 15 


44.04 


35.43 




+ 




HEIIdAiOOOIII 


1 CO 


1.77 


3. 63 


5. 29 


6. 65 


6.4 




+ 


20 


HEIIBAIOOOI2I 


U. oO 


1. 17 


3. 58 


3.52 


4, 47 


5- 83 








HEHBAI 0001 28 


1. DZ 


2. 99 


6.04 


4.28 


6.05 


5. 93 








HEHBAI 000129 


0 Ail 

2. 04 


1.81 


3. 95 


166 


■3. 26 


3.32 






25 


HEHBAI 0001 41 


2. 31 


3.45 


5. 98 


3.56 


6.67 


5.6 








HEHBAI 000140 


A 0^ 

0. 84 


1.29 


2. 96 


1.93 


4. 98 


3. 52 








ur'UB A 4 AAA4 C A 

HENBA1000150 


0 OA 

0. o4 


3. 29 


10. 65 


8.27 


11.97 


9.46 








UPUB A H AAA4 C A 

HEHBA1 0001 D4 


OC 1 7 
ZD. 1 / 


29. 21 


82. 33 


128.3 134.42 


139. 59 




+ 


30 


umB A 4 AAA4 C£ 

HEMdAIOOOIpd 


0 Ofl 


4 


5. 87 


8.69 


6.19 


6.13 








UCUB A 4 AAAi CD 

HEHBAI 0001 oo 


/. 90 


10,04 


4 A PA 

12. 52 


16. 99 


15. 47 


12.88 








HQIIIBA1 0001 00 


1 01 
1. Z1 


2.2 


M 4 4 

4. 11 


5.7 


7,3 


5. 21 




+ 


35 


UCUD A 1 AAAI OA 

HEMBAiOOOloO 


A A 
U. 4 


2. 04 


A ft "T 

2. 87 


2. 86 


4. 06 


2. 05 






UmD A 4 AAAi OC 

HEHBAI 0001 85 


1 . 00 


3. 84 


A 00 

4. 88 


7.5 


9. 46 


9. 07 




+ 




UPUD A 4 AAA^ 00 

HEHBAI 0001 88 


1. 0/ 


1. 64 


0 A4 

3. 31 


4.94 


4.19 


3.35 








HEMBA100019O 


1 C^ 
1. D«5 


0. 66 


4 4 £ 
3. 16 


2.68 


4.33 


2.5 






Afi 
W 


unn A 4 AAAI AA 

HEHBAI 0001 94 


0 1 A 
Z. I0 


2. 95 


5.68 


9.11 


8. 74 


8.83 




+ 




uniB A 4 AAA A A 1 

HE16AI 000201 


0 A 
Z. 0 


4.47 


9.74 


13.45 


14.8 


14.65 




+ 




UCUD A i AAAOi Q 

HEHBAI 00021 ^ 


1 • 00 


1.95 


2.76 


2.08 


4. 49 


3.7 






45 


UCUD A 1 AAAOi £ 

HEHBAI 00021 1 


1 OA 
1 • zo 


1.82 


3. 27 


2. 92 


5.2 


3.47 






UCUD A i A AAOO^ 

HEHBAI 00022 / 


A QO 


2. 27 


2.38 


3.28 


4. 21 


1.83 








UCUD A i AAAAO 1 

HE1II6A1 000231 


1 C 
1. 0 


1.97 


5 


7.56 


7.19 


6.16 




+ 




HEHBAI 000237 


4. 5 


6.13 


9.14 


14.79 


18.3 


14-71 




+ 


50 


HBBAI 000243 


0.6 


1.89 


3. 01 


4.3 


4.34 


3. 67 


* 


+ 




HEHBAI 000244 


1.54 


2.45 


3.78 


6.08 


5.58 


3. 36 








HEHBA1000251 


1.15 


1.92 


2.97 


2.26 


4. 59 


3. 22 








HQIBA1 000254 


0. 69 


1.8 


4.81 


3.57 


4. 97 


3. 58 






55 


HEHBAI 000264 


0.84 


2. 28 


3.01 


2.84 


3. 23 


3.12 
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BNGH41000198 


1.32 


2.3 


4. 35 


2.06 


2. 55 


2.22 








BN6H41000219 


2. 29 


3. 91 


5.61 


12.4 


13. 73 


10. 76 


** 


+ 


5 


BiKH41000229 


9. 65 


9. 99- 


42.49 


18.34 


18. 92 


18.94 




+ 




BN6H41 000237 


8.4 


12. 99 


12. 61 


27.63 


11.26 


13.45 








BNGH41 000238 


1.56 


2. 59 


6. 77 


3.45 


4. 55 


3.32 






10 


BN6H41 000243 


5. 56 


8. 95 


6.71 


15. 03 


12. 55 


16. 36 


** 




BM6H41 000270 


2. 94 


2. 77 


2.88 


3. 67 


3.99 


3. 74 


m 


+ 




BRAIVH1 000004 


1 


2. 19 


6. 99 


6.45 


8. 36 


6 








BRAIVHIOOOOIS 


1. 8 


2. 24 


5. 06 


4.43 


6. 95 


5. 24 






15 


BRAWHI 000091 


1 33 


2. 73 


4. 81 


4 16 

■f • 1 w 


5.85 


5. 21 








RRAMHI 000027 


0 58 

W» WW 


1 7 


1. 62 


2 39 

fc* W«P 


3 65 

w* WW 


2.63 




+ 




BRAWH1 000029 


2. 32 


3. 63 


*6- 21 


6. 03 


6. 73 


4. 81 






20 


RRAWHI 000040 


4 68 


4. 98 


8, 01 


7. 28 


7 2 


8. 67 






BRAWH 1000050 


11 04 


10. 47 


43. 79 


51. 7 


73 7 

# w. / 


60. 92 








RRAIHI 000051 

DIVIlin 1 VVVW9 1 


2 14 


0 63 

Wa WW 


2 71 


2 25 

Aw 


4 43 

•t. •tw 


1 04 

1 a W^ 








RRAWHIOOOOfiO 


7 84 


8 07 

Wa Wr 


48 26 


59 16 

W9a 1 W 


88 12 

WW. 1 A 


83 88 

Ww. wW 




4- 


25 


RR AVHI fl0n07C 


1 ft5 


1 88 

1 a WW 


2 98 


9 07 

£a W/ 


4 4 


2 34 

w*r 








RRAWH1 0000ft 1 


1 88 


2 78 


1 19 


5 9 


10 82 

1 W. 


7 4 








RRAWH1 nnnnftA 


30 23 

wW> 


30 57 

wW. w f 


65 21 


235 81 


180 88 

1 OW. wW 


211 35 

4. 1 1 . WW 








RRAWHI OOOOQ'; 


1 38 

1 • wO 


2 47 


4 51 


w 


4 78 

fa f W 


2 87 

a.. W / 






30 


RRAWHI nOOOQA 


1 37 

1 • w / 


2 89 


4 71 


3 7 

Wa # 


4 8 


5 17 

w. 1 r 








BRANHI 000007 


3 39 

Wa WA 


3 27 

Wa A# 


10 74 

1 Wa #"T 


9 24 


10 82 

IW. 


7 75 

f a f w 








RRAWHI 0001 no 


4 77 


5 19 

w. 1 9 


7 89 

/ ■ W9 


6 98 


7 08 

r a WW 


7 28 






35 


RRAWHI 0001 01 


12 


12 04 


36 52 


48 19 


41 09 

^ 1 • w^ 


50 21 








RRAWHI OOni 04 


1 37 


0 92 

w. 9^ 


4 33 


1 47 


4 47 


2 41 








RRAWHI 0001 07 


0 82 

W. 


1 88 

1 • WW 


2 48 


2 43 

fc« *rw 


5 03 

Wa WW 


3 15 

Wa 1 W 








RRAWHI 0001 1 0 


4 4 


4 08 


18 81 

1 w« O 1 


13 87 

1 Wa 0# 


111 
1 i a 1 


15 74 

1 Wa #"r 






40 


RRAWHI 0001 1 1 
DiVinn 1 VMM 1 1 1 


3 98 

w« 90 


fi 14 


8 05 

W» Ww 


8 85 


8 95 


10 84 

IWa W^T 




•f 




RRAWHI 0001 'kR 


4 QS 


4 91 

^a 9 1 


7.7 


7.37 


9 49 

9a ^4 


9 98 

9. 90 








RRAWH1 0001 on 

DIVUIn 1 VIA/ 1 oU 


9 99 


3 84 

W. 0*T 


5.07 


4. 66 


7 18 

/ 1 1 w 


4 99 

"T. 99 






45 


HFURA1 nnnnrm 


1% 01 


8 44 


11.97 


17. 55 


99 Aft 


18 85 

1 O. Ww 






HF1IRA1 nnoAOi\ 


9 81 


3 17 


4.64 


3.08 


8' 49 

O. *r9 


4 75 








HFURAinnnnio 


1ft 07 
lU. SI/ 


11 75 

1 1 a / 9 


51.07 


71.4 


108 82 

1 Ww. w*. 


74 8 

# *ra W 








HEMBAI 000020 


50. 65 


49. 12 


113.3 197.41 


293. 79 


A OA 

21 o. 89 


♦ 


+ 


SO 


HEHBAIOOOOSO 


1.93 


3.08 


4. 67 


5. 72 


3. 62 


6.43 








HEMBAI 000034 


3. 27 


3. 21 


5. 35 


4. 62 


10. 29 


6.85 








HEIIBA1000042 


1.64 


3.17 


6 


4, 72 


6. 92 


8.12 








HBBAI 000045 


7.13 


9.44 


11.07 


9.55 


14.43 


10-44 






55 


HEHBA1 000046 


1.14 


2.24 


2.77 


3,73 


5.3 


4.34 




+ 
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QAPDH(Crl) 


0.4 


0.8 


0.89 


0.9 


1 


1.15 








^actin(Cr2) 385.94 262.23 582.98 443.28 422.61 


573.47 






5 


A0RGLti)00005 


2.72 


2.97- 


.•4.46 


7.27 


7.45 


3. 51 








ADRGL1 000007 


4.36 


5.19 


9.58 


20. 78 


19.59 


18.29 




+ 




ADRGL1 000009 


0.99 


1.25 


1.64 


2.16 


4. 08 


2. 02 






10 


ADR6L1 000011 


1.98 


3.56 


5. 24 


22.22 


23. 49 


19. 81 


m 


+ 


ADRfiLI 000027 


0. 79 


1.22 


1.66 


2. 82 


4. 99 


1.9 








ADR6L1 000058 

m/iwuw 1 Www Www 


4. 12 


7.08 


26.9 


62. 55 


67. 32 


49.15 




+ 




ADRfiLI 000069 

nWlxUk 1 Wwwwww 


1.91 


1.68 


2.47 


14.19 


14.54 


13. 74 




+ 


IS 




1.98 


2 


2.54 


5.5 


2.9 


4.16 










2.99 


4. 79 


12. 53 


21.46 


22. 09 


26. 19 




+ 






2 77 


4. 79 


^2. 85 


23. 61 


24. 02 


25. 56 




+ 


20 


AUKUI. 1 UuU i «>0 


9n AQ 


27 18 


31. 85 


62.44 


40. 69 


48.29 




+ 




2 09 

WW 


2. 58 


5.47 


5. 69 


7. 52 


3.85 










1 51 

1 • w 1 


1 77 


3. 07 

W« W i 


3-4 


4. 71 


2. 59 








ADRia^lOOOIfiO 


2 42 


4.34 


6. 89 


8. 08 


• 7. 24 


7.06 






25 


AUnUU 1 VIA/ 1 / 1 


Ub 9w 


1 11 


1.64 


1.89 


2. 69 


1.87 








Anpfii innnifti 


0 64 


1 37 

1 • w/ 


1-74 


3. 99 


4. 27 


3. 89 




+ 




BGGI11000015 


2.13 


3.89 


5. 02 


10. 49 


11.35 


9. 14 




+ 




BGGI11000016 


27. 77 


35. 71 


52.17 


57.18 


48. 51 


63. 57 






30 


B66I11000017 


1.29 


3.19 


3. 14 


3.24 


3. 65 


2. 34 








BGGi 11000022 


4.72 


4.45 


6. 75 


10. 71 


5.56 


8. 27 








BG6I11000031 


4.47 


6.58 


8.77 


14.79 


11.63 


10.04 


« 


+ 


35 


BG6 11 1000042 


9. 55 


11.29 


20. 54 


23. 39 


18, 75 


20. 23 






B6GI11000046 


8. 56 


9.77 


17, 04 


34.24 


30. 76 


25. 79 


m 


+ 




BNGH41 000020 246.16 211.77 380.83 


658. 32 


647. 37 


559. 16 


m 


+ 




BNGH41 000025 


4.31 


3.12 


6. 92 


11.4 


13.1 


15. 01 




+ 


40 


BNGH41000026 


2.71 


4.77 


7.53 


4.45 


7.17 


6. 23 








BNGH41 000027 


11.52 


13.5 


12. 69 


20. 62 


12.48 


24. 91 








BNGH41 000035 


23.02 


25. 91 


36. 46 


51.05 


31.83 


41. 67 






45 


BN6H41000037 


2.7 


5.21 


6. 72 


12. 95 


8. 98 


8. 59 


♦ 


+ 




BNGH41 000042 


14.55 


16.06 


22.84 


49. 62 


37. 57 


36. 25 








BNGH41 000048 


3.92 


6. 27 


25.68 


66.19 


74.4 


66. 21 




+ 




BNGH41 000056 


0.74 


1.75 


3. 26 


5. 28 


7.34 


3 75 

Wi / w 






50 


BNSMI 000087 


3.36 


4.08 


5.19 


5. 59 


8.15 


3.01 








BNOUIOOOOSI 


0.18 


1.45 


2.47 


2. 72 


3.4 


2.14 








BNGH41000157 


6. 93 


7. 99 


6. 23 


13. 37 


10. 28 


9. 98 




+ 


55 


BN6H41000169 


1.09 


1.53 


2. 99 


2. 77 


4. 23 


2.59 






Bti6H41000181 


3.5 


4.06 


7.5 


5, 71 


6. 81 


6.09 
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Table 352 

Expression of each cDNA in synovial cells or in Oie synovial cells in the presence of TNF 
(Tliis table also contains clones without description in Examples) 

la the table. Synoviocyte and Synoviocyte.TNF represent synovial cells and TNF-tieated 
synovial cells, respectively. The assay was petfonned in triplicate (n=3), and each result is 
shown in tiie column of cxp.l, exp2, or cxp.3. In addition, "t-test vs TNF" rq^rescnts a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and respectively. The results of test fw significance of difference 
are shown in the columns of •:p<0.05 and **:p<0.01. 

Clone Synoviocyte Synoviocute.TOF t test INC. 

" vs and 

exp.1 exp.2 exp.3 exp.1 exp.2 exp.3 THF DEC. 
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NT2RP2003339 


C-NT2RP2003339 


18992 




NT2RP3001282 


C-NT2RP3001282 


- 18993 


4 AAA J 

18994 


PLACE1001761 


C-fLA(^1001761. 


18995 


18996 


PUGE1004491 


C-PLACE1004491 


18997 




PLAGE1 004686 


C-PLACE1004686 


18998 




PUCE1005574 


C-PUCE1 005574 


18999 




PLAGE1006382 


C-PUCE1 006382 


19000 




PUCE1 006792 


0-PUCEl 006792 


19001 




PUCE30004S5 


C-PLAGE3000455 


19002 


19003 


PUCE4000230 


0-PUCE4000230 


19004 


19005 


THYR01000916 


0-THYR01000916 


19006 




HEMBA1 000327 


C-HEMBAl 000327' 


19007 


19008 


HEMBB1 000637 


G-HEMBB1 000637 


19009 


19010 


HEMBB1001967 


C-HEMBB1001967 


19011 




MAHMAI 000266 


C-MAMIAI 000266 


19012 




MT2RP2002979 


C-NT2RP2002979 


19013 




PUCE1 007866 
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18447 


18448 


HEHBB1 000774 


O-HEHBBI 000774 


18449 


18450 


HEHBB1000835 


0-HEHBB1 000835 
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THYR01 000843 
THYR01 000852 
THYR01X)00865 
THYR01 000895 
THYR01 000926 
THYR01 000951 
'mYR01000952 
THYR01 000983 
THYR01001003 
THYR01001031 
THYR01001062 
THYR01001100 
THYR01001133 
THYR01 001134 
THYR01001173 
THYR01001213 
THYR01001321 
THYR01001322 
THYR01001365 
THYR01 001401 
THYR01001411 
THYR01001434 
THYR01001534 
THYR01001541 
THYR01001S59 
THYR01 001570 
THYR01001595 
THYR01001605 
THYR01001617 
THYR01001656 
THYR01001671 
THYR01 001673 
THYR01001703 
THYR01001706 
THYR01001738 
THYR01001745 
THYR01001793 
THYR01001809 
THYR01001895 
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C-THYR01000852 
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O-THYROI 000983 
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C-THYR01001031 
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C-THYR01001213 
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C-THYR01001365 

c-TirrROiooi40i 
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C-THYR01001434 
O-THYROI 001 534 
C-THYR01001541 
C-THYR01001SS9 
0-THYR01001570 
C-THYR01001595 
O-THYROI 001 605 
O-THYROI 001 61 7 
C-THYR010016S6 
C-THYR01001671 
C-THYR01001673 
C-THYR01001703 
C-THYR01001706 
C-THYR01001738 
O-THYROI 001 745 
C-THYR01001793 
O-THYR01001809 
C-THYR01001895 



15866 




15867 


15868 


15869 




15870 


15871 


15872 


15873 


15874 


15875 


15876 


15877 


15878 


15879 


15880 




15881 




15882 




15883 


15884 


15885 


15886 


15887 


15888 


15889 


15880 


15891 




15892 




15893 


15894 


15895 


15896 


1^7 


15898 


15899 




15900 




15901 


15902 


15903 


15904 


15905 




15906 


15907 


15908 




15909 




15910 


15911 


15912 


15913 


15914 


15915 


15916 




15917 


15918 


15919 




15920 


15921 


15922 


15923 


15924 


15925 


15926 


15927 


15928 





1056 



EP1 074 617 A2 



PUCE4000323 
PLACE4000326 
PLACE40003fi9 
PLACE4000445 
PUCE4000558 
PLACE4000581 
PLACE4000S93 
PUCE4000612 
PLACE4000670 
THYROI 000026 
THYR01000085 
THYROI 0001 07 
THYROI 0001 11 
THYROI 0001 32 
THYROI 0001 56 
THYR01000173 
THYROI 0001 86 
THYR01000187 
THYR01000241 
THYR01000279 
THYR01000327 
THYROI 000452 
THYROI 000471 
THYR01000484 
THYR01000502 
THYR01000505 
THYROI 000585 
THYROI 000596 
THYROI 000662 
THYROI 000666 
THYROI 00071 5 
THYROI 000734 
THYROI 000748 
THYROI 000756 
THYROI 000777 
THYROI 000783 
THYR01000787 
THYROI 000793 
THYR01000796 



C-PLACE4000323 
C-PLACE4000326 
C-PLACE4000369.- 
C-PLACE4000445 
C-PI-ACE4000558 
C-PLACE4000S81 
C-PUCE4000593 
0-PUCE4000612 
C-PLACE4000670 
C-THYR01 000026 
C-THYR01 000085 
C-THYR01000107' 
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C-THYR01 000585 
C-THYROl 000596 
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C-THYROl 000734 
C-THYROl 000748 
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C-THYROl 000796 



15801 

15802 

15804 

15806 

15808 

15810 

15812 

15814 

15816 

15818 

15819 

15820 

15821 

15823 

15825 

15827 

15829 

15830 

15831 

15832 

15833 

15835 

15836 

15837 

15839 

15841 

15843 

15845 

15846 

15848 

15850 

15852 

15853 

15855 

15857 

15859 

15861 

15863 

15865 



15803 
15805 
15807 
15809 
15811 
15813 
1S815 
15817 



15822 
15824 
15826 
15828 



15834 



15838 
15840 
15842 
15844 

15847 
15849 
15851 

15854 
15856 
15858 
15860 
15862 
15864 



105S 



EP1 074 617 A2 



PLACE2000017 


C-PLACE2000017 


15731 




PUCE2000021 


C-PLACE2000021 


15732 


15733 


PLACE2000047 


C-PLACE2000047~.. • 


15734 




PUCE2000062 


C-fUCE2000062 


15735 


15736 


PUCE2000100 


C-PLACE2000100 


15737 




PUCE2000111 


C-PUCE2000111 


15738 


15739 


PLACE2000172 


C-fLACE2000172 


15740 


15741 


PLACE2000187 


C-PUCE2000187 


15742 


15743 


PLACE2000216 


C-PUCE2000216 


15744 


15745 


PUCE2000246 


C-PLACE2000246 


15746 


15747 


PLACE2000317 


C-PLACE2000317 


15748 




PUCE2000341 


C-PLACE2000341 ' 


15749 


15750 


PLACE2000366 


0-PUCE2000366 


15751 




PLACE2000373 


C-PUCE2000373 


15752 


15753 


PLACE2000394 


0-PLACE2000394 
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C-PUCE2000398 
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0-PUCE2000411 


15758 


15759 


PUCE200042S 


C-PLACE2000425 
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C-PUCE2000427 
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PLACE2000433 


C-PLACE2000433 


15764 




PLACE2000438 


0-PUCE2000438 
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15769 


15770 


PLACE3000009 


C-PLACE300000g 


15771 


15772 


PLACE3000020 


C-PLACE3000020 


15773 


15774 


PUCE3000103 


C-PLACE3000103 


15775 


15776 


PLACE3000142 


C-PUCE3000142 
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PLACE1011054 
PLACE1011057 
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PLACE1011114 
PLACE1011133 
PLACE1011143 
PUCE1011165 
PLACE1011185 
PLACE1011219 
PUCE1011221 
PLACE1011263 
PUCE1011325 
PLACE1011332 
PLACE10n340 
PLACE1011399 
PLACE1011433 
PLACE1011452 
PLACE1011465 
PLACE1011472 
PLACE1011477 
PLACE1011492 
PLACE1O11520 
PLACE1011563 
PLACE1011567 
PU«5E1011576 
PIACE1011586 
PLACE1011643 
PLACE1011649 
PLACE1011664 
PLACE1011682 
PLACE1011719 
PLAai011729 
PLACE1011858 
PLACE1011874 
PUai011875 
PLACE1011923 
PLA(X1011982 
PLACE2000014 
PLACE2000015 



C-PLACE1011054 
C-PLACE1011057 
0-PLACE1011109^ 
C-PLACE1011114 
C-PUCE1011133 
C-PLACE1011143 
C-PUCE1011165 
C-PLACE1011186 
C-PUCE1011219 
C-PLACE1011221 
C-PLACE1011263 
0-PLACE1011325' 
0-PLACE1011332 
O-PLACE1011340 
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C-PLACE1011433 
C-PLACE1011452 
C-PUCE1011465 
0-PLACE101U72 
C-PUCE1011477 
C-PLACE1011492 
C-P1-ACE1011520 
C-PUCE1011563 
0-PIJWS1011567 
0-PLACE1011576 
C-PLACE1011586 
C-PUCE1011643 
C-PLACE1011649 
C-PUCE1011664 
C-PL*CE1011682 
C-PLACE1011719 
C-PLACE1011729 
C-PUCE1011858 
C-PUCE1011874 
C-PLACE101187S 
C-PLACE1011923 
C-PLACE1011982 
C-PLACE2000014 
C-PLACE2000015 
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15646 


15647 


PLACEl 009921 


C-PUCE1 009921 
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C-PLACE1010856 
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PLACE1 002853 C-PLACEI 002853 
PLACE1 002908 0-PLACEI 002908 
PLACE1 002962 0HPLACE1 002962 
PLACE1002968 0-PLACEI 002968 
PLACE1002991 C-PLACEI 002991 
PLACE1003025 C-PLACEl 003025 
PLACE1003027 0-PLACEI 003027 
PLACE1 003044 (H»LACE1003044 
PLACE1003176 C-PLACEI 0031 76 
PUCE1 003238 C-PLACEI 003238 
PUCE1 003256 C-PLACEI 003256 
PUCE1003258 C-PLACEI 003258 
PLACE1003343 C-PUCE1003343 
PLACE1003361 C-PLACEI 003361 
PLACE1 003366 C-PUCE1003366 
PLACE1 003373 C-PLACE1003373 
PUCE1003375 C-PUCE1 003375 
PLACE1 003394 C-PLACEI 003394 
PLACE1 003420 0-PLACEI 003420 
PLACE1003454 C-PLACEI 003454 
PUCE1 003478 C-PLACEI 003478 
PLACE1003516 C-PUCE1003516 
PLACE1003519 C-PUCE1003519 
PUCE1003S21 C-PLACE1003521 
PLACE1003528 C-PLACEI 003528 
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C-PUCE1002493 
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0VARC10O2O50 C-OVARCl 002050 15414 16415 

DVARC1002082 C-OVARCl 002082 15416 

0VARC1fl021fl7 C-WARC100210I - - 15417 15418 

OVARC1002127 C^JVARC1002127 15419 15420 

0VARC1002138 C-OVARCl 0021 38 15421 15422 

0VARC1O02156 C-OVARCl 0021 56 15423 15424 

0VARC1002158 C-OVARCl 0021 58 15425 15426 

PUCE1000004 C-PLACE1000004 15427 15428 

PLACE1000040 0-PUCE1000040 15429 15430 

PLACE1000048 0-PLACEI 000048 15431 15432 

PLACE1000050 C-PUCE1 000050 ^ 15433 15434 

PUCE1000061 C-PLACE1000061 * 15435 

PLACE1 000081 C-PLACE1000081 15436 15437 

PLACE1000094 C-PLACE1 000094 15438 

PLACE1000133 O-PUCE100O133 1 5439 15440 

PLACE1000214 C-PLACE1000214 1 5441 

PLACE1 000236 C-PLACE1 000236 15442 

PUCE1000246 C-PUCE1000246 15443 15444 

PUCE1 000292 C-PLACE1 000292 15446 

PLACE1000308 0-PLACEI 000308 15446 

PLACE1000332 0-PUCE1000332 15447 

PUCE1000453 C-PLACE1 000453 15448 

PLACE1000583 C-PLACE1 000583 15449 

PUCE1000599 C-PUCE1000599 15450 

PLACE1000610 0-fUCE1000eiO 15451 15452 

PLACE1000653 0-PUCE1000653 15453 15454 

PUCE1000656 C-PLACE1 000656 15455 15456 

PUCE1000706 C-PLACE1000706 15457 15458 

PUCE1000712 C-PLACE1000712 15459 15460 

PLACE1000749 C-PLACE1 000749 15461 15462 

PLACE1000769 C-PLACE1 000769 15463 15464 

PLACE1000786 C-fLACEl 000786 15465 15466 

PLACE1000849 C-fLACE1 000849 15467 15468 

PUCE1000856 C-PUCE1000866 15469 15470 

PLACE1000931 C-PLACE1 000931 15471 15472 

PUCE1000987 C-PIACE1000987 15473 15474 

PLACE1001010 0-PLACE1001010 15475 15476 

PUCE1001015 C-PLACE1001015 15477 
PLACE1001024 0-PUCE1001024 15478 15479 



1049 



EP 1 074 617 A2 



0YARC1001419 


C-OVARC1001419 


15344 


1S345 


0VARC1001436 


C-0VARC1 001436 


15346 


15347 


0VARC1JD01453 


C-(IVAIM;1001451._ . 


15348 


15349 


0VARC1001476 


C-OVARG1001476 


15350 


15351 


0VARC1001480 


C-OVARC1001480 


15352 


15353 


0VARC1001489 


0-OVARC1001489 


15354 




0VARC10O15O6 


C-0VARC1001506 


15355 


15356 


0VARC1001525 


0-0VARC1001S25 


15357 


15358 


0VARC1001555 


C-OVARC1001555 


15359 


15360 


0VARC1001577 


C-0VARC1001577 


15361 


15362 


0VARC1001600 
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HEHBBI 000141 
HEIIBB1000198 
HEMBB1000217 
HEIIBB1000218 
HBffiBI 000274 
HEIIBB1000312 
HQCBI 000402 
HEMBB1 000420 
HEMBBI 000480 
HEHBBI 000530 
HBBB10005SO 
HBBB1000S56 
HEHBBI 0O0S86 
HEHBBI 000592 
HEHBBI 000593 
HEHBBI 000649 
HEMBB1000693 
HEMBBI 000822 
HEHBB1 000826 
HEHBBI 000890 
HEHBB1000915 
HEHBB1001008 
HEHBBI 001 020 
HEHBBI 001 051 
HEHBBI 001 112 
HEIBB1001221 
HBBB1 001234 
HEHBBI 001 282 
HEMBBI 001 302 
HEHBBI 001 335 
HEHBBI 001 337 
HEHBB10013S6 
HEMBB1001364 
HEHBBI 001 366 
HEHBB1001367 



C-HEMBB1 000005 
C-HEHBB1 000030 
C-HEHBB100004&.. . 
C-HEMBB1 000099 
C-HEMBB1000141 
C-HEHBB1000198 
C-HEMBB1000217 
C-HEMBB1000218 
0-HEHBB1000274 
(H1EHBB1000312 
C-HEMBB1 000402 
C-HEHBB1 000420* 
C-HEHBB1 000480 
C-HBBB1 000530 
0-HBB81 00(650 
0-HEHBB1 000556 
C-HEHBB1 000586 
C-HEHBB1 000592 
C-HEHBB1 000593 
C-HEHBB1000649 
(HiEHBBI 000693 
C-HEHBB1 000822 
C-HEHBB1 000826 
C-HEHBB1 000890 
C-HEHBB1000915 
C-HEHBB1001008 
C-HEHBB1001020 
C-HEIIBB1001051 
C-HOIIBB1001112 
C-HEHBBI 001221 
(HOBB1 001234 
C-HEMBB1001282 
C-HEHBBI 001 302 
C-HEHBBI 001 335 
C-HEHBB1001337 
C-HEHBB10013S6 
C-HEHBBI 001 364 
C-HEHBBI 001 366 
C-HEHBBI 001 367 



13750 

13751 

13753 

13754 

13755 

13756 

13757 

13759 

13760 

13761 

13762 

13763 

13764 

13765 

13766 

13767 

13769 

13770 

13772 

13774 

13775 

13777 

13778 

13779 

13780 

13782 

13783 

13785 

13786 

13788 

13789 

13791 

13793 

13795 

13796 

13797 

13798 

13799 

13800 



137S2 



13758 



13768 

13771 
13T73 

13776 



13781 

13784 

13787 

13790 
13792 
13794 



13801 
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HEMBAI 006535 C-tiEMBAI 006535 

HEMBA1 006559 C-HEHBAI 006559 

HEIffiA1006566 C-HEHBAI 006566- 

HEHBA1 006579 C-tiODAI 006579 

HEiBA1006583 C-HEMBAI 006583 

HEUBA1006612 C-HEMBA1006612 

KQffiAl 006624 C-HEMBAI 006624 

ffiHBAI 006643 O-HEMBAI 006643 

HEIIBA1006674 C-HEHBAI 006674 

HEMBAI 006682 C-HEHBAI 006682 

HEMBA1 006708 C-HEMBA1 006708 

HEMBAI 00671 7 C-HEMBAI 00671 7 ' 

HEMBAI 006744 C-HEISAI 006744 

HEiBA1006754 C-HEMBAI 006754 

HEMBAI 006767 C-HEMBAI 006767 

HEMBA1006789 C-HEMBAI 006789 

HEMBAI 006832 C-HEMBAI 006832 

HEMBAI 006885 C-HEHBAI 006885 

HEMBAI 006900 C-tEHBAI 006900 

HEIBA1006926 0-IQBA1006926 

ieiBAI 006941 C-HEHBA1006941 

HBIBA1006973 C-HEMBAI 006973 

HEMBAI 006993 C-HEMBA1 006993 

HEMBAI 007002 C-HEMBAI 007002 

HEMBAI 007062 C-HBIBAI 007062 

HBBA1 007080 C-HEMBAI 007080 

HEMBA1007087 C-HEMBAI 007087 

HEMBA1007112 C-HEffiA1007112 

HEMBA1007194 C-HEMBAI 0071 94 

HEMBAI 007206 C-HE1SA1 007206 

HEMBAI 007256 C-HEHBAI 007256 

HEMBA1007267 C-HEMBAI 007267 

HEIBA1 007281 C-ieBA1 007281 

HEMBAI 007300 C-HEMBAI 007300 

HEMBAI 007301 C-HEIffiAl 007301 

HEHBA1007319 C-HE1SA1007319 

HEIBA1 007320 C-HEHBAI 007320 

HEHBA1007327 C-HEMBAI 007327 

HEMBAI 007347 C-HEIBA1 007347 



136&9 




1 wU9V 


l^fiQI 

1 wUv 1 


1^fiQ9 




13fi93 




1 O09*t 




1 '\f\Q(\ 
1 OQaQ 


I0O9/ 


1 Oi«QQ 
1 OQSO 


13699 


13/00 




13701 


13702 


13/03 




13/04 


13705 


10 /Oo 


4 4*VA^ 

13707 


13/08 




13/09 




13710 




13711 


■ 13712 


13713 


13714 


13715 


13716 


13717 




13718 


13719 


13720 


13721 


13722 


13723 


13724 




13725 


13726 


13727 




13728 




13729 


13730 


13731 




13732 


13733 


13734 




13730 




13736 


13737 


13738 


13739 


13740 


13741 


13742 


13743 


13744 


13745 


13746 


13747 


13748 




13749 
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HEIIBA1005891 


C-HEMBA1 005891 


13624 




HEIIBA100S909 


C-HEHBAI 005909 


13625 




HEHBAIOOSSH 


C-HEMBA1 00591 


13626 




HEMBAI 005931 


C-HEMBA1 005931 


13627 


13628 


HEMBA1 005963 


0-HEMBA1 005963 


13629 


13630 


HEMBAI 005991 


C-HEMBA1 005991 


13631 


13632 


HEiffiA1006005 


C-HEHBAI 006005 


13633 


13634 


HEMBAI 006031 


O-HEHBAI 006031 


13635 


13636 


HEMBAI 006067 


C-HEMBA1 006067 


13637 


13638 


HEMBAI 006081 


C-HEMBA1 006081 


13639 




HEMBAI 006091 


C-HEieA1006091 


13640 


13641 


HEMBA1006100 


C-HEMBA1 006100* 


13642 




HEMBAI 006108 


0-HEMBA1006108 


13643 


13644 


- HElffiA1006121 


C-HEMBA1006121 


13645 


13646 


HEMBAI 0061 30 


C-HEMBA1006130 


13647 


13648 


HEMBAI 0061 55 


C-HEMBA1006155 


13649 


13650 


HEMBAI 006 158 


C-HEMBA1006158 


13651 


* 


HEMBAI 0061 82 


(HiEMBA1006182 


13652 




HBIBA1006198 


C-HBIBA1006198 


13653 


13654 


HEMBAI 006235 


C-teBA1006235 


13655 




HEMBAI 006253 


C-HEMBA1 006253 


13656 




HEMBAI 006259 


C-HEMBA1 006259 


13657 




HEIffiAl 006272 


C-HEWAI 006272 


13658 


13659 


HEMBAI 006278 


G-HEMBA1006278 


13660 


13661 


HEMBAI 006283 


0-HEMBA1 006283 


13662 


13663 


HBBA1 006284 


0-ffiMBA1006284 


13664 


13665 


HEMBAI 006291 


C-HEMBA1 006291 


13666 


13667 


HEMBAI 006293 


C-HEIBA1 006293 


13668 


13669 


HEMBAI 006309 


C-HEMBA1 006309 


13670 


13671 


HEMBAI 006349 


C-HEMBA1006349 


13672 


13673 


HEMBAI 006364 


0-HQBA1 006364 


13674 




HEMBAI 006381 


C-HEMBA1 006381 


13675 




HQBA1 006398 


C-HEIBAI 006398 


13676 


13677 


HEMBAI 006445 


C-HEMBA1 006445 


13678 


13679 


HEMBAI 006483 


C-HEMBA1 006483 


13680 


13681 


IOBA1 006492 


C-HEHBA1006492 


13682 


13683 


HEMBAI 006497 


0-HEMBA1006497 


13684 




HEMBAI 006502 


C-HEMBA1 006502 


13685 


13686 


HEMBAI 006507 


C-HEMBA1006507 


13687 


13688 
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HEMBAI 004944 


C-HBDA1004944 


13562 




HEMBAI 004973 


C-HEHBA1004973 


13563 


13564 


HEMBAt004977 


C-HEMBA10049JI.-. 


13565 




HEHBAI 005009 


C-HEMBA1 005009 


13566 


13567 


HEMBAI 005083 


C-HEMBA1005083 


13568 


13569 


HEHBAI 0051 13 


C-HElffiA1005113 


13570 




HEHBAI 0051 33 


C-HBIIBA1005133 


13571 




HEHBAI 0051 85 


C-HEHBA100S185 


13572 


13573 


HEHBAI 00521 9 


C-HEHBA1005219 


13574 


13575 


HElffiAl 005252 


C-HEMBA1 005252 


13576 


13577 


HEMBAI 005296 


C-HEMBA1 005296 


13578 


13579 


HEIffiA1005314 


C-HEHBA1005314' 


13580 




tODAI 005331 


C-HEHBA1005331 


13581 




HEHBAI 005394 


0-HEHBA1005394 


13582 


13583 


lEHBAI 005403 


C-HBBA1005403 


13584 


13585 


HEMBAI 005423 


C-HBBA1005423 


13586 


13587 


KEICAI 005468 


C-HEIffiA1 005468 


13588 


13589 


HBBA1 005469 


C-HEHBA1005469 


13590 




HaBA1005474 


C-HEHBA1005474 


13591 




HEMBAI 00551 7 


C-4OBA1005517 


13592 


13593 


HBIBA100S518 


0-HBIBA1005518 


13594 




HElffiAl 005528 


C-HElffiAl 005528 


13595 


13596 


HEMBAI 005558 


C-HEMAI 005558 


13597 


13598 


HEHBAI 005576 


C-HEMBA1005576 


13599 


13600 


HEIBAI 005582 


0-HEHBA1005582 


13601 


13602 


HEMBAI 005583 


C-HEHBA100S583 


13603 


13604 


HEHBAI 005595 


C-HQIBA1005595 


13605 


13606 


HEMBAI 005609 


C-HEMBA1 005609 


13607 




HEMBAI 005621 


C-HEMBA1 005621 


13608 


13609 


HEMBAI 005666 


C-HEHBA1 005666 


13610 


13611 


HEMBAI 005680 


C-HBBA1005680 


13612 




HEMBAI 005685 


C-HEMBA1005685 


13613 


13614 


HEMBA1005737 


C-HEHBA1005737 


13615 


13616 


HEMBAI 005746 


C-HEMBA1 005746 


13617 


13618 


HEMBAI 005755 


C-HEIfflAI 005755 


13619 




HEMBAI 00581 3 


C-HEMBA1005813 


13620 




HEIBAI 005822 


C-HEHBA1005822 


13621 




HEMBAI 005834 


C-HBIBA1005834 


13622 




HEHBAI 005884 


(HEiBA1005884 


13623 
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HEMBA1004203 C-HE1BA1 004203 13503 13504 

HEMBAl 004238 C-HBBA1004238 13505 

HEIIBA1004248 C-HaiBA1004248.- • 13506 

HEIIBA1004272 C-HEHBAI 004272 1 3507 

HEIBA1004274 CHeBA1004274 13508 13509 

HEIIIBA1004275 C-HEMBAl 004275 13510 13511 

HE»A1004286 C-HEMBAI 004286 13512 13513 

HEIIBA1004312 C-HE1BA1004312 13514 

HaBA1004321 O-HEHBAI 004321 13515 13516 

HEIBA1004323 C-HBBA1004323 13517 

HEIBA1004327 C-HQBAI 004327^ 13518 

HEIIBA1004330 C-HQBAI 004330 ' 13519 

HEIIBA1004341 C-HE»A1004341 13520 13521 

HEMBAl 004366 G-HEIIBA1004366 13522 

HE1IBA1004372 C-HE1IBA1004372 13523 

HEMBA1004389 C-iOBAl 004389 13524 "13525 

HEnA1004394 C-HEMBAI 004394 13526 

HEMBA1004408 C-HEMBAI 004408 13527 13528 

HEMBA1004429 C-HEMBAI 004429 13529 13530 

HEMBA1004460 C-HEMBA1004460 13531 

HaBA1004461 0-HaBA1004481 13532 13533 

HBBA1004S02 0-HBBA1004502 13534 

HEIBA1004554 C-HEMBAl 004554 13535 

HEMBA1004560 C-HEMBAI 004560 13536 13537 

HEMBA1004610 C-HEMBAI 004610 13538 

HEMBA1004629 C-HEMBAI 004629 13539 

HEMBA1004632 C-HEMBAl 004632 13540 13541 

HEMBA1004637 C-HEMBAI 004637 13542 13543 

HEIBA1 004670 C-HEMBAl 004670 13544 13545 

HEMBAl 004672 C-HEMBA1004672 13546 

HEMBA1004697 C-HQBA1004697 13547 13548 

HEIBA1004711 C-HEMBAl 004711 13549 13550 

HEIBA1004725 C-HEMBAI 004725 13551 13552 

HEMBA1004730 C-HEMBAI 004730 13553 

HEMBA1004734 C-HEMBAI 004734 13554 13555 

HEMBA1004751 C-HEMBAl 004751 13556 

HEMBA1004752 C-HEMBAl 004752 13S57 135S8 

HEnA1004889 O-HEMBAI 004889 13559 13560 

HEIBA1004934 C-HEMBA1004934 13561 



1021 
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HEHBAI 003571 

-HEMBA1003579 

(QIBA1003684 

HEHBAI 003692 

HEIIBA1003720 

HEHBAI 003725 

HElffiAl 003729 

HEHBA1003758 

HEHBA1003773 

HEMBA1003783 

HEHBAI 003799 

HEHBAI 003804 

HEHBA1003805 

HEMBA1003836 

HEHBA1003856 

HEMBA1003866 

HEHBAI 003879 

HEHBAI 003880 

HEHBA1003893 

HEHBA1003908 

HEiBA1003937 

HEHBA1003942 

HEHBAI 003958 

HBBA1 003976 

HEHBAI 003978 

HEHBA100398S 

HQiBAI 004011 

HEHBA1004024 

HEHBAI 004038 

HEHBAI 004045 

HEHBAI 004048 

HEHBA1004111 

HEHBA1004131 

HBIBA1004138 

HEIISA1004143 

HEHBAI 0041 50 

HaBA1004168 

HBBA1004200 

HBBA1004202 



C-HEHBA1 003571 

0-HEHBA1003579 

C-HEHBA1003684. 

C-HEHBA1 003692 

C-HEBBA1 003720 

C-HE1BA1 003725 

C-HEMBA1 003729 

C-HEHBA1003758 

C-HEHBA10O3773 

C-HEHBA1003783 

C-HEHBA1 003799 

C-HEHBA1 003804* 

C-HEHBA1 003805 

(HOBA1003836 

C-HEHBA10038S6 

C-HEHBA1003866 

C-HEHBA1 003879 

C-HEIBAI 003880 

C-HEHBA1 003893 

(H1EHBA10039(» 

C-HEHBA1003937 

C-HEHBA1003942 

C-HEIffiAl 003958 

C-HEieA1 003976 

C-HEIffiAl 003978 

C-HEHBA100398S 

C-HE1BA1004011 

C-HEHBA1004024 

C-f1EIBA1 004038 

C-HEHBA1 004045 

C-HE1SA1 004048 

0-HEHBA1004111 

C-HEIOA1004131 

C-HEmA1004138 

C-HEIBA1004143 

G-HEHBA1004150 

C-HBIBA1004168 

C-HBIBA1004200 

C-HEHBA1004202 



13447 




13448 




13449 


13450 


13451 


13452 


134S3 




13454 




13455 


13456 


13457 










low 1 


1 O'rQZ 




1 040o 


10404 


1 '\Af\^ 


1 0400 


1 OAO 
1 OnQi 


Io40o 








1o4/1 






1 


• 




lo4/Q 


1H7A 




1^77 




1 9jI70 
Io4/o 




1H70 






lo4ol 


1 TlflO 
1 04oZ 












1 J'toD 




IO*rOO 


lo40/ 


1 O^OO 




1 1AM 


1 Qion 
1049U 


1 J49l 




1 


13493 


13494 




13495 


13496 


13497 




13498 


13499 


13500 




13501 


13502 
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HEIIBA1001781 (H1EIIBA1001781 
HEMBA1001804 C-HEMBA1001804 
HEMBAt001822 C-HEIiBA1001822.- 
HEIIIBA1001824 C-HEMBA1001824 
HEIBA1001866 C-HEIIIBA1001866 
HE1BA1001910 C-HEHBA1001910 
HEIIBA1001913 C-HE1IIBA1001913 
HEMBA1001921 (HtEMBA1001921 
HEMBA1001939 C-1QIBA1001939 
HEIBA10019S0 C-HE1IBA1001950 
HEIIBA1001967 C-HE1IIBA1001967 
HEMBAI 002035 C-HEMBAI 002035' 
HEMBAl 002092 C-HEMBAI 002092 
HEIBA1002102 C-HEIIBA1002102 
HEMBA1002150 C-HQIBA1002150 
HEWA1002151 C-HE1IBA1002151 
HEMBAI 0021 89 C-HEMBA1002189 
HEMBAI 00221 5 C-HEMBAI 00221 5 
HEMBAI 002229 C-I€HBA1 002229 
leDAI 002241 C-HEMBA1002241 
HBffiAl 002341 C-HEIBA1 002341 
HEMBAI 00241 7 C-HEMBAI 00241 7 
HEMBAI 002547 C-HEMBAI 002547 
HEMBA1002703 C-HEMBAl 002703 
HEMBAI 002779 C-HEMBA1002779 
HEIBA1002816 C-HEMBAI 00281 6 
HBIBA1 002970 C-HEMBAI 002970 
HEMBAI 002999 C-HEIffiA1 002999 
HEMBAI 003021 C-HEMBAI 003021 
HEMBAI 003077 C-HEMBAI 003077 
HEMBAI 003079 C-HEMBAI 003079 
HEMBAI 003273 C-HEMBAI 003273 
HEMBAI 003304 C-HEMBAI 003304 
HEMBAI 003309 C-HEMBAI 003309 
HEMBAI 003376 C-HEMBAI 003376 
HEMBAI 003384 C-HEIffiAl 003384 
HEMBAI 003531 C-HEMBAI 003531 
HEMBA1003548 C-HBBAI 003548 
HEMBAI 003556 C-HEMBAI 003556 



13383 


13384 


13385 


13386 


13387 


13388 


13389 


13390 


13391 


13392 


13393 




13394 


13395 


13396 


13397 


13398 


13399 


13400 


13401 


13402 


13403 


13404 


13405 


13406 


13407 


13408 


13409 


13410 


13411 


13412 


•13413 


13414 




13415 


13416 


13417 




13418 


13419 


13420 





13421 13422 
13423 13424 
13425 1 3426 
13427 

13428 13429 

13430 

13431 13432 
13433 

13434 13435 

13436 13437 

13438 

13439 

13440 

13441 

13442 

13443 

13444 

13445 13446 
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HEMBA1000523 


C-HBDAI 000523 


13328 


13329 


HEHBA1000542 


C-HE1BA1000542 


13330 


13331 


HEIiBAt00054S 


C-tiEliBA100054S- 


13332 




HEIBAIOOOSS? 


C-HEMBAI 000557 


13333 




HEHBA1 000592 


C-HEHBA1 000592 


13334 


13335 


HEHBA1 000594 


C-HEMBA1 000594 


13336 




HEHBA1 000604 


C-HEHBA1 000604 


13337 




HEMBAI 000622 


C-HBBAI 000622 


13338 




HEHBAI 000637 


C-HEMBA1000637 


13339 


13340 


IEIIBA1000655 


C-HEHBA1000655 


13341 




HEMBAI 000657 


C-HEMBA1 000657 


13342 


13343 


HEHBAI 000749 


C-HEHBAI 000749* 


13344 




HEMBAI 000769 


C-HEHBAI 000769 


13345 




HEMBAI 000773 


C-HEKAI 000773 


13346 




(EHBAI 000774 


C-HEHBAI 000774 

w ■ •wwww* ■ www w # »^ 


13347 




HEHBAI 000822 


CH1EMBA1 000822 

^# 1 9HPPVa#vl I WWWW^to^to 


13348 


- 13349 


HEHBAI 000843 


C-HEHBAI 000843 


13350 




HEHBAI 000852 


C-HEMBA1 000852 

■ iMtfU'f* ■ WWW*#*»^fc 


13351 




HEMBA1 000870 


C-HEHBAI 000870 


13352 


13353 


HEHBAI 000908 

1 IkJHMn i w Ww w 


C-HEHBAI 000908 


13354 


13355 


HEIffiAl 000934 


C-HEHBAI 000934 

w 1 ikJM#n 1 w www T 


13356 




HEHBAI 000972 


O-HEIBAI 000972 

w 1 ■ WWW # *- 


13357 




HEHBA1 000986 


C-HEHBAI 000986 


13359 




HEHBA1 000991 


C-HEHBAI 000991 

^# i t wwwww 1 


13360 


13361 


HEHBAI 001 008 

1 lh>#(MM« ■ W 1 WW 


C-HEiBA1001008 

1 mBMBvvv 1 WW 1 www 


13362 




HEHBA1001059 


C*-HEHBA1001059 


13363 


13364 

1 WW^ 


HEHBA1001094 


C-4iEHBA1001094 


13365 




HEHBAI 001 302 


C-HEHBAI 001 302 


13366 


13367 


HEHBAI 001 330 


C-HEHBAI 001 330 


13368 




HEHBAI 001 497 


C-HEHBAI 001 497 


13369 




HEHBAI 001 569 

■ I^MVSvvm V WW i WWW 


C-HEHBAI 001 569 

W 1 • mmm9mmm^ i WW i Www 


13370 




HEHBAI 001 570 


C-HEHBAI 001 570 


13371 




HBBA1001620 


C-HEIBA1001620 

\0 1 IbflHWWv I W^P i W^vW 


13372 


13373 


nCmOA 1 UU 1 04U 


w^iCHDn 1 WW 1 OH\J 






HEMBAI 001 655 


C-HEIBA1001655 


13375 




HENBA1001672 


C-HEIBA1001672 


13376 


13377 


HEIBA1001711 


C-HEHBAI 001 711 


13378 




teDA1001723 


C-iOBA1001723 


13379 


13380 


HBBA1001746 


C-HBBAI 001 746 


13381 


13382 
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Table 351 



clone name nane of SEQ ID of SEO ID of 

f u II - i ength f u 1 1 * I ensth deduced 

nucleotide nucleotide amino acid 

sequence sequence sequence 



HEMBA1000012 


C-HEMBA1000012 


13294 


13295 


HEMBAI 000020 


C-HEMBA1 000020 


13296 


13297 


HEMBA1000129 


C-HEMBA1000129 


13298 


13299 


HEHBAI 000201 


C-HEMBA1 000201 


13300 


13301 


HEMBAI 00021 6 


C-HEM6A1000216 


13302 


13303 


HEMBAI 000231 


C-HEMBAl 000231 


13304 


13305 


HEMBAI 000264 


C-HEMBA1 000264 


13306 




HEMBAI 000280 


C-HEMBA1000280 


13307 


13308 


HEMBA1000282 


C-HEMBAl 000282 


13309 




HEMBA1000303 


(H1EMBA1000303 


13310 


13311 


HEMBA100C333 


C-HEMBAl 000333 


13312 


13313 


HEMBA1000351 


C-HEMBA1000351 


13314 


13315 


HBHBAI 000356 


C-HEMBAl 000356 


13316 


13317 


HEMBAI 000396 


C-HEMBAl 000396 


13318 




HEMBAI 000411 


C-HEMBAl 000411 


13319 


13320 


HEMBAI 000442 


C-HEMBAl 000442 


13321 




HEMBAI 000456 


C-HEMBAl 000456 


13322 


13323 


HEMBAI 000504 


C-HEMBAl 000504 


13324 




HEMBAI 00051 8 


C-HEMBAl 00051 8 


13325 


13326 


HEMBAI 00051 9 


C-HEMBAl 00051 9 


13327 
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PLACE1010800 


■• 

C-PLACE1010800 


13271 


13272 


PLACE1010811 


C-PLACE1 010811 


13273 


13274 


PLACE1010870 


C-PUCE10Wa70.. 


13275 




PLACE1010877 


C-PUCE1010877 


13276 


13277 


PUCE1010900 


C-PUCE1010900 


13278 




PLACE20000S0 


C-PLACE2000050 


13279 




PUCE4000522 


G-PUCE4000522 


13280 


13281 


PUCE4000590 


C-PLACE4000590 


13282 


13283 


PLACE4000638 


C-PLACE4000638 


13284 


13285 


PLACE4000650 


C-PLACE4000650 


13286 


13287 


Y79AA1001647 


C-Y79AA1001647 


13288 


13289 



1016 
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PUCE1 010023 

PLACE1 010031 

PLACEtO10O53 

PLACE1010074 

PLACE1010076 

PLACE1010096 

PLACE1010102 

PUCE1010105 

PLACE1010106 

PUCE1010134 

PLACE101G148 

PLACE1010194 

PLACE1010202 

PLACE1010261 

PLACE1010274 

PUCE1010293 

PLACE1010321 

PLACE1010324 

PLACE1 010329 

PLACE1010362 

PUCE1010364 

PLACE1010383 

PLACE1010481 

PLACE1 010491 

PLACE1 010492 

PLACE1010S22 

PLACE1010529 

PUCE1010547 

PUCE1 010599 

PUW^1010616 

PUCE1010622 

PLACE1010629 

PLACE1010630 

PLACE1010661 

PUCE1010714 

PLACE101072O 

PLACE1010743 

PLACE1010771 

PLACE1010786 



C-PLACE1010023 

C-PUCE1010031 

C-PLACE101fl053 

C-PLAOE1010074 

C-PUCE1010076 

C-PLACE1010096 

C-PLACE1010102 

C-PLACE1010105 

0-PLACE1010106 

C-PUCE1010134 

C-PUCE1010148 

C-PLAai010li4 

0-PLACE1 010202 

0-PLACE1010261 

C-PLACE1010274 

C-PLACE1010293 

C-PUCE1010321 

C-PLACE1010324 

C-PLACE1010329 

C-PLACE1010362 

0-PUCE1010364 

C-PLACE1010383 

C-PLACE1010481 

C-PLACE1010491 

0-PLMX1010492 

C-PUCE1010522 

C-PUCE1010529 

C-PU0E1010547 

C-PLAGE1010599 

C-PLACE1010616 

0-PIACE1010622 

C-PUCE1010629 

C-PUCE1010630 

C-PLAGE1010661 

C-PLACE1010714 

0-PLACE1 010720 

C-PLACE1010743 

C-PLACE1010771 

C-PLACE1010786 



13207 13208 
13209 13210 
13211 13212 
13213 13214 
13215 

13216 13217 
13218 

13219 13220 
13221 

13222 13223 
13224 13225 
13226 13227 
13228 13229 
13230 13231 
13232 13233 
13234 

1323S 13236 

13237 

13238 

13239 13240 

13241 

13242 

13243 13244 
13245 

13246 13247 
13248 13249 
13250 13251 
13252 13253 
13254 13255 
13256 

13257 13258 

13259 

13260 

13261 13262 
13263 

13264 13265 
13266 13267 
13268 13269 
13270 



1015 



PLACE1009190 
PUCE1 009230 
PUCE1X)09atd 
PLACE1 009328 
PLACE1 009335 
PUCE1 009338 
PLACE1 009368 
PUCE1 009375 
PUCE1009388 
PUCE1 009404 
PLACE1 009434 
PLACE1 009443 
PLACE1 009444 
PLACE1009459 
PLACE1009468 
PLACE1 009476 
PUCE1 009524 
PUCE1 009542 
PLACE1 009571 
PUCE1009581 
PLACE1 009596 
PUCE1 009607 
PLACE1 009621 
PLACE1 009622 
PLACE1009659 
PLACE1009665 
PLACE1009670 
PLACE1 009708 
PUCE1 009721 
PUCE1 009731 
PUCE1009763 
PLACE1009794 
PLACE1 009845 
PLACE1 009886 
PUCE1 009908 
PUCE1 009971 
PLA(£1009992 
PLACE1009995 
PLACE1009997 
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C-PUCE1009190 
C-PUCE1 009230 
C-PLACE1 009335. . 
C-PUCE1 009328 
C-PUCE1009335 
C-PUCE1 009338 
C-PLACE1 009368 
C-PLACE1 009375 
C-PUCE1009388 
C-PUCE1 009404 
C-PUCE1009434 
C-PUCE1 0094^3 
C-PLACE1 009444 
C-PLACE1009459 
0H>LACE1 009468 
C-PUCE1 009476 
C-PUCE1 009524 
C-fUCEl 009542 
C-PUCE1009571 
0-PLACE1009581 
0-PLACE1009596 
C-PUCE1 009607 
C-PUai 009621 
C-PLACE1 009622 
C-PLACE1009659 
C-PLACE1009665 
C-PLACE1009670 
C-fLACEl 009708 
C-PUCE1 009721 
C-PUCE1 009731 
C-PLACE1009763 
C-PLACE1009794 
O-PLACEI 009845 
C-PUCE1 009886 
C-PLACE1 009908 
C-PUai009971 
C-PLACE1 009992 
0-PLACE1 009995 
(HnJUX1009997 



13137 


13138 


13139 


13140 


13141 


13142 


13143 




13144 




13145 


13146 


13147 


13148 


13149 


13150 


13151 




13152 


13153 


13154 


13155 


13156 


13157 


13158 


13159 


13160 


13161 


13162 


13163 


13164 


13165 


13166 


13167 


13168 


13169 


13170 


13171 


13172 


13173 


13174 


13175 


13176 




13177 




13178 


13179 


13180 




13181 


13182 


13183 


13184 


13185 


13186 


13187 


13188 


13189 


13190 


13191 


13192 


13193 


13194 


13195 


13196 


13197 




13198 


13199 


13200 




13201 


13202 


13203 


13204 


13205 


13206 
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PLACE1 008457 
PLACE1008465 
PLACE1008488 
PLACE1 008524 
PLACE1 008531 
PLACEl 008532 
PLACE1 008533 
PLACE1008568 
PLACEl 008603 
PUCE1008621 
PLACEl 008626 
PLACEl 008627 
PLACEl 008629 
PLACEl 008650 
PLACEl 008693 
PUCE1 008696 
PUCE1 008790 
PUCE1 008808 
PUCE1008813 
PLACE10088S4 
PLACE1008867 
PUCE1 008887 
PLACEl 008902 
PUCE1 008925 
PLACE1 009020 
PLACEl 009027 
PLACEl 009045 
PLACEl 009060 
PLACEl 009090 
PLACEl 009091 
PLACEl 009094 
PUCE1 009099 
PUCE1009110 
PUCE1009111 
PLACEl 0091 30 
PLA(£1009158 
PLACE1009166 
PLACEl 0091 74 
PLACEl 0091 86 
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C-PLACE1 008457 
C-PLACE1008465 
0-PUCE1 008488 
C-PLACE1 008524 
C-PUCE1 008531 
C-PLACE1008532 
C-PLACE1008533 
C-PLACE1008568 
C-PLACE1008603 
C-PLACE1 008621 
C-PLACE1 008626 
C-PLACE1 0086^7 
C-PLACE1 008629 
C-PLACE1 008650 
C-PUCE1 008693 
C-PLACE1 008696 
C-PLACE1 008790 
C-PLACE1 008808 
0-PUCE1008813 
C-PLACE1008854 
0-PLACE1 008867 
C-PUCE1 008887 
C-PLACE1 008902 
C-PLACE1 008925 
C-PLACE1 009020 
0-PLACE1009027 
C-PLACE1009045 
C-PLACE1 009060 
C-PLACE1009090 
C-PLACE1 009091 
C-PUCE1 009094 
C-PLACE1 009099 
C-PUCE1009110 
C-PLACE1009111 
C-fLACE1009130 
C-PUCE1009158 
C-PLACE1 009166 
C-PUCE1009174 
C-PUCE1009186 



13071 

13072 13073 

13074 13075 
13076 

13077 13078 

13079 13080 

13081 13082 

13083 13084 

13085 13086 
13087 
13088 

13089 13090 
13091 

13092 13093 

13094 13095 
13096 

13097 13098 

13099 13100 

13101 13102 

13103 13104 

13105 13106 
13107 
13108 
13109 

13110 13111 

13112 13113 

13114 13115 

13116 13117 
13118 
13119 

13120 13121 

13122 13123 
13124 

13125 13126 

13127 13128 
13129 13130 

13131 13132 
13133 13134 
13135 13136 
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PUCE1007688 
PLACE1 007690 
PUCEl007fi97 
PLACE1 007706 
PLACE1007725 
PUCE1007729 
PUCE1007730 
PUCE1007746 
PUCE1 007791 
PLACE1 007810 
PUCE1 007843 
PUCE1 007846 
PLACE1 007858 
PUCE1 007897 
PUCE1 007946 
PUCE1 007954 
PLACE1007955 
PLACE1 007958 
PUCE1 007969 
PUCE1C07990 
PUCE1 008000 
PUCE1 008002 
PUCE1 008044 
PLACE1008095 
PLACE1 008122 
PLACE1008129 
PUCE1008132 
PUCE1008177 
PLACE1 008209 
PLACE1008273 
PLACE1008275 
PLACE1008280 
PUCE1 008309 
PUCE1 008329 
PLACE1 008356 
PLACE1008398 
PLACE1 008401 
PLACE1008402 
PLACE1008429 
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C-fLACE1007688 
C-PLACE1 007690 
C-PLACE100769J 
C-PUCE1 007706 
C-PLACE1 007725 
C-PLACE1 007729 
C-PUCE1007730 
0-PUCE1007746 
C-PUCE1 007791 
C-PUCE1 007810 
C-PLACE1 007843 
C-PUCE1 0078^6 
C-PLACE10078S8 
C-PLACE1007897 
C-PUCE1 007946 
C-PLACE1 007954 
C-PLACE1 007955 
C-PLACE1 007958 
C-PLACE1007969 
C-PLACE1007990 
C-PUCE1008000 
C-PLACE1 008002 
C-PLACE1 008044 
C-PLACE1 008095 
0-PLACE1008122 
0-PLACE1008129 
(H>LACE1008132 
C-PLACE1008177 
C-PUCE1 008209 
C-PLACE1008273 
C-PLACEI 008275 
0-PLACE1 008280 
C-PLACE1 008309 
C-PLACE1 008329 
C-PUCE1 008356 
0-PLACE1 008398 
C-fUU:E1008401 
0-PUU:E1008402 
C-PLACE1008429 



12999 


13000 


13001 


13002 


13003 


13004 


13005 


13006 


13007 


13008 


13009 


13010 


13011 


13012 


13013 


13014 


13015 


13016 


13017 




13018 


13019 


13020 




13021 


13022 


13023 


13024 


13025 


13026 


13027 


13028 


13029 


13030 


13031 


13032 


13033 


13034 


13035 


13036 


13037 


13038 


13039 




13040 


13041 


13042 


13043 


13044 


13045 


13046 


13047 


13048 


13049 


13050 


13051 


13052 




13053 


13054 


13055 


13056 


13057 




13058 


13059 


13060 




13061 


13062 


13063 


13064 


13065 


13066 


13067 


13068 


13069 


13070 



1012 



PLACE1007021 
PLACE1007105 
PUCE10071I8 
PUCE1 007226 
PUCE1 007238 
PLACE1 007239 
PLACE1 007242 
PLACE1 007243 
PLACE1 007257 
PLACE1 007274 
PLACE1 007282 
PUCE1 007301 
PLACE1007317 
PLACE1 007342 
PLACE1 007346 
PUCE1 007367 
PUCE1 007375 
PLACE1 007386 
PLACE1007402 
PLACE1 007409 
PUCE1007416 
PUCE1 007450 
PUCE1007452 
PLACE! 007460 
PLACE1 007484 
PUCE1 007488 
PLACE1 007507 
PLACE1 007511 
PLACE1 007524 
PUCE1 007537 
PLACE1 007544 
PUCE1 007547 
PUCE1007S83 
PLACE1 007598 
PUCE1007618 
PUCE1 007621 
PLACE1007632 
PLACE1 007645 
PLACE1007649 
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C-^LACEI 007021 
C-PUCE1007105 
C-PLACE1007U8 
C-PLACEl 007226 
C-PLACE1 007238 
C-PLACE1 007239 
C-PUCE1007242 
C-PLACEl 007243 
C-PLACEl 007257 
C-PLACEl 007274 
C-PUCE1 007282 
C-PLACEl 007361 
C-PLACEl 00731 7 
C-PLACEl 007342 
C-PLACEl 007346 
C-PLACEl 007367 
C-PUCE1 007375 
C-PUCE1 007386 
C-PLACE10074Q2 
C-PLACEl 007409 
C-PLACEl 00741 6 
C-PLACEl 007450 
C-PLACEl 007452 
C-PLACEl 007460 
C-PLACE1007484 
C-PLACEl 007488 
C-PLACEl 007507 
C-PUCE1 007511 
C-PUCE1 007524 
C-PUCE1007537 
C-PLACEl 007544 
C-PUCE1007547 
C-PLACEl 007583 
C-PLACEl 007598 
C-PLACE1007618 
C-PLACE1007621 
O-PLACE1007632 
C-PUCE1007645 
C-PUCE1007649 



12929 


12930 


12931 


12932 


12933 




12934 


12935 


12936 


12937 


12938 


12939 


12940 




12941 


12942 


12943 


12944 


12945 


12946 


12947 


12948 


12949 




12950 


12951 


12952 




12953 


12954 


12955 




12956 


12957 


12958 


12959 


12960 




12961 


12962 


12963 


12964 


12965 




12966 




12967 


12968 


12969 


12970 


12971 


12972 


12973 


12974 


12975 


12976 


12977 


12978 


12979 


12980 


12981 


12982 


12983 


12984 


12985 


12986 


12987 


12988 


12989 


12990 


12991 


12992 


12993 


12994 


12995 


12996 


12997 


12998 
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EP1 074 617 A2 



PUCE1 006225 
PUCE1 006236 
PUCEt006239 
PLACE1 006246 
PLACE1 006325 
PUCE1 006335 
PUCE1006357 
PUCE1 006385 
PUCE1006412 
PUCE1006414 
PUCE1 006438 
PLACE100644S 
PLACE1 006470 
PLACE1 006482 
PLACE1 006488 
PLACE1006492 
PUCE1 006531 
PUCE1 006552 
PUCE1 006598 
PLACE1006615 
PLACE1 006626 
PLACE1 006673 
PLACE1 006678 
PLACE1 006704 
PLACE1 006731 
PLACE1006782 
PLACE1006819 
PLA(£1 006829 
PUCE1 006883 
PLACE1 006901 
PLACE1006917 
PUCE1 006932 
PUCE1 006935 
PUCE1 006956 
PLACE1 006958 
PU(£1 006961 
PUCE1 006962 
PUCE1 006966 
PUCE1007014 



C-PLA0E1 006225 
C-PUCE1006236 
C-PUCE1 006239 
C-PUCE1 006246 
C-PLACE1 006325 
C-PLACE1 006335 
C-PLACE1006357 
C-PUCE1 006385 
0-PUCE1006412 
C-PUCE1006414 
C-PUCE1 006438 
CH>LACE1 006445 
C-PLACE1 006470 
C-PLACE1 006482 
C-PLACE1 006488 
C-PLACE1 006492 
C-fLACEl 006531 
CH>UCE1 006552 
C-PLACE1 006598 
0-PLACE1006615 
0-PLACE1 006626 
C-PLACE1 006673 
C-PLA^I 006678 
CH>LACE1 006704 
C-PLACE1 006731 
C-PLACE1 006782 
C-PLACE1006819 
C-PLACE1 006829 
C-PUCE1 006883 
C-PUCE1 006901 
C-PLACE1006917 
0-PUCE1 006932 
0-PUCE1006935 
C-PLACE10069S6 
C-PLACE1 006958 
C-PUCE1 006961 
(H>UCE1 006962 
C-PUUX1 006966 
0-PIACE1007014 



12860 12861 

12862 12863 

12864 12865 
12866 
12867 

12868 12869 
12870 

12871 12872 
12873 

12874 12875 

12876 12877 

12878 12879 
12880 

12881 12882 

12883 12884 

12885 12886 

12887 12888 

12889 12890 
12891 

12892 12893 

12894 12895 
12896 

12897 12898 

12899 12900 

12901 12902 

12903 12904 

12905 12906 

12907 12908 

12909 12910 

12911 12912 

12913 12914 
12915 

12916 12917 

12918 12919 

12920 12921 
12922 

12923 12924 

1292S 12926 

12927 12928 



1010 



PLACE1005313 
PLACE100S327 
PLACE-H)05336 
PLACE1 005373 
PLACE1O05374 
PUCE1 005480 
PLACE100S481 
PLACE1005494 
PUCE1005530 
PLACE1 005550 
PLACE1 005554 
PLACE1 005623 
PLACE1 005646 
PLACE1 005656 
PLACE1 005730 
PUCE1 005755 
PUCE1 005763 
PLACE1 005803 
PLACE1 005804 
PLACE1 005851 
PLAGE1 005921 
PLACE1 005923 
PLACE1 005925 
PUCE1 005934 
PUCE1 005936 
PLACE1 005951 
PLACE1 005953 
PUCE1 005955 
PLACE1 005966 
PUCE1 005990 
PUCE1 006011 
PLACE1 006040 
PLACE1006119 
PUCE1006139 
PUCE1006159 
PLACE1006167 
PLACE1006170 
PLACE1 006195 
PLACE1006196 
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C-PUVCE100S313 
C-PUCE1 005327 
C-PUCE1 006335 
C-PUCE1 005373 
C-PUCE1 005374 
C-PUCE1 005480 
C-PUCE1 005481 
C-PUCE1 005494 
C-PUCE1 005530 
C-PLACE1 005550 
C-PLACE1 005554 
C-PUGE1 005623 
0-PUCE1 005646 
C-PLACE1 005656 
C-PLACEl 005730 
C-PUCE1 005755 
C-PUCE1 005763 
C-PLACEl 005803 
C-PLACEl 005804 
C-fLACEl 005851 
C-PLACEl 005921 
C-PLACEl 005923 
C-PLACEl 005925 
C-PLACEl 005934 
C-PLACE100S936 
C-PLACEl 005951 
C-PLACEl 005953 
C-PLACEl 005955 
C-PLACEl 005966 
C-PUCE1 005990 
C-PLACEl 006011 
C-PLACE1006040 
C-PLACEl 0061 19 
C-PUCE1006139 
C-PUCE1006159 
C-PLACE1006167 
0-PUCE1006170 
C-PLACE100619S 
C-PLACEl 0061 96 



12789 


12790 


12791 


12792 


12793 


12794 


12795 


12796 


12797 




12798 




12799 




12800 




12801 


12802 


12803 


12804 


12805 




12806 


12807 


12808 


12809 


12810 


12811 


12812 




12813 


12814 


12815 


12816 


12817 


12818 


12819 


12820 


12821 


12822 


12823 


12824 


12825 


12826 


12827 


12828 


12829 


12830 


12831 


12832 


12833 


12834 


12835 


12836 


12837 


12838 


12839 


12840 


12841 


12842 


12843 


12844 


12845 


12846 


12847 




12848 


12849 


12850 


12851 


12852 


12853 


12854 


12855 


12856 


12857 


12858 


12859 
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PLACE1004672 
PLACE1004674 
PUCEI0046M 
PLACE1 004722 
PLACE1 004736 
PLACE1 004740 
PLACE1 004743 
PLACE1004751 
PLACE1004777 
PLACE1 004804 
PUCE1004814 
PLACE1 004824 
PLACE1 004868 
PLACE1 004885 
PUCE1 004902 
PLACE1004918 
PLACE1 004930 
PLACE1 004934 
PLACE1004937 
PLACE1 004969 
PLACE1 004982 
PLACE1 005026 
PUCE1 005027 
PLACE1 005046 
PLACE1 005077 
PLACE1 005101 
PLACE1 005102 
PLACE1005111 
PUCE1005181 
PLACE1005187 
PLACE1 005206 
PLACE1 005232 
PUCE1 005243 
PUCE1 005261 
PUCE1 005266 
PUCE1 005277 
PUCE1 005287 
PUCE100530S 
PLACE1 005308 



O-PUCE1O04672 

C-PLACE1004674 

C-PUCE1O046S4 

C-fLACE1O04722 

C-PUCE 1004736 

C-PLACE 1004740 

C-PUCE1004743 

C-PU0E1004751 

O-PLACE1O04777 

C-PUCE1004804 

C-PLACE1004814 

C-PUCE1004824 

C-PLACE1004868 

C-PLACE1004885 

C-PUCE1004902 

C-PLACE1004918 

C-PUCE1004930 

C-PLACE1004934 

C-PLACE1004937 

C-PLACE1004969 

C-PLACE1004982 

C-fUCE100S026 

C-PUCE1005027 

C-PLACE1005046 

C-PLACE1O06O77 

C-^CE100S101 

C-PUCE100S102 

0-PLACE1005111 

C-PIJVCE1005181 

C-PUCE1005187 

C-PLACE100S206 

C-PUU:E1005232 

C-PLACE100S243 

C-PUCE1005261 

C-PLACE1005266 
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C-HEMBA1001052 

C-HEMBA1001080 

C-HEMBA1001085 

0-HEMBA1001088 

0-HEHBA100110d 

C-HeBA1001122 

C-HEMBA1001133 

C-HEMBA1001137 

C-HEMBA1001140 

C-HEMBA1001174 

C-tiEMBA1001197 

C-HEMBA1001235 

C-HEMBA1001257 

C-HEMBA1001281 

(H1EMBA1001286 

G-HEMBA1001303 

0-HEMBA1001310 

0-HEMBA1001326 



10514 10515 
10516 

10517 10518 

10519 10520 

10521 10522 
10523 

10524 10525 

10526 10527 
10528 
10529 

10530 10531 

10532 10533 
10534 

10535 10536 

10537 10538 



10539 




10540 


10541 


10542 




10543 


10544 


10545 




10546 


10547 


10548 


10549 


10550 




10551 


10552 


10553 


10554 


10555 




10556 




10557 




10558 


10559 


10560 


10561 


10562 


10563 


10564 


10565 


10566 




10567 


10568 


10569 


10570 


10571 


10572 


10573 




10574 


10575 


10576 


10577 
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clone name name of SEO ID of SEO ID of 

f u 1 1 - 1 ength f u 1 1 - 1 ength deduced 

nucleotide nucleotide amino acid 

sequence sequence sequence 



HEHBA1 000005 
HEMBA1000030 
HEIIIBA1000046 
HEMBA1000050 
HEIIBA1000076 
HEMBA1000156 
HEMBAIOOOISS 
HEHBA1000168 
HEMBAIOOOISS 
HEMBA10O0193 
HEIBAI 000227 
HEMBA1 000288 
HEIBA1000302 
HEIIIBA1000304 
HEHBAI 000307 
HEHBA1000369 
HEKBA1000387 
HEMBAI 000392 
HEHBAI 000460 
HEIBAI 000488 
HEMBAI 000491 
HEIBAI 000501 
HEIIBA1000508 
HEIIIBA1000520 
HEIBAI 000531 
HEIBA1000S34 
HEMBAI 000555 
HEIBAI 000568 
HEIBAI 000S88 
HEMBAI 000608 



C-HEMBA1 000005 
C-HEMBA1 000030 
C-HEMBA1 000046 
C-^EMBA1 000050 
C-HEIBA1 000076 
C-HEMBA10001S6 
C-HEHBA1000158 
C-HEHBA1000168 
C-HEMBA1000185 
C-HEMBA1000193 
C-HEMBA1 000227 
O-HEHBAI 000288 
0-HEMBA1 000302 
C4iEHBA1 000304 
C-HEHBA1 000307 
C-HEMBA1 000369 
C-HEIBA1000387 
C-HEMBA1 000392 
C-HEMBA1 000460 
C-HEMBA1 000488 
C-HEHBA1000491 
C-tiEMBAI 000501 
C-HEMBAI 000508 
C-HEHBA1 000520 
0-t1EHBA1 000531 
C-HEMBAI 000534 
C-HEMBAI 000555 
C-HEMBAI 000568 
C-HEMBAI 000588 
C-HBBA1 000608 



i04oo 


i Ail CO 
10409 


10470 




i047i 




i0472 




10473 


10474 


10475 


10476 


10477 


4 A J ^A 

10478 


10479 


4 A J A A 

10480 


10481 


4 A J A A 

10482 


10483 


4 A J A 4 

10484 


10485 


10486 


10487 




10488 




10489 


10490 


10491 


10492 


10493 


10494 


4 A JAP 

10495 




10496 




10497 




10498 


10499 


10500 


10501 


10502 




10503 




10504 




10505 


10506 


10507 




10508 


10509 


10510 




10511 




10512 


10513 
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Y79AA1002361 


5.46 


335 


157 


6.5 


7.83 


6.14 


175 


4.60 


4.6 


• 








Y79AA10023<5 


1.93 


1.66 


1.86 


Z93 


2.21 


154 


1.34 


105 


105 




+ 






Y79AA10Q2373 




1.43 


.1.3Z 


. 3.37 


3.29 


138 


195 


2.21 


121 










Y79AA1002376 


434.81 


300.04 


(66.40 


120.28 


171.61 


120.00 


316.81 


45438 


454.6 










Y79AA10Q2378 


5.45 


6.92 


5.32 


7.99 


10.13 


8.03 


4.87 


4.92 


4.92 


m 


+ 






Y79AA1002381 


11.63 


11.08 


9.56 


16.28 


16.98 


1433 


7.89 


7.01 


7.01 






«« 




Y79AA100238S 


434 


4.47 


7.01 


11.41 


12.79 


9.45 


5.70 


6.37 


6J7 




+ 






Y79AA1002399 


4.43 


1,48 


1.47 


4.2 


2.82 


2.15 


3.39 


335 


3J5 










Y79AA10(a407 
Y79AA1002413 

Y79AA10Q2429 
Y79AA100243i 


1^1 
15.88 
5 11 
182 
4.04 


1.09 
6.76 
2.89 
1.17 
2.82 


1J2 
10.60 
2.97 
1.77 
3.86 


2.36 
19.95 
4.45 
2.75 
2J5 


2J8 
26.46 
432 
1.85 
4.38 


2.43 
1733 
5.10 
191 
4.86 


1.55 
938 
4.13 
4.10 
4.06 
4.34 


235 
1236 
4.19 
5.62 

O IT 
0.11 


135 
12.56 
4.19 
5.62 

o.i / 




+ 




+ 


Y79AA10a3433 
Y79AA1002445 
Y79AAia02461 

Y79AA10Q2471 
Y79AA100M72 


11.76 
10.95 
10.04 

5.76 
12.12 


5.78 
9.11 

5J8. 

3.00 
5.83 


6.28 

4.92 
11 33 
5.65 
9.20 


9.49 
11.15 

9.55 
23.59 

6.94 
16.86 


433 
8.78 
8.99 

18.02 
8.49 

14.60 


7.78 
14.80 

8.05 
25.25 

9.26 
2034 

1.64 


1037 
5.89 

10.79 
531 
6.74 
177 


11.14 
7.75 

17.76 
7.89 

1138 
1.35 


11 tA 

11.14 

7.75 
17.76 

7.89 
1238 

135 


• 

* 


+ 






Y79AA10a2474 
Y79AA10024S2 


3.46 
13.92 


0.84 
8JS5 


1.92 
11.10 


1.74 
23.82 


1.49 
23.90 


29.62 


10.40 


14.99 


14.99 




+ 






Y79AA10a24yy 


1.72 


0.87 


1.11 


13 


139 


1.75 


137 


1.93 


1.93 










Y79AA1002490 


13.58 


4.80 


6.45 


5.13 


6.72 


3.78 


431 


7.19 


7.19 










Y79AA1CW2493 
ZRV6C100C78 


5.T3 
\ 1.43 


Z96 
ll 0.95 


3.11 
1-01 


8.04 
1.M 


1037 
105 


7.90 
0.47 


4.77 
1.35 


5.75 
106 


5.75 
lOfi 


• 


+ 







[0245] The correspondence of the full-length nucleotide sequences of the present invention and the coresponding 
deduced amino acid sequences with the clone names are shown below. 
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YyyAAl DUZOu 


3.88 


1.69 


1.78 


4.4 


6,99 


4.19 


2.25 


Z80 


28 










Y79AAj(I0Z017 


4.13 


2J3 


3.93 


3.44 


3.03 


1.90 


3.46 


337 


337 










Y79AA1002IIZ2 


14.79 


9.29 


* 9145 


11.91 


10.49 


14.24 


13.65 


16.25 


16.25 










VMM A A 4 JUMUW^i* 


Z08 


0.73 


0.78 


244 


1.84 


1.40 


235 


270 


27 










Y79AA1002QSO 


9.08 


4J2 


6.60 


9.28 


6.06 


9.49 


533 


732 


732 










Y79AA1002Q58 


1136 


5.78 


6.33 


1231 


9.30 


13.02 


7.69 


9.93 


9.93 










Y79AA10QZ060 


25.88 


13.74 


1934 


20.14 


ia93 


2249 


14,01 


1838 


1838 










Y79AA10020(Z 


13.71 


6Sr 


6.87 


16.86 


16,66 


14.29 


6.71 


8.83 


833 


• 


+ 






Y79AA1002065 


12.17 


6.23 


5,09 


7.95 


•5.75 


3,68 


6.63 


7.77 


7.77 










Y79AA10a2067 


14.5 


832 


9.44 


221 


3.03 


242 


3.46 


4.06 


4.06 


« 


• 


m 


- 


Y79AA1002069 


7.51 


3.78 


4.23 


4.94 


4.88 


284 


3.88 


6.24 


6.24 










Y79AA10Q2a70 


60.51 


38.18 


5X01 


44.77 


31.84 


34.13 


26.73 


3736 


3736 










Y79AA10Q2074 


151.4 


80.88 


106.02 


13297 


12233 


13633 


70.79 


8536 


8536 










Y79AA10Q2O76 


2.73 


-1.63 


234 


22 


235 


260 


259 


275 


275 










Y79AA10Q2a83 


5 


228 


246 


3.91 


. Z83 


3.75 


336 


3.71 


3.71 










Y79AA1002084 


5,09 


3.13 


3j61 


5.26 


3.68 


336 


3.65 


3.99 


3.99 










Y79AA10020tt 


7,09 


292 


3.98 


4.7 


3.74 


3.75 


3.43 


4.46 


4.46 










Y79AA10G2(M7 


17.27 


8.44 


10.83 


1431 


1532 


11.91 


7.90 


936 


936 










Y79AA1002069 


5.98 


223 


236 


4.43 


5.76 


5.05 


4.46 


3.99 


3.99 










Y79AA1002093 


4.42 


1.41 


273 


33 


X9\ 


3.64 


240 


3.24 


3,24 










Y79AA1002101 


7.66 


3.43 


4.43 


3.23 


281 


296 


1.93 


9.08 


9.08 










Y79AA10a2ia3 


9.64 


4J1 


6.49 


1268 


1330 


19.90 


7.83 


9.63 


9.63 


• 








Y79AA1002US 


6.16 


3.44 


3,46 


8.76 


^88 


8.21 


5,06 


731 


731 


• 


+ 






Y79AAKW2121 


4.13 


1.90 


Z75 


532 


3.99 


4.66 


299 


294 


294 










Y79AA10nU5 


1229 


7.02 


6.63 


8.98 


11.00 


732 


. 5.97 


9.22 


9.22 










Y79AA10021if 


4.01 


2J5 


279 


4.98 


5.25 


5.00 


4.03 


4.07 


4,07 


• 


+ 






Y79AAie(ai31 


3.98 


1.83 


210 


208 


208 


332 


224 


4.89 


4.89 










Y79AA1002139 


1.73 


1J9 


133 


Z67 


139 


3,06 


1,75 


433 


433 










Y79AA10Q2144 


13.61 


9.16 


11.69 


45.27 


4286 


4131 


2024 


31.90 


31.9 




+ 


• 




Y79AA1002177 


11.17 


7,99 


8.29 


8.46 


8.96 


11.14 


8.89 


1037 


1037 










Y79AA10Q21S3 


2a7 


16.65 


16.79 


14.07 


1334 


11.10 


9.93 


9,44 


9.44 


• 


- 








16.44 


&.10 


6.76 


14 


14.11 


9.08 


7.13 


7.42 


7.42 










Y79AA1 002204 


6.31 


4.49 


452 


4.3 


4.77 


3.13 


5.10 


6.00 


6 










Y79AA10Q2206 


3,17 


215 


1.77 


3.09 


3.03 


245 


3.04 


330 


33 










Y79AA10Q220S 


5.15 


257 


296 


5.99 


4.60 


5,97 


430 


4.63 


4.63 










Y79AA1002209 


3J8 


4.01 


5.76 


4.15 


3.13 


339 


4.99 


735 


735 










Y79AA10a2210 


3.18 


1,43 


237 


3.02 


202 


1.71 


210 


241 












Y79AAim211 


4.91 


3.46 


4.17 


4.11 


5.81 


4.91 


534 


538 


538 






• 


+ 


Y79AA1002213 


3,71 


249 


1.89 


7.09 


8.26 


4.18 


261 


4,10 


4.1 


* 








Y79AA1002215 


a98 


6.72 


635 


11.46 


10.70 




10.62 


11.29 


11J29 










Y79AA1002U0 


3.6 


a24 


130 


21 


224 


1.13 


3.21 


3.17 


3.17 










Y79AA1002236 


15.84 


935 


1255 


20.91 


2233 


2337 


11,78 


20,18 


2).18 




+ 






Y79AA1602229 


6,49 


3.85 


3.45 


4.63 


4.19 


3.44 


538 


5,16 


5.16 










Y79AA1002234 


3.86 


244 


4.84 


4.04 


4.91 


532 


5.97 


5.64 


5.64 






• 


+ 


Y79AA10Q223S 


1.93 


0.75 


135 


1.7 


1J20 


227 


265 


205 


205 










Y79AA100224( 


2.63 


209 


274 


25 


3.97 


337 


234 


1.90 


1.9 










v*vaA A 1 AA^n 
TTyAAlUUWSo 


3J1 


3.27 


3.40 


4.93 


5.68 


4.75 


4.02 


4.20 


4,2 










Y79AA10n279 


4.56 


257 


226 


6.13 


5.09 


3,71 


4.81 


5.29 


5.29 










Y79AA10022f2 


6.26 


3,04 


273 


437 


532 


3,62 


290 


5.67 


5.67 










Y79AA1002298 


1.82 


0-51 


1.99 


1.65 


137 


130 


1.17 


037 


037 










Y79AA1002307 


5.23 


1.97 


133 


294 


3.94 


234 


269 


339 


339 










Y79AA10023Q9 


1.73 


134 


1.76 


132 


3.43 


298 


137 


1.76 


1.76 










Y79AA1002311 


4.03 


276 


3.87 


5 


3.49 


3.66 


261 


6.69 


6.69 










Y79AA1002334 


247 


4.14 


246 


265 


330 


4.63 


218 


3.21 


3.21 










Y79AA10aX3Sl 


3.38 


338 


4.03 


53 


3.67 


538 


336 


6.63 


6.63 










Y79AA10a23S$ 
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• /9AAiUUl341 


10.6 


L 7.08 


4.15 


16.4: 


2 14.68 


15.82 


930 


938 


93J 


5' + 








3.80 


6.5: 


J 5.95 


5.70 


7.04 


7.00 




7 






10.40 


IZOl 


18.7: 


3 17.97 


15.42 


1Z97 


18.83 


18.8' 


• + 




2Jil 




133 




I Z33 


1.95 


131 


Z40 


Zi 




iTMAIiNIISn 


1.8 


) 132 


2.52 


3.i: 


J 3,14 


331 


Z68 


3.89 


3.8? 


) • + • + 


Y79AA1001592 


8.7! 


> 5.76 


6.22 


9.0( 


5 9.03 


1Z16 


6.95 


10.71 


10.71 


L 


Y79AA100159^ 




2.99 


Z99 


4.« 


> 6.76 


6.84 


Z08 


332 


33: 




Y79AA10016Q3 


41.01 


29.22 


2739 


353: 


\ 47.15 


41.79 


19.68 




2Z2^ 


i 


Y79AA1001il3 


ii.oe 


» 8.37 


6.50 


10.2f 


; 10.82 


735 


6.69 


632 


6 57 




Y79AA1001d 


0.93 


0.54 


0.85 


IM 


> 0.72 


0.95 


1.19 


0.88 


0.8C 




Y79AA1001647 


6.2 


. Z96 


3.68 


Z82 


5.76 


5.40 


3.17 


4.07 


4.07 


t 


Y79AA1001664 


13.85 


6.76 


731 


10.5-; 


' 1Z90 


8.91 


731 


7.68 


7.68 




Y79AA1001665 


3 


3.81 


437 


4.15 


432 


531 


3.17 


4.23 


4.23 




Y79AA1001679 


14 


9.57 




n fti 


14 






7.63 


7.63 




Y79AA1001692 


3.06 


2.79 


3.66 


3.62 


3.64 


6.60 


Z78 


Z76 


Z76 




Y79AA100169 ; 


0.47 


0.94 


Oi29 


1.8 


1.18 


ZOO 


1.48 


1.81 


1.81 




Y79AA10017OS 


5.59 


4.16 


332 


5.12 


5.14 


5.00 


3.05 


4.02 


4.02 




Y79AA1001711 


17.19 


lOJl 


933 


373^ 


40.06 


24.12 


26.85 


2739 


2739 




YT^AAlOOm? 


U8 


0.95 


0.69 


Z2£ 


1.17 


1.95 


0.86 


ZOl 


ZOl 




Y79AA1001719 


3.1 


Z9(l 


1.65 


4.96 


4.48 


2.69 


Z06 


Z48 


Z48 




Y79AA1001727 


5.47 


4.87 


4.29 


8.17 


&a5 


7.12 


4.94 


6.45 


6.45 




Y79AA1001750 


20.76 


27.54 


23.83 


38.95 


38.37 


32.83 


2Z83 


25.62 


25.62 


• + 


Y79AA1001760 
Y79AA1001777 


6.22 
4.19 


6.83 
4.98 


3.78 
4.30 


10.14 


8.09 


831 


8.09 


4.11 


4,11 




Y79AAI001781 


L41 


...(0.U2; 


0.49 


10.69 
0.49 


9.61 
0.41 


8.63 
1.88 


5.89 
• 0.28 


5.49 
036 


5.49 
036 


*♦ + • + 


Y79AA1001787 


6.T 




4.09 


6.64 


5.23 


7.45 


4.25 


5.24 


5.24 




Y79AA1001792 


73 


4.12 


4.31 


5.83 


5.04 


3.68 


5.12 


4.48 


4.48 




Y7IAA10017M 


3 


0.80 


ZW 


Z69 


3.85 


3.29 


1.73 


3.18 


3.18 




Y79AA1001799 


5.26 


Z91 


Z67 


5.21 


5.65 


6.10 


3.13 


5.77 


5.77 




Y79AA1001MM 


4.16 


2:5.7 


3.82 


5.16 


Z55 


3.90 


333 


6,79 


6.79 




Y79AA1001801 


6J6 


3.89 


3.46 


8.87 


3.49 


7.02 


3.18 


4.68 


4.68 




Y79AA10018Q3 


6.72 


4.12 


3.95 


531 


7.22 


5.68 


5.48 


535 


535 




Y79AA]MinS 


7231 


9.91 


10.35 


15.2 


27.86 


21.20 


9.25 


13.14 


13.14 




Y79AA1M1807 


6.96 


Z99 


4.40 


6.3 


431 


3.72 


4.95 


5.25 


5J5 




Y79AA1001827 


838 


3.69 


5.67 


735 


7.81 


11.23 


9.11 


1Z46 


1Z46 




Y79AA100184i 


4.45 


Z15 


3.75 


6.2 


4.92 


5.41 


3.96 


7.82 


7.82 




Y79AA10Q1848 


Z85 


1.48 


Z40 


3.01 


Z43 


Z61 


237 


Z46 


Z46 




Y79AA1601853 


13.89 


10.72 


11.89 


14.4 


8.43 


13.46 


1Z95 


1331 


1331 




Y79AA10018O 


15.14 


7.58 


9.41 


15.02 


11.89 


14.02 


8.02 


1Z33 


1233 




Y79AA1001M6 


9.57 


4.75 


5.85 


11,97 


24,49 


934 


5.28 


9.21 


9.21 




'79AA1001874 


1.66 


0.73 


0.26 


0.48 


1.10 


0.61 


0.67 


0.63 


0.63 




Y79AA1001875 


9 


6.56 


7.74 


8.02 


10.17 


834 


9.22 


1136 


1136 




79AA1001907 


117.42 


47.16 


76.24 


9839 


98.47 


94.40 


33.03 


51.77 


51,77 




Y79AA10019M 


2.02 


0.84 


1.62 


132 


1.88 


1.08 


1.03 


1.18 


1.18 




79AA1INI19Z3 


4^ 


1.74 


1.64 


1.87 


1.96 


1.62 


3.56 


1.90 


L9 




Y79AAJ 001977 


7.1 


4J9 


6.61 


6.81 


4.65 


6.65 


7.02 


7.63 


7.63 




Y79AA1001930 


11.14 


5.72 


8.19 


8^ 




O AtS 


0.07 




533 




Y79AA1001932 


4.55 


Z74 


Z35 


3.75 


4.07 


237 


Z61 


235 


235 




Y79AA1001933 ' 


5.44 


Z77 


4,71 


4.94 


5.23 


Z92 


434 


4.08 


4.0B 




Y79AA1001942 " 


5.27 


2J7 


3.54 


3.47 


Z89 


Z27 


3.23 


4.03 


4.03 




Y79AAI0019i3 


16.6 


6.83 


:ii.89 


1Z17 


15.10 


11.74 


8.04 


11.18 


11.18 




Y79AA1001968 


19.06 


9.81 


14.73 


19.14 


20.00 


14.84 


13.89 


• 19.22 


19.22 




Y79AA1001983 


8,12 


Z93 


5.67 


4.13 


3.77 


4.79 


3,53 


4.78 


4.78 




Y79AA1002M> " 


8.2 


332 


3.60 


7.79 


5.70 


5.11 


5.48 


4.05 


4.05 




Y79AA10Q2004 " 


31.21 


1432 


20.67 


18.62 


19.17 


2234 


1Z67 


21.19 


21,19 




Y79AA100200t ' 


6.53 


5.69 


.5.73 


9.64 


7.46 1 


8.70 


4.991 




6.08 * 
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Y79AA2001077 


113 


7.81 


9.27 


10.02 


10.61 


11.75 


11.20 


11.01 


11.01 










Y7?AA100107? 


_Z8S 


2.15 


ZOl 


4.62 


7.48 


Z90 


4.22 


3.26 


3.26 






• 


+ 


Y79AA1<N>1081 


16.61 


9.85 


IZ79 


10 




1130 




7.08 


7.08 






• 


- 


Y79AA1001088 


26.22 


15.63 


20.41 


21.72 


24 J8 


26.25 


2534 


3131 


31.31 










Y79AA10010S9 


1U7 


5.53 


8J0 


9.49 


636 


8.41 


9.43 


10.79 


10.79 










Y79AA100ia90 


4^1 


2.54 


4.20 


6.81 


5.20 


6.61 


439 


5.95 


5.95 


• 








Y79AA1001105 


27.01 


7.71 


1938 


6.68 


4.28 


6.75 


637 


6.27 


6.27 










Y79AA1001142 


8.95 


5.63 


7.03 


5.98 


7.11 


5.88 


10.76 


13.80 


13.8 








+ 


Y79AA1001145 


11.65 


9.12 


8.63 


15.01 


1135 


17.02 


8.48 


10.99 


10.99 










Y79AA1001162 


4.06 


1.39 


Ul 


5-09 


3.87 


3.44 


439 


3.13 


3.13 










Y79AA1001167 


7.25 


3.07 


2.49 


5.01 


336 


4.46 


3.63 


5J4 


5.24 










Y79AA100U76 


4.11 


Z23 


Z70 


4.09 


2.43 


5.22 


Z25 


Z60 


Z6 










Y79AA1001177 


4.68 


4^ 


438 


3.59 


3.61 


5.91 


4.61 


3.71 


3.71 










Y79AA1001179 


21.68 


16.62 


20.48 


11.99 


9.19 


16.21 


8.81 


11.14 


11.14 


• 


• 






Y79AA100U85 


5.31 


Z79 


3.61 


539 


339 


5.46 


3.84 


4.29 


4.29 










Y79AA1001201 


28.52 


17.14 


23(93 


16.35 


22.62 


3733 


18.59 


26.16 


26.16 










Y79AA100120$ 


10.97 


3.75 


3.90 


5.2 


4.84 


4,63 


3.49 


3.72 


3.72 










Y79AA100121i 


11.99 


5.80 


6.48 


833 


1Z82 


9.17 


4.23 


4.74 


4.74 










Y79AA10012U 


7J1 


3.41 


4.24 


5.88 


4.00 


4.88 


4.13 


6.49 


6.49 










Y79AA1001214 


55.35 


3Z24 


33.00 


5Z32 


49.82 


57.61 


27.61 


40.72 


40.72 










Y79AA1001228 


9.47 


539 


6.44 


9.83 


8.83 


13.70 


14.26 


14.88 


1438 










Y79AA1001233 


7.94 


5.13 


5.27 


5.47 


5.22 


538 


6.11 


7.96 


7.96 










Y79AiU0012M 


9.41 


4.91 


6.23 


8.19 


6.64 


8.01 


4.19 


7.99 


7,99 










Y79AA1001239 


17.51 


11.16 


1Z48 


23.85 


15.23 


2a67 


15^ 


2Z26 


2Z26 










Y79AA1001240 


6.74 


4J8 


4.53 


7.09 


6.25 


7.67 


- 6.30 


7.17 


7.17 










Y79AA10tl2S5 


11.62 




6.87 


6.84 


934 


6.89 


3,77 


535 


535 










Y79AA10012M 


8.92 


4.36 


437 


5.15 


4.83 


5.09 


6.25 


11.76 


11.76 










Y79AA1001272 


16.07 


9.52 


9.48 


17.58 


13.84 


1839 


1230 


13.21 


13.21 










Y79AA10012n 


Z39 




1-20. 


Z86 


130 


1.94 


1.6? 


Z71 


Z71 










Y79AA1001299 


15.84 


12.69 


13.71 


17.01 


14.77 


25.21 


17.79 


21.80 


21.8 






9 


+ 


Y79AA10013U 


7.69 


3.18 


3.48 


9.46 


10.75 


736 


631 


5.09 


5.09 










Y79AA1001315 


9.18 


6J8 


Ml 






1QJ8 


8.28 


9.95 


9.95 










Y79AA1001333 


5.8 


3.74 


3.41 


4.67 


539 


436 


4.04 


5.77 


5.77 










Y79AA10ai32S 


9.21 


533 


4.01 


6.44 


6.42 1 


8.24 


6.73 


9.42 


9.42 










Y79AA1001343 






■aa 


Y79AAI 001551 


1.98 


057 


1.69 


a7 


1.23 


1.95 


138 


231 


..2:51 










Y79AA1001364 


13.67 


S;79- 


10.09 


17.42 


1634 


19.67 


6.03 


14.83 


14.83 


• 








Y79AA1001367 


6.28 


4.16 


434 


5.94 


4.67 


636 


4.76 


450 


4.9 










Y79AA1001384 


1.87 


1.73 


133 


1.86 


1.16 


Z08 


1.66 


1.46 


1.46 










Y79AA100l3n 


3.6 


2;56 


1.82 


357 


3.95 


439 


3.23 


Z67 


Z67 










Y79AA10013M 


7.58 


3.85 


Z91 


6.13 


4.47 


434 


Z98 


3.74 


3.74 










Y79AA1001402 


14.12 


9.28 


&02 


15.91 


14.24 


20.22 


15.90 


16.49 


16.49 






m 


+ 


Y79AA1001410 


6.61 


3.47 


3.47 


4.7 


4.T7 


5J6 


4.23 


5.49. 


5.49 










Y79AA1001414 


4.82 


2.47 


332 


4.85 


3.10 


4.46 


3.68 


4.21 


4.21 










Y79AA1601426 


6.98 


4.46 


5.28 


4.95 


5.72 


4.24 


537 


6.84 


6.84 










Y79AA1001427 


3.95 


3J5 


3.13 


5.95 


6.19 


3.76 


4.11 


6.23 


6.23 










Y79AA1D01430 


3J6 


4.23 


336 


4.36 




532 


6.35 


7.62 


7.62 






■ « 




Y79AA1001439 


4.05 


Z77 


Z23 


?.27 


333 


5^ 




7.03 


7.03 










Y79AA100I485 


1S2 


0.56 


1.47 


1.8 


1.02 


130 


1.03 


L44 


1.44 










Y79AA1001491 


1.38 


a86 


0.94 


Z07 


Z04 


230 


1.06 


3.12 


3.12 










Y79AA10015U 


7.88 


6.25 


430 


5.78 


8.49 


6.85 


6.79 


ia70 


10.7 










Y79AA10015Z3 


10.75 


7.00 


5.10 


7.67 


3.96 


7.11 


7.19 


5.22 


5J2 










Y79AA1OOI530 


6.54 


3.62 


3.97 


4.77 


5.40 


7.25 


5.26 


7.92 


7.92 










Y79AA1001532 


4.4 


3.73 


3M 


7.17 


5.68 


6.14 


4.71 


4.96 


4.96 


• 


+ 


• 


+ 


Y79AA10ei533 


5.01 


4.00 


3J3 


3.96 


6.97 


7.08 


Z96 


4.09 


4.09 










Y79AA1001M1 


IZJS 


9.13 


10.66 






16.01 


539 


5.41 


5.41 
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Y79AA1000724 


28.37 


13.18 


13.80 


13.88 


13.98 


11.98 


3.06 


4.28 


438 






i 




YT^AAIOOOTM 


8.11 


5,46 


4J4 


6.09 


4.77 


432 


5.43 


7.82 


7.82 










Y79AA1000734 


^88 


162 - 


'^34r 


5.17 


3.55 


431 


192 


6.05 


6.05 










Y79AA100074S 


3.95 


1.81 


1.83 


164 


102 


192 


137 


124 


234 










Y79AA1000750 


10.39 


6.10 


4.86 


9.81 


839 


9.78 


5.43 


7.43 


7.43 










Y79AA1000752 


187 


0J3 


1.08 


154 


181 


111 


132 


139 


139 










Y79AA1000774 


5.72 


4J9 


2.86 


114 


179 


5,77 


333 


3.76 


3.76 










Y79AA1 000774 


4,35 


4.36 


2.86 


3.71 


4.12 


5.01 


3.48 


3.30 


33 










V79AA1I100777 


11,76 


6.21 


5M 


836 


11.90 


10.17 


6.16 


6.66 


6.66 










V*70A A infiflfTTll 


13,22 


6.87 


8.41 


14.77 


13.90 


13.40 


7.19 


13.72 


13.72 










V^OA A 1 AfllVTfll 


7 86 


4.93 


531 


532 


4.90 


5.05 


5.46 


7.23 


733 










V*Ta A A IMflMA 


1Z43 


9.12 


11.59 


13 


14,52 


14.46 


11.05 


11.31 


1131 














195 


289 


4.43 


4.95 


3.90 


3.24 


3.10 


3.1 










V*Tft A A lAMMM 




2_36 


108 


3 


332 


330 


193 


3.69 


3,69 




+ 




+ 


WOA AlAMMUn 


1.85 


1.48 


1.65 


1 


0.76 


1.64 


0.34 


1.23 


133 










A A 1 1MIMUK 


4.24 


3J5 


»2.28 


3.22 


3.19 


3.89 


171 


4.15 


4.15 










VTAA A tMIMIA 




Q R3 


7.28 


931 


9.83 


6.77 


3.86 


4.30 


4.3 






♦ 




V*tftA A IMIMI^^ 




9.53 


9.56 


15.44 


14.21 


1223 


9.08 


15.12 


15,12 










v^a A A tMiMnJ 


4 44 


3.44 


2.16 


149 


3.58 


2.72 


172 


3.74 


3.74 










VTtt A A 1IIMMn7 


5 1 


1 4fi 


1 84 


199 


1.29 


1.77 


•1.89 


161 


161 










v?a A A innAm 


S4Q 


4 85 


537 


3.74 


4.89 


3.85 


3.76 


538 


538 










VWA Af AOAftn 




11 45 


3717 


40.96 


46.51 


5033 


34.20 


40.04 


40,04 










wo A A f IMMCII 


TOO 


7.K1 


237 


4.27 


3.76 


' 4.02 


333 


126 


236 










V^tt A A 1 AAAtCA 


f> 74 


5^0 


6.27 


7-85 


6.17 


10,60 


4.73 


5.48 


5.48 










V*ttt A A 1MMA£) 


12_S2 


7.78 


439 


13.89 


9.86 


8,13 


7.63 


7.94 


7.94 










V^A A IIWMtTflC 




4 16 


4.01 


6,87 


6.89 


636 


3.75 


5,07 


5.07 










V*TttA A tMMWSS 


1.47 


134 


1.40 


136 


1.46 


139 


1.98 


1.99 


1,99 








+ 


VTOA AIAAAQA? 




1081 


14.11 


11.4 


9.46 


11.97 


5.88 


7.23 


7.23 






* 




VfDA A 1IMAMC 




11 08 


13 09 


25.37 


21.17 


25,92 


23.44 


29,28 


2938 




+ 


** 




VTAA A 1 AMMMQ 


J.J 


7./i6 


3_26 


3.18 


3.69 


184 


168 


430 


43 










VMiA A 


1 A 


7 14 


1.77 


4.4 


3.80 


4.94 


233 


234 


234 










VMA AlflMIMV 

Y79AA100P9O 


41t4Q 


2A71 


23 14 


40.9 


4035 


45 98 


17.97 


19.24 


1934 










V*M A A tilMMlC^ 


Q 




3.05 


733 


7.98 


436 


6,48 


539 


539 










V*MA AlfMlKMn 


1 1 1A 


R T7 




15.29 


15.02 


10,80 


8.86 


10.67 


ia67 












11 n< 




3 7ft 




903 


6,81 


4.66 


7.08 


7.08 










VMA A lAAflQM 


4 1^ 




3.19 


409 


3.12 


3.96 


188 


4.11 


4.11 










V*M A A titooontk. 


J (Y7 


1 ^ 


1 63 


146 


143 


176 


115 


3.14 


3.14 


* 




• 


+ 


VMA AIIMOO^S 


1^ 


7_I5R 


239 


3.19 


143 


199 


136 


237 


237 










ViMA AIAAIMMC 




Ii71 


3,11 


9.92 


6.66 


7.93 


4.84 


4.19 


4,19 










V*M A A lAfllMUN 


27 14 


1846 


21,17 


2161 


22.40 


25.64 


17,86 


17.83 


17.83 










11 iimt ± iSUMMn 


J4.4! 


765 


8.70 


143 


16.91 


8.11 


10.68 


10.04 


10.04 










V^AAlfl01013 


35.7 


19.64 


14,11 


24.63 


2938 


3101 


18.46 


27.65 


27.65 










Y79AA1001014 


8.41 


5.13 


338 


6.96 


7.27 


835 


631 


8.47 


8.47 










Y79AA1001019 


6.41 


3.32 


4,05 


4.98 


4.8^ 


5.75 


438 


5.04 


5.04 










Y79AA1001020 


13.26 


4.81 


6.74 


9.29 


9.05 


1U9 


6.66 


10.83 


10.83 










Y79AA10dl023 


3.9^ 


127 


3.29 


3.71 


4,41 


3.42 


434 


3.90 


3.9 










Y79AA1001030 


4J6 


^ 182 


3.64 


7.73 


6..53 


926 


7.69 


8.68 


8.68 




+ 




4- 


Y79AA1001(I35 


-aoi 


7.25 


7.?0 


9.11 


6.84 


10 21 


1)^ 


15.95 


15.95 










Y79AA1001041 


8J3 


439 


331 


5.65 


4.65 


431 


170 


5.79 


5.79 










Y79AA1M1043 


18.02 


\ 1174 


10.03 


8.74 


8,44 


9.66 


9.73 


1139 


113S 










Y79AAlt0104S 


5.9{ 


^ 437 


V02 


53^ 


' 4,35 


5,46 


5.24 


5.86 


5.8« 










Y7»AAie010S6 


2i 


167 


169 


4.8? 


( 3.64 


3.93 


191 


332 


332 


{ • 








Y79AA100106i _ 


4.6< 


2.07 


199 


8.4 


5.16 


8.18 


338 


5.08 


5.tt 


; • 


+ 






Y79AA1001M2 


4.5 


1.72 


3.28 


8.7^ 


7J23 


933 


3.95 


535 


53! 




+ 






Y79AA10010a 


7X 


4^5 


537 




5 920 


1148 


5.68 


6.64 


6.6< 


^• 


+ 






Y7»AA100ia73 _ 


12.^ 


6.75 


7.01 


7.7! 


5.93 


9.79 


5.80 


7.72 


7.Z 


I 









971 



EP1 074 617 A2 



Table 344 



Y79AA1000280 


11.25 


5J7 


6.77 


11.8 


13.92 


1166 


5.46 


934 


9.54 










Y79AA10002a5 


4.46 


1,52 


170 


331 


1.78 


160 


143 


333 


333 










Y79AA10a0295 


3.61 


165- 


-531: 


10.15 


1034 


10.77 


4.41 


5.66 


5.66 






• 


+ 


Y79AAa000307 


12.46 


9.65 


13.13 


11.87 


834 


13.75 


5.29 


6.68 


6.68 






m» 




Y79AA100Q313 


15.46 


6.94 


8.62 


10.28 


1144 


14.87 


10.41 


13.90 


13.9 










Y79AA1000314 


14.81 


9.18 


1030 


2174 


18.92 


27.80 


24.11 


31.46 


31.46 


* 




«• 




Y79AA100Q328 


3.09 


1.87 


124 


109 


155 


173 


1.78 


196 


196 










Y79AA1000334 


7,09 


3.70 


156 


535 


4.48 


4.69 


3.41 


4.25 


4J5 










Y79AA1000342 


35.«7 


15.66 


15.62 


2136 


17.70 


23.91 


21.00 


29,07 


29.07 










Y79AA1000346 


17.41 


15^7 


1174 


9.41 


9.10 


10.71 


4,23 


5.49 


5.49 










Y79AA1000347 


23,11 


14.24 


15.07 


233 


3938 


38.47' 


19.81 


25.73 


25.73 


• 


+ 






Y79AA100Q34f 


19.76 


10J3 


1168 


2031 


16.01 


21.05 


1182 


17.27 


17.27 










Y79AA1000355 


4.87 


142 


3.06 


7.26 


6.44 


831 


4.76 


6.17 


6.17 




+ 






Y79AAI00(»6S 


6.76 


187 


3.15 


4.62 


3.69 


5-41 


431 


4.40 


4.4 










Y79AAJ00038S 


25.23 


15.44 


16.71 


26.79 


lias 


29.10 


1160 


17.85 


17.85 










Y79AA1000392 


14.91 


6J4 


19.71 


1334 


7.02 


19.13 


9.61 


11.82 


11.82 










Y79AA10004QS 


24.03 


14.82 


7.15 


1539 


2171 


1176 


14.12 


1735 


1735 










Y79AA1000410 


24.25 


16.23 


1197 


37.19 


36.14 


3635 


20.62 


2106 


2106 


mm 


+ 






Y79AA1000420 


1.83 


1.06 


1.88 


233 


1.74 


3.81 


1.85 


184 


184 










Y79AA1000423 


7.25 


4.11 


5.48 


9.75 


7.86 


8.44- 


5.00 


5.45 


5.45 


* 


+ 






Y79AA10004Z6 


5.29 


3.84 


535 


4.45 


188 


433 


332 


3.94 


3.94 










Y79AA1000432 


3.27 


171 


3.28 


1.62 


1.68 


155 




122 


122 


m 




• 




Y79AA10004S3 


141.24 


53.68 


10737 


81.71 


5938 


8130 


30.05 


43.77 


43.77 










Y79AA1080465 


3.59 


1.59 


102 


143 


132 


155 


1.95 


3.10 


3.1 










Y79AA10I0469 


14.01 


11.65 


7.90 


1108 


1033 


7.10 


831 


733 


733 










Y79AA10004n 


4.69 


1.58 


1.60 


4.05 


182 


160 


160 


144 


144 










Y79AA1000I502 


1181 


539 


831 


9.83 


13.49 


932 


5.96 


11.12 


11.12 










Y79AA1000521 


6,28 


4.42 


632 


6.26 


4.77 


4.40 


638 


6.79 


6.79 










Y79AA10aOS34 


17.26 


8.63 


8.69 


10.74 


7.23 


7.43 
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1.0? 


0.71 


052 . 


0.95 


1.64 1 


0.74 


124 


3.05 
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5 



15 



20 



25 



35 



40 



45 



50 



55 



THVl€O10flQ39S 


425 


193 


1.91 


4,03 


3.11 


3.93 


4.17 


118 


118 










THYRO1000400 


4.41 


1.20 


1.12 


144 


111 


330 


131 


167 


167 










THYHOl 000401 


5.78 


172 




4.86 


5.69 


4.69 


3.46 


3.98 


3.98 










THYRO10004a7 


2^ 


1.30 


0.87 


233 


1.72 


1.87 


15^ 


306 


3.06 










THYRO1000420 


6^ 


3.72 


3.92 


6.3 


4.99 


637 


437 


4.92 


4.92 










THYRO1000438 


3.47 


161 


5.10 


335 


4.73 


5.14 


3.74 


232 


232 










THYRO1000452 


3.79 


127 


332 


432 


339 


3.80 


330 


168 


168 










THYRO100045S 


0.86 


0.19 


0.08 


0.98 


097 


1.02 


0.43 


0.69 


0.69 










THYRO1000471 


3.13 


0.99 


1.71 


4.82 


111 


3.45 


103 


121 


121 










TRYROlDOOttl 


3.05 


109 


1.78 


149 


159 


3.24 


175 


3.65 


3,65 










THYRO10004M 


73 


187 


129 


10.67 


1531 


638 


4.46 


3.81 


3.81 










17^01000488 


1.1 


0.92 


1.15 


1.45 


1.81 


135 


124 


138 


238 










THYRO1000501 


Z42 


1.63 


130 


159 


138 


119 


165 


3.01 


3.01 






a 




THYRO1000502 


1.72 


1.26 


1.14 


1.06 


1.74 


109 


1.25 


1.88 


1.88 










THYRO100QS05 


1.86 


1.15 


0.80 


1 


1.66 


1.13 


1.93 


1.49 


1.49 










THYRO100aS35 


334 


1.94 


12.04 


4.99 


3.71 


3.63 


10.07 


9.11 


9.11 








+ 


THYRO1000556 


3.4S 


3,02 


108 


3.02 


121 


3.79 


338 


3.27 


3.27 










THYRO100Q558 


231 


1.23 


1.10 


1.93 


1.95 


149 


230 


139 


1.39 










THYRO1000569 


37.42 


23.06 


26.88 


2832 


31.17 


30.05 


27.41 


43.25 


43.25 










THYRO1000S70 


3.86 


104 


1.70 


1^8 


140 


433 


186 


3.7^ 


3.78 










THYRO1000572 


ZIS 


0.94 


1.24 


12 


L78 


1.73 


148 


3.26 


3.26 






• 




THYRO1000573 


2.15 


0.40 


1.11 


1.23 


142 


1.75 


1.79 


104 


104 










THYRO1000577 


1.28 


1.14 


0.64 


1.15 


1.13 


135 


1.85 


1.41 


1.41 










THYRO1000580 


5.42 


3.17 


3.10 


6.46 


6.34 


9.14 


4.00 


4.26 


436 


• 


<f 






THYRO1000S84 


172 


107 


138 


178 


3.98 


3.94 


167 


3.22 


3.22 










THYRO100Q58S 


Z25 


131 


1.61 


532 


5.02 


4.69 


3.92 


4.40 


4.4 




-f 






THYRO100QS96 


0.84 


0.25 


033 


035 


1.98 


1.44 


1.19 


1.17 


1.17 






• 




THYRO1000tt2 


5.45 


338 


107 


838 


7.15 


5.61 


4.80 


5.98 


5.98 










THYRO10Q0605 


3.06 


1.73 


1.76 


138 


1.83 


139 


118 


105 


105 










THYRO100061S 


1.88 


0.80 


0.63 


1.19 


1.72 


1.17 


1.04 


125 


125 










THYROlOeOfiS 


3.03 


154 


138 


439 


3.95 


5,93 


3.48 


4.60 


43 


• 


4- 


• 




TBYROlOOOfiM 


Z66 


157 


175 


631 


3.94 


833 


4.69 


4.10 


4,1 




•f 






THYRO1000O7 


1.23 


a82 


0.65 


138 


1.42 


1.92 


110 


139 


139 


m 


4> 






THYROlOiOMl 


1.4 


0.60 


1.08 


0.89 


131 


136 


1.11 


0.84 


034 










THYROlOiOiST 


3.65 


3.07 


3.41 


3.91 


3.79 


332 


1.96 


162 


2j62 






• 




THYRO1000(58 


7.81 


3.42 


3.03 


11.25 


1135 


11.93 


5.08 


5.90 


5.9 


• 








THYRO1000662 


2.88 


1.16 


0.83 


117 


1.76 


1.90 


1.97 


1.81 


131 










THYRO1000M4 


142 


a88 


1.16 


3.25 


179 


433 


1.98 


143 


143 


• 








THYRO1000C74 


232 


1.10 


032 


188 


3.21 


3.68 


3.68 


115 


115 


• 


4- 






THYRO1000S78 


-0.09 


033 


0.95 


034 


0.74 


1.28 


1.19 


192 


192 






• 


4- 


THYRO10006M 


1.03 


145 


1.63 


334 


3.15 


332 


430 


139 


139 


• 








THYRO1000i94 


171 


331 


4.23 


5.53 


5^ 


432 


435 


3.?0 


18 


« 


+ 






THYRO1000699 


15.82 


15.18 


11.44 


15.15 


15.90 


16.09 


15.44 


10.86 


1036 










THYRO10007I2 


339 


196 


114 


838 


5.42 


7.84 


3.11 


4.20 


43 




♦ 






THYRO1000715 


4.02 


134 


231 


186 


4.26 


VQ 


3.39 


168 


168 










THYROlOOOTli 


232 


a65 


1.04 


197 


4.44 


189 


103 


1.56 


136 


• 


4* 






THYRO1000717 


115 


0.84 


130 


4.23 


5.94 


4.84 


1.47 


3.93 


3.93 




■f 






THYRO1000723 


0.84 


0.47 


025 


0.76 


1,49 


1.41 


038 


a44 


0.44 










THYRO10Q0734 


0.78 


034 


0.33 


136 


1.43 


034 


030 


OJO 


083 


• 








THYRO1000748 


0.59 


146 


1.89 


431 


7.18 


335 


176 


125 


125 










THYRO1000755 


6.84 


4.25 


-330 


14.94 


19.03 


9.44 


639 


7.81 


731 


• 








THYRO1000756 


3.41 


139 


1.44 


112 


171 


3.18 


1.98 


177 


177 










THYRO1000776 


132 


1.08 


1.00 


141 


121 


138 


152 


1.74 


1.74 


mm 




• 


4- 


TlIYROlOiOm 


184 


1.43 


139 


4.03 


236 


339 


112 


128 


2,» 










THYRO1000779 


0.67 


036 


0.16 


IJQ5 


a79 


0.60 


0.44 


0.25 


025 










T1IYRO1000782 


3.17 


132 


140 


4.64 


3,68 


439 


4.70 


5.63 


5.63 


• 


+ 


911 
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THYRO1000034 


1.47| 2.88 _ 


1.52 


4J9 


3.60 


435 


3.37 


109 


109 • 






THYRQ1000040 


3.94 3.60 


434 


8.08 


4.14 


6.42 


4.83 


5.15 


5.15 






THYROTaD0061 


5.94 3.66 . 


197 


4.84 


631 


5.19 


4.68 


332 


332 






THYRO1000067 


15.2 9.77 


9.78 


10.78 


13.27 • 


13.10 


11.70 


1159 


1159 






THYROIOOOOIO 


6| 3.76 


568 


6.21 


9 32 


7.75 


5.41 


634 


634 






THYRO1000072 


194 1.82 


1.84 


5.83 


839 


5 32 


114 


154 


154 






THYRO1000084 


45\ 1.85 


2.58 


3.76 


4,67 


3.19 


3.46 


116 


116 






TRYltO1Q00085 


10.881 1354 


13.23 


14.79 


17.02 


16.91 


199 


15.14 


15.14 






TUVnniMMOtt 


0.12| 1.27 


1.00 


139 


0.92 


137 


0.61 


1.10 


1.1 








0S6\ 0.67 


0.91 


1,37 


1.09 


0.98 


1.47 


031 


031 






Tfrraoiooom 


6 2.56 


1.98 


8.27 


6.56 


7.42 


3.48 


3.45 


3.45 


• + 




THYRO1000W3 


1.44 1.12 


0.93 


232 


0.88 


113 


1.21 


1.43 


1.43 








5 171 1.21 


1.50 


431 


336 


535 


112 


330 


33 






TTJwmnnnin? 


2.2 0.53 


1.13 


182 


7.80 


4.79 


115 


147 


147 






*mV1D01 AAHI 1 1 


1 831 033 


0.78 


2.31 


3.19 


3.86 


1.66 


138 


1,58 


• + 




npwD/^t AMU ^1 


3,441 1.10 


J1.03 


3.02 


3.40 


632 


138 


1,76 


1.76 






'Fu V 1* t\^ imni 


2.371 0.51 


0.78 


3.06 


151 


125 


0.89 


1.60 


1.6 






Tiiwni mmh 


13\ 0 82 


OJl 


1,26 


132 


133 


0.49 


1.02 


1.02 








3 621 ZU 


149 


5.24 


10.43 


5,75 


7.64 


192 


192 






fWOrkl AOAI 


8.41 1 1.76 


1.74 


4,45 


6.81 


7.03 


187 


3.11 


3.11 








3^1 181 


195 


6.64 


4.07 


4.40 

7.93 


338 
4.07 


4.01 
4.00 


4.01 
4 






TUWmiMAI ii 


15 82l 5^ 
251 OJl 


3.94 
0.58 


8,01 
1.49 


7,60 
1.11 


0.97 


035 


1.08 


1.08 








I.89I 1.44 


0-82 


161 


2.67 


3.19 


1.97 


1.97 


1.97 


• + 




XWO/ll IMWI 


3.981 1.47 


3.15 


9.1 


7.23 


1131 


-7.86 


4.19 


4.19 


• + 




'P11V1> A1 AMU Tl 


2.91 2.72 


1.68 


4.44 


4.27 


4.08 


1.67 


3.61 


3.61 






fUVD #11 MMMIil 


9.11 5.19 


4 20 


10.2 


1531 


9.61 


7.74 


7.44 


7.44 






■l*IJ V t>/\1 /WWII fl^ 


5 631 2.01 


3.20 


6.21 


7.01 


632 


5.05 


3.18 


3.18 








2.891 146 


117 


5.4 


4.76 


531 


4.40 


166 


166 






»W»lJtH»r\< AAAt <^ 


0 021 0 80 


1.33 


119 


1.72 


135 


0.94 


1.18 


1.18 








3 18| 2J3 


151 


5.88 


3.71 


6.16 


4.77 


431 


431 


• 4 






3 031 148 


1 85 


23 


1,87 


3.05 


139 


156 


156 






T 11 VP/\I MWVMI^ 


14^21 5J5 


465 


11.65 


9,64 


1112 


634 


6.11 


6.11 








^ Oil 1 90 


105 


5.6 


6.T7 


734 


167 


3.86 


3.86 


• 4 






7 751 


1.94 


3.18 


468 


4.24 


4.7? 


?«3 


783 






— MWVfM 


1 72 n 01 


0.91 


5,64 


4.49 


430 


3.42 


4.40 


4.4 


4 




'■*mil» /\1 MMVl^l 


5 1j56 


199 


5.29 


5.78 


735 


4.01 


435 


435 








6.01 1 2.48 


181 


8.74 


10.47 


538 


338 


634 


634 






*FUVP/\IAMtl^ 


2 491 094 


1.13 


144 


195 


172 


4.13 


4.49 


4.49 






TU VP Ol MMttjQ 


3.O3I 2J9 


112 


4 


336 


6^ 


135 


3.27 


3.27 






^n^vp ^1 AMU^H 


0 851 0.93 


0.64 


195 


136 


0.98 


035 


0.45 


a45 






'I'U V 1101000279 


219 0.22 


0.27 


0.43 


1.67 


1.01 


0.46 


0.46 


0.4^ 






THYROI0002SS 


6.19 3.69 


1 88 


4.45 


4.41 


6.07 


K7.i 


4.83 


4.83 








7.58 Z67 


164 


43{ 


\ 5.78 


3JB2 


4.53 










THYRO100Q2M 


3.95 Z07 


1.83 


3,0- 


^ 4,49 


H.23 


3.68 


334 


33^ 






THYRO1OOQ320 


4.13 0.95 


0.96 


3.7? 




6.99 


5.33 


5.20 


5^ 






THYRO100fl322 


38.05 21.86 


50.50 


21.31 


> 20.13 


23.75 


18.89 


19.42 


19.4: 






THYRO160a3n 


1.02 0.47 


a74 


3.4- 


t 1.87 


5 51 


140 


103 


10: 


• 




T!iyRO1000343 


3.18 0.96 


IJO 


ir 


r 134 


127 


1.96 


1.19 


1.1! 






THVROI08a345 


4,61 Z12 


105 


3.91 


5,40 


3.79 


133 


1.91 


1.9 






THY1IO100035S 


7.71 1 528 


3.61 


l.Ti 


4.42 


4.45 


5.44 


7.71 


7.T 






THYRO1000368 


11.25 3.81 


3.69 


7.9" 


6.70 


6.11 


5.37 


4Jt2 


4.8" 


I 




THYROI«Kg75 


6.521 533 


332 


11.7 


11-72 


9.07 


721 
1.91 


1334 

1.07 


133- 
1.0 


4 • 

7" 


+ • + 

+ 


THYRO10003S1 
[TOYR01WB87 


1.081 0.73 
285 146 


0.85 
145 


Iff 
4.7 


1.76 
4..58 


1.73 
5.18 


5.8 


192 


19 


2« 


+ 


ITHYROIODO^ 


3.III 236 


161 


4.8 




533 


6.2 


6.15 


6.15I** 
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SKNMa000099 


4.27 


1.82 


432 


168 


185 


4.25 


4.90 


131 


131 










SKNMC1000104 


2.88 


IM 


L64 


126 


175 


3.25 


1.82 


106 


106 












191 


l.ft 


"1.70 


153 


3.U 


150 


117 


108 


108 










SKNMaOOOlB 


4.61 


184 


109 


3.6 


4.44 


4,19 


3.90 


335 


335 










SKNMa(XX)142 


186 


0.96 


0.73 


173 


1.96 


231 


239 


231 


151 










SKNMaOOOlTO 


4.02 


1.58 


134 


3.23 


3.13 


3.75 


153 


3.66 


3.66 










SKNMaOOOlTS 


5.92 


3.14 


3.92 


5.65 


4.47 


6.23 


4.68 


437 


437 










SKNMC1000194 


357 


137 


1.14 


102 


1.84 


1.46 


1.82 


1.68 


1.68 










SKNMaooom 


4.86 


119 


3.66 


3.95 


135 


530 


330 


3.61 


3.61 










SKNMCIOOOUS 


3.86 


1.48 




3.04 


183 


3.41 


1.69 


130 


13 










SKNMa00Q249 


16 


1.16 


0.14 


111 


0.98 


1.05 


0.97 


1.03 


1.03 










SPLEN1000007 


3.1 


1.45 


1.01 


161 


177 


3.19 


130 


171 


171 










SPLENIOOOOU 


4.58 


1.70 


1.35 


333 


159 


141 


3.41 


4.25 


4.25 










SPLEN1000014 


6.11 


2J3 


3.00 


535 


731 


4.48 


3.02 


3.02 


3.02 










SPLEN1000Q36 


167 


1.59 


1.60 


181 


3.21 


190 


330 


169 


169 










5PLEN1000099 


0.04 


0.28 


<035 


037 


0.20 


0.93 


031 


0.65 


0.6S 






•> 




SPLEN1000068 


147 


1,01 


1.48 


3.14 


3.20 


4.62 


4.16 


146 


146 


• 


•f 






5Pt£N10e0072 


3.94 


195 


134 


4.26 


436 


3.28 


3.61 


3.41 


3.41 










SPLENIOOOIOI 


41.57 


16.82 


24.85 


23.9 


2U1 


9.24 


15.06 


1184 


1184 












3.06 


1.50 


1.01 


101 


101 


131 


137 


116 


116 










spuEsmoooiia 


435 


146 


167 


4.83 


155 


128 


3.11 


3.66 


3.66 










SPLEN1000114 


142 


137 


1.43 


3.43 


178 


236 


174 


3.97 


3.97 






• 




Sn£N1000132 


4.91 


127 


3.07 


3.6? 


133 


AM 


4.07 


4.65 


4.65 










SPLEN1000135 


4.83 


1.59 


3.15 


4.45 


238 


183 


539 


5.94 


5.94 






• 




SPLENI000136 


4.48 


3.01 


179 


7.59 


5.71 


8.15 


-9.03 


1190 


119 


■ 




• » 


<f 


SPLEN100ai41 


118 


1.15 


1.72 


122 


160 


127 


135 


139 


139 










SPLEN1000164 


4.46 


1.47 


1.76 


5.13 


433 


4.86 


3.29 


538 


538 










SPLEN1000166 


149 


0.67 


1.05 


136 


3.89 


142 


108 


3.68 


3.68 










SPLEN1000175 


5.45 


3.05 


434 


4.81 


4.46 


4.23 


332 


5,47 


5.47 










SPLENIOOOISI 


16 


0.65 


a6i 


132 


1.41 


122 


131 


1.69 


1.69 










SPLEN1000185 


3.66 


1.87 


1.77 


53 


4.71 


435 


5J9 


7.02 


7.02 










THYMV 1000004 


14.86 


7.77 


9.02 


2437 


18.18 


21.23 


10.89 


18.76 


18.76 


• 








THYMU1000009 


145 


532 


5.87 


7.04 


533 


4.60 


633 


5.23 


5^ 










THYMU1000015 


26.6 


19.78 


21.97 


16.29 


1338 


16.01 


9.72 


8.42 


8.42 


• 








THYMU1000016 


8.26 


4.04 


3.89 


15.26 


18.83 


1135 


939 


7.02 


7.02 










THYMU1000023 


3.89 


134 


1.23 


177 


108 


3,06 


239 


139 


139 










THYMUIOOOOM 


161 


1,47 


0.66 


174 


1.63 


139 


131 


3.64 


3.64 










THYMU1O00O35 


1.07 


0.61 


0.61 


0.44 


0.64 


0.76 


1.85 


101 


101 










THYMU1000Q37 


1.82 


1.82 


1.19 


122 


135 


a98 


122 


111 


111 










TOYMU1000042 


10.49 


631 


835 


635 


4.98 


6.18 


8.88 


536 


536 










THYMU1000047 


VI 


146 


3.11 


103 


937 


11.11 


437 


4.74 


4.74 




+ 


m 


+ 


THYMU1000080 


3.32 


3.11 


1.09 


3.11 


432 


4.74 


128 


1JB3 


1.83 










THTMUIOOOOM 


3163 


25.01 


18.12 


5439 


4121 


15.66 


23.80 


19.03 


19.03 










THTMU1000I09 


8.44 


434 


3,79 


6.74 


8.1? 


5.93 


7.23 


6.42 


6.42 










THYMU1000127 


6,78 


3.40 


3.18 


8.92 


8.62 


7.88 


6.21 


6.83 


6.83 


• 








THTMU1000130 


4.13 


1J20 


1.02 


432 


436 


332 


141 


3.21 


3.21 










THYMU1000137 


4.62 


165 


171 


335 


5.77 


3.60 


4.29 


436 


436 










THYMU1000146 
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3.27 


236 


1.79 


432 
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3.82 


333 
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• 
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5.95 
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4.05 
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+ 


• 


+ 
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6.59 
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9.19 


439 
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8.66 
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Z83 
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336 
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4.94 
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3.63 
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4.60 


439 
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0.41 
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0.74 
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PLACE1003052 
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232 
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0.30 


139 


1.48 


1.45 


1.09 
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1.88 
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0.85 


1.19 
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7.74 
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3.88 


1^ 


2.10 


3.04 
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6.44 
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1:22 


134 


1.76 


3.27 
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Z13 
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5.21 


2M 


2.21 
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339 
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PLACE10Q3172 
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13.29 


11.63 


2031 


17.81 
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1Z82 


14.76 


14 7fi 
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0.95 


0.96 
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Z68 


2.13 
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• 


+ 
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2.42 
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130 


136 


1.88 


1 93 
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4.02 


235 


137 
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4 
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3 27 


% 77 
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0.98 
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0 01 
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mm 


+ 
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4.75 
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1^ Sit 
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PIACE1003209 
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1 06 
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3.74 


1.92 


0.96 


Z48 
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2.07 
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138 
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PLACE1003225 


4.01 


2.47 


1.89 


4.67 


6.17 


5.71 


3 46 


3.20 
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• 


+ 






PLAC£10a3238 


0.55 


1J29 


0.72 


1,01 


1.04 


1,42 


1.89 


4.82 


4 82 






m 


+ 


PLACE1003249 


4.21 


2.68 


2.29 


5.89 


634 


7.49 


3.21 


4.18 


A 18 










PLACE100325( 


15.42 


10.76 


11.86 


18.06 


2039 


21.48 


2054 


1738 


1738 


• 




m 


+ 


PIACE1O03258 


1.59 


3.70 


0.75 


1.91 


1.78 


1.15 


1.24 


139 


1.39 










PLACE1CNI3279 


5.6 


4.25 


1.88 


733 


8.87 


7.26 


3.36 


5.26 


5.26 


m 








PLACE1083294 


5.96 


3,04 


235 


5.19 


4.93 


5.17 


Z65 


4.69 


4.69 










FtACE10Q32N 


3.69 


1.73 


1.93 


4.06 


3,41 


Z82 


Z94 


3.29 


3.29 










PLAC£l(»32t7 


6.38 


ZS2 


3.60 


6.92 


835 


6.63 


336 


5.38 


538 










PIACE10039(I2 


6,92 


3.76 


5.11 


934 


1? 52 


9.10 


7.08 


7.90 


7.9 


• 








PLACE1003334 


0.67 


1.10 


1.68 


Z93 


3.55 


400 


Z24 


3.22 




** 




• 


+ 


PLACE1003337 


10.11 


6.39 


430 


733 


11.58 


1030 


6.19 


6.17 


6.17 










PLACE1003342 


1.8 


134 


1.48 


1,86 


Z85 


3.11 


Z71 


3.37 


337 






mm 


+ 


PLACE1003343 


0J4 


036 


034 


0.71 


0.79 


1 27. 


0,47 


0.55 


0.55 


• 


+ 






PLAGE1003344 


24 J7 


1833 


13.01 


17.74 


2143 


22 39 


17 07. 


18.57 


1837 










PLACE10Q3353 


17.73 


10.09 


9.18 


16.17 


17.86 


14.13 


8.53 


9.79 


9.79 










PLACEiooasa 


5i» 


2.41 


334 


1134 


11.94 


9.89 


3.99 


5.89 


5.89 


mm 


+ 






PLAC£100336fi 


6.48 


3.29 


5.05 


63 


830 


6.96 


4.61 


4.25 


4.25 










PLACE10i33ti» 




2.16 


1.46 


3.7? 


Z79 


2.58 


238 


Z9^ 


Z98 









933 



EP1 074 617 A2 



Table 306 



PLACE1002499 


3.87 


1.99 


3.01 


5.9 


5.94 


5.28 


3.14 


5.21 


5.21 


mm 


+ 






FLACE1002500 


3.82 


3.46 


3.57 


5.63 


-550 


7.08 


4.28 


454 


454 


*• 






♦ 


PlX:£lda2514 


2.6S 


2.18 


1,93 


2.67 


124 


148 


3.81 


198 


Z9S 






• 


+ 


PLACE1002518 


335 


3.89 


3.09 


9.93 


9.60 


8.45 


4.26 


3.29 


3.29 


mm 








PLACX1002S29 


1.4 


136 


1.04 


1.77 


114 


1.22 


1.26 


1.64 


1.64 










PLACE1002532 


8.72 


6.46 


7.19 


6.81 


6.68 


6.18 


7.67 


iai2 


10.U 










PLACE10Q2S36 


4.9 


1.91 


3.90 


5.09 


455 


356 


4.82 


3.96 


3.96 










PLACE1002S37 


3.14 


137 


1.42 


3.63 


337 


4.11 


167 


3.94 


3.94 


m 








PLACE1002539 


3.39 


192 


3.22 


4.41 


454 


5.47 


3.82 


4.68 


4.66 


m 




• 


+ 


PLACE1002547 


553 


537 


559 


839 


7.22 


9.28 


8.89 


10.18 


10.18 


mm 




mm 


+ 


PLACE1002571 


4.43 


2.94 


4.05 


4.84 


4.88 


7.44 


332 


5.08 


5.08 










PLACE1002578 


5.19 


3,96 


3.76 


1125 


10.9? 


1186 


535 


7.25 


7.25 


mm 




m 


+ 


PLAC£l(n2583 


1.66 


032 


1.44 


1.04 


1.08 


1.16 


1.18 


0.97 


0.97 










PLACE10Q2591 


3.86 


2.09 


110 


184 


183 


165 


144 


162 


162 










PLACE1002598 


3.84 


Zll 


2.49 


1.35 


131 


114 


105 


170 


17 










PLACE100!Z6(M 


Z6S 


2.17 


«1.64 


18 


3.94 


3.24 


145 


254 


254 










PLACE10Q26U 


8.01 


6.63 


6.63 


111 


11.80 


1113 


8.71 


1133 


1133 






m 




PLACE100262S 


258 


1.69 


151 


259 


161 


4.00 


154 


3.25 


3.25 










PLAC£1002i38 


Z18 


2.76 


3.22 


4.42 


3.44 


3.29 


142 


3.06 


3.06 










vLACEimntss 


3.25 


4.16 


4.18 


10.46 


6.84 


733 


3.29 


531 


531 


* 








PIACE1002M5 


4.13 


333 


198 


638 


8.85 


5,64 


353 


3.33 


333 


• 








PLAC£10Q2a5 


553 


3.42 


172 


4.03 


3.03 


3.10 


110 


459 


459 










PLACEIOOMM 


8.81 


6.44 


456 


11.47 


11^ 


10.48 


sai 


5.98 


5.98 


• 








PLACE100m4 


6.78 


4.06 


3.36 


6.88 


8.05 


6.09 


4.05 


456 


456 










PIACE1002721 


6.84 


4.40 


5.49 


7.7 


658 


837 


3.72 


4.94 


4.94 










PL4CE10Q2722 


0.74 


0.78 


0.84 


1.77 


1.11 


1.67 


0.84 


1.69 


1.69 


« 








PLACE10Q2726 


3.49 


5.71 


5.81 


8.46 


6.47 


7.89 


5.02 


5.08 


5.08 










PLACElOOrS^ 


3.26 


Z58 


3.14 


6.13 


6.45 


635 


3.62 


4.77 


4.77 






m 




PLACElOOr76S 


3.97 


1.25 


1.67 


33 


150 


151 


178 


3.00 


3 










PIACE10Q2772 


1-35 


ao9 


0.96 


0.92 


1.25 


1.40 


1.29 


137 


137 










PLACElOOmS 


14.42 


7.79 


9.64 


1055 


11.21 


17.27 


1136 


11.82 


11.82 










PLACEIOOTTBO 


1.98 


139 


1.23 


1.94 


257 


3.18 


3.07 


5.79 


5.79 






m 




nACE10Q27«2 


3,02 


0.85 


1.61 


1.99 


137 


3.05 


1.65 


152 


152 










piACEioorm 


Z49 


1.48 


120 


1.75 


176 


3.63 


118 


111 


111 












1.27 


0.70 


0.60 


1.08 


1.69 


1.49 


0.76 


0.93 


a93 










PIACElOOmi 


3.67 


1J5 


0.81 


19 


186 


150 


233 


ISO 


25 










PLACEI002S15 


5.44 


Z94 


129 


7J7 


15,00 


1036 


1184 


16.74 


16.74 


m 




mm 


+ 


PIAC£100ttl6 


8^ 


?.96 


3.92 


6J2S 


6.25 


6.46 


5.01 


6.23 


"? 












3^ 


136 


108 


236 


4.04 


3.46 


171 


336 


336 










PLACE1002S33 


7.79 


Z79 


4.10 


8.87 


10.15 


55^ 


5.02 


6.82 


6.82 










PLACE1M2834 


10.13 


435 


531 


13.91 


16.58 


13.43 


4.69 


855 


855 


m 


+ 






PLACE1002S35 


10.05 


3-42 


557 


659 


4.99 


6.00 


6.06 


6.48 


6.48 










PLACE1M2S39 


1.69 


0.45 


130 


157 


151 


109 


058 


1.24 


1.24 










PLACX1002S51 


0.76 


0.42 


0.82 


8.19 


10.42 


3.82 


114 


356 


356 


m 


■I- 


mm 


+ 


PLACE1002S53 


Z74 


159 


0.90 


3.41 


5.47 


191 


259 


4.00 


4 










PLACE10Q28n 


6.4 


4.73 


3.84 


9.33 


10.46 




5.45 


5.65 


5.65 


m 


4- 






PIACEIOOM)! 


24.97 


13.25 


2158 


24.2 


26^ 


2737 


19.88 


33.42 


33.42 










PLACE10Q2904 


1.9Z 


Z64 


154 


1.71 


253 


156 


1.90 


1.68 


L68 










FLACE10Q2905 


355 


L81 


193 


4.92 


338 


5.48 


3.25 


4.03 


4.03 










PIj%C£10Q29M 


3.03 


1.68 


153 


3.06 


3.13 


359 


141 




3.7 










PLACE10Q2M1 


17.43 


ia47 


13.64 


1195 


950 


1436 


14.97 


14.68 


14.68 










PLACEKNOMl 


4.78 


1^ 


1.86 


3.71 


4.48 


193 


239 


115 


115 










PLACE10029S0 


9.17 


550 


4.49 


8.77 


1438 


6.75 


5.85 


4.90 


4.9 










PLACE10Q29S5 


30^ 


1Z83 


9.17 


2434 


31,40 


20.44 


28.45 


3162 


3162 










PLACEIOOSM 




6.07 


8.49 


^3.92 


20.27 


16.63 


20.63 


26.24 


26.24 


m 




mm 






157 


0.87 


0.79 


1-^ 


151 


1.72 


r24 


1.43 


1.43 
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6.66 


97S 


in d9 


17 ^A 


11 <7 
















PI j^m (MINIMS 




ft? 




0.0/ 


7 70 


O All 


K 79 


7 £A 


7.69 












11 71 
11. / 1 


u.uy 


D.Ul 


11 « 


0.93 


D ^4 

0.62 


639 


Oil 

&11 


8.11 
















1 At\ 

l.W 


9 Ji 

2.0 


4.68 
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FLACE10QZ119 
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38.25 


,31,51 
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29.45 
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mm 


4 


PLACE1002140 


737 


4.29 


6.46 


6.39 


6.75 


733 


4,91 


5.86 


5.86 










PLACE1002150 


Z02 


1.18 


2,19 


3.93 


4.63 


3.78 


337 


155 


235 










PLACE1002153 . . 


6.36 


3.80 


4.46 


7.01 


6.47 


4.93 


534 


4.93 


4.93 










FLACE1002157 


2.68 


1.47 


139 


4.12 


3.06 


4.68 


190 


3.69 


3.69 


* 


4 


9 


4 


PLACE10021i3 


7.63 


Z62 


3.61 


7.02 


7.14 


•5.85 


5.07 


6.08 


6.08 
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433 


2.82 


2.86 


4J 


4.18 
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PLACE1002170 


Z98 


1.54 


1.88 


136 


1.84 


1.46 


1.96 


1.92 
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PLACE1002171 


13.45 


7.42 


837 


6.89 


9.10 


5.13 
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3.14 
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« 


• 


PLACE10(I2180 


1.81 


0.89 


131 


3.13 


3.65 


3.26 


139 


144 
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•« 


+ 






PLACE1002184 


Z38 


1.68 


134 


632 


7.00 


736 


6.04 


5.01 


5.01 
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4 


PLACE10Q2200 


3.74 


3.15 


2.61 


3.65 


178 


3.93 


3.98 


4.06 


4.06 










FLACE1002205 


1.24 


0.51 


0.69 


233 


164 


4.75 


1.9? 


1,74 


1.74 


« 


+ 


« 


4 


FLACE1002213 


8.87 


4.30 


536 


1031 


8.63 


1136 


6.15 


7M 


7.84 










PLACE10Q2219 


1.89 


0.82 


0.74 


1.44 


166 


1.62 


0.97 


0.77 


0.77 










FLACE1CHI2227 


4.82 


281 


1.66 


434 


434 


4.85 
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336 


336 










PLACE10022S3 


-3.86 


Z60 


1.93 


1,41 
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1.93 
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114 


114 










FLACE1002254 


1.83 


0.92 


1.11 


187 


3.97 


185 
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339 


339 


• 


+ 


« 


4 
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3.19 


1.70 


137 


6.62 


739 


6.60 


-533 


4.07 


4.07 


mm 




■ 


4 


PLACE10022S5 


1.77 


0.92 


0.70 


237 
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128 
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3.7 


3.54 


333 


437 


5.90 


8.65 


6.82 


8.88 


8.88 






mm 


4 
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2.48 


1.29 


137 


3.99 
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439 


7.69 
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m 


+ 


mm 


4 


PLACE10Q2311 


3.44 


2.13 


135 


3.07 


3.48 


134 


176 


145 


145 










FLACE100;319 


4.6 


Z18 


2.82 


138 


125 




139 


113 


113 










PLACE10Q2329 
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Z99 


2.11 


3.47 


3.41 
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3.47 


4.66 
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1.43 


235 


1.71 


1.03 


1.08 


135 
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m 


- 


PLAC£10a2342 


3.55 


239 


2.93 


733 


5.67 


731 


337 


4.06 


4.06 


mm 


+ 






PLACC10Q2343 


3.11 


Z65 


3.16 


186 


3.12 


2.88 


190 


5.44 


5,44 










PLACE10(n355 




1.69 


1.70 


3.76 


3.03 


3.60 


339 


158 


158 










PLACE1IM2358 


3.55 


239 


2.49 


3.8 


3.99 


181 


123 


170 


17 










PLACE1002359 


8 


4.42 


4.71 


3.91 


5.64 


532 


4.07 


5.01 


5.01 










PLACE10Q2374 


14.74 


8.20 
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NT2RP20Q3227 


Z55 


1.52 


« 178 


3.96 


4.66 


3.48 


232 


3.60 


4.44 


• 


+ 






NT2RF200322S 


5.50 


4.11 


4.96 


4.07 


4.64 


331 


3.63 


3.86 


166 










NT2RP20Q3230 


1.04 


1.41 


1J8 


3.75 


3.72 


3.44 


8.77 


4.96 


731 






mm 


4 


NT2RP21NI3231 


6.83 


5J2 


4.87 


9.61 


7.64 


6.47 


5.75 


5.89 


8.09 










NT2RP2003237 


4.46 


256 


135 


5J1 


7.13 


633 


336 


431 


3.67 


• 


+ 






NT2RP2003239 


4.50 


101 


3.71 


6.44 


632 


5.76 


.AM 




4.42 


• 


+ 






KnRP2M3243 


5M 


3,20 


3J7 


7.44 


631 


738 


5.91 


6.40 


3.87 


a 


4 






NT2RP20Q32i5 


5.61 


3.24 


3.60 


7.47 


8,92 


7.01 


538 


4.10 


6.74 


* 


■f 








3.97 


3.06 


3.71 


7.15 


f86 


6.88 


438 


4.40 


5.84 




+ 






NT2RP2003272 


5.37 


3.98 


5.63 


6.49 


636 


6.62 


• 734 


631 


7.61 






m 


4 


NT2RP20Q3277 


9.14 


5.91 


4.66 


7.52 


1035 


9.11 


9.97 


7.77 


15,8 












3.01 


125 


1.41 


4.02 


6.71 


7.68 


6.13 


4.20 


739 


• 


+ 


m 


4 


NT2RF20Q32M 


3.53 


1.84 


137 


162 


3,15 


2.83 


196 


170 


4,01 










NT2RnOQ32fS 


6.85 


4.64 


6.03 


1122 


1154 


11.97 


6.66 


5.15 


8.8 




+ 






NratP20<P2>5 


4.81 


3.25 


3.18 


3.% 


8.36 


537 


4.16 


4.96 


3 










NT3RFM3297 


1.97 


1.06 


1.42 


182 


3.09 


149 


1.97 


1.89 


1,68 












5,99 


4,89 


4.68 




7.40 


7.47 


738 


9.19 


9.08 


«• 


+ 


m 


4 




4.65 


3.24 


4J9 


8.90 


10^ 


7.29 


436 


737 


5.11 


«• 








NT2RP2i033y7 


1.67 


1.09 


057 


124 


1.67 


140 


182 


134 


1,76 












3,09 


117 


1.85 


4.09 


5,19 


183 


3.04 


174 


3.16 










NT2RP2003311 


6.85 


3J8 


113 


4.65 


6.66 


436 


3.88 


3.65 


433 










NT2RP2003329 


3.07 


186 


1.87 


3.19 


5.07 


3.49 


3.77 


3.82 














2J? 


1J5 


1.29 


190 


3,96 


3.91 


169 


3,47 


124 


• 


+ 






NT2RP30t3345 


1.83 


1.44 


1.40 


1J1 


132 


1.92 


128 


165 


138 










NT2RP2003347 


1.48 


110 


1.67 


103 


5.75 


1.76 


144 


330 


4.09 






m 


4 




1.26 


0.98 


1.42 


139 


1.59 


135 


1.21 


114 


1.04 










NT2RP30Q93^ 


3.82 


131 


137 


1.62 


110 


1.87 


3.19 


185 


IS9 










NT2RP20033t3 


7.18 


3.57 


4.41 


1630 


14.96 


15.98 


8.79 


9.62 


1139 




+ 


m 


4 


NT2RP2003350 


9.92 


6.14 


6.73 


11.71 


1119 


932 


7.92 


9,43 


834 










NT2RP20<P3>1 


.35.23 


21.64 


73 50 


36.95 


3633 


2731 


23,69 


1739 


17.^ 










NT2RP20lt33>3 


Z40 


1.57 




4.13 


538 


336 


3.96 


4.34 


3jr7 




+ 


mm 


4 


NT2RP20033M 


4.02 


141 


176 


1116 


9.99 


ia68 


6.12 


6.15 


3.96 










NT2RP20a3491 


Z33 


1.80 


1.86 


3.02 


4.68 


2.41 


3,02 


431 


337 






• 


4 




1.23 


1.40 


1.41 


330 


3.23 


431 


3.04 


3.80 


3,41 




+ 


mm 


4 




8.96 


4.52 


3J2 


6,71 


5.66 


5.39 


7.4 


6.01 


5,01 










NT2RP2003445 


3.20 


3.09 


141 


6.94 


6.16 


6.94 


13.01 


11.43 


14.04 




+ 


mm 


4 


NT2RP2003446 


5.05 


4.02 


2.72 


4.09 


631 


3.82 


5.45 


4.95 


5.35 










NT2RP2003454 


4,21 


196 


169 


10.80 


8.14 


S:43 




5.44 


4.71 




+ 


• 


4 


NT2RP3M34tf 


5.26 


3.68 


3.82 


5.95 


5.44 


4.60 


3.82 


. 5.23 












NT2RR0Q34e 


353 


112 


145 


3.89 


4,69 


5.28 


173 


4.01 


3,0S 


• 


4 







883 



EP 1 074 617 A2 



Table 2S6 



NT2RF20Q2734 


4^5 


3.02 


5.80 


1141 


1184 


10.69 


656 


8.07 


7.85 


mm 




m 




NT1RP2002736 


3.63 


Z27 


Z67 


107 


102 


104 


187 


160 


101 










NT2RP20Q2740 


259 


1.02 


0.94 


3.18 




129 


178 


196 


1.96 










NT2RF2002741 


5S2 


4.27 


3.15 


7.73 


&99 


8.94 


451 


5.06 


7.43 


mm 


+ 






NT2RP2(XB750 


7^ 


6.29 


4.77 


1455 


1757 


18.80 


852 


9.26 


7.61 


mm 








NT2RP20027S2 


11^ 


7.46 


7.74 


1178 


17.74 


1550 


1151 


10.02 


1122 


m 








NT2RP20a2753 


11^5 


5.48 


1153 


1053 


6.13 


1157 


7.42 


7.93 


9,43 










NT2RP2(»2760 


8.78 


4.40 


4.62 


7.89 


8,63 


6.01 


654 


658 


753 










NT2RP20027€9 


3.29 


163 


168 


3.72 


6,64 


6.67 


186 


4.11 


355 


m 


♦ 






NT2RP20Q8T7S 


9.07 


6.03 


9.70 


7.44 


6.87 


7.92 


6.93 


7.76 


4.98 












6J8 


4.82 


4.00 


950 


14,75 


9.25 


8.23 


6.79 


7.02 


m 








NTZRP30Q2800 


6^ 


4:s> 


5.63 


10.46 


1153 


1138 


5.4 


8.07 


7.04 












1.48 


1.18 


0.66 


1?7 


L66 


1.18 


189 


353 


1.96 






m 


+ 


NT2RP2002811 


5,70 


554 


4.77 


854 


7.13 


7.69 


653 


7.67 


6.08 










NT2RP20Q2S24 


9.12 


5.93 


7.91 


13.68 


13.22 


9.65 


9.82 


10.22 


11.6 


m 








NT2RP2002S39 


3.89 


2.03 


196 


3.87 


452 


3.28 


3.17 


3.43 


3.41 










NT2RP20Q2845 


Z29 


1.84 


U.77 


4.04 


451 


4.72 


3.6 


4J6 


3.16 








+ 


NTZRP20Q2857 


0,99 


1.45 


1.80 


1.98 


127 


1.76 


136 


3.14 


159 










NT2RP20Q28C2 


11^1 


6.20 


558 


10.84 


1186 


10.44 


6.99 


7.12 


ia7i 










NT2RF2002Sn 


5,70 


4.03 


174 


350 


4^ 


3.87 


4.05 


5.72 


5 










NT2RP20Q28S5 


6.90 


459 


4.82 


5.83 


6.45 


4.16 


354 


4.76 


3.08 










NT2RP2M2S91 


5.76 


3.80 


353 


5.44 


6.69 


6.13 


4.92 


4.49 


555 










NT2RF20CI2M7 


4.12 


1.98 


130 


4.77 


3.91. 


149 


125 


3.24 


104 










NT2RP2002f25 


3.23 


2.04 


118 


4.98 


4.44 


5.21 


35? 


181 


4.67 


mm 


+ 






NT2RP20Q2f27 


14.45 


855 


11.84 


14.25 


14,86 


13.10 


10.66 


950 


13.04 










>mRP2002f28 


1.42 


1^ 


132 


3.26 


252 


354 


1.44 


1.91 


158 


m 








NT2RP20Q2929 


6.54 




3.18 


6.60 


7.00 


5,63 


5.25 


555 


557 










NT2RP2002f34 


5.87 


Z70 


3.00 


3.46 


195 


AJJ^ 


358 


3.88 


3.47 










NT2RP20Q2939 


6.87 


3.02 


3.14 


4.78 


4.45 


4.28 


3.95 


456 


3.63 










NT2RP2002942 


4.16 


179 


3.25 


6.95 


8.21 


6.01 


4.14 


5.76 


458 


«« 








IfI2RF20Q29S4 


3.73 


2.07 


3.02 


3.75 


4.03 


3.04 


128 


3.89 


5.22 












5.43 


4J6 


4.62 


6.19 


7.91 


6.08 


3.63 


5.75 


5.03 


• 








KnKP20Q2974 


Z77 


253 


1.82 


552 


4,88 


3^ 


3.66 


3.70 


3,24 


m 




• 






1.81 


1.66 


146 


4.07 


3.02 


177 


116 


165 


113 


m 


+ 






Kr2RP20Q2979 


ia96 


6.09 


6.26 


13.05 


14.90 


ia76 


8.18 


9.68 


752 










NT2RP200QnO 


8.71 


5.49 


653 


14.65 


15.05 


11.66 


8.24 


9.16 


9.26 


*• 








KnRP2002M6 


^.28 


6,07 


5.22 


8.21 


6.48 


6.46 


9M 


7.74 


959 










NT2RP3002987 


6.13 


3.28 


3.28 


a77 


851 


7.89 


4.85 


7.00 


9.15 


• 








NT2RP20Q2fS8 


3452 


23.01 


24.20 


21.24 


19,88 


21.98 


15.82 




1656 






m 




NTZRPZOOmS 


4J5 


3.19 


4.08 


257 


3.44 


183 


3.21 


3.84 


18 










NT2RR0(DM0 


6^1 


5.24 


5.01 


1183 


1450 


14.13 


6.77 


6.65 


?.42 












3.03 


1,86 


121 


177 


3.21 


3.26 


146 


3.49 


558 










NT2itP20Q3Q20 


7.91 


3.15 


3.03 


1451 


13i»3 


1U5 


ia67 


9.71 


9.8 






m 




NT2RP2003Q32 


4.25 


356 


3.04 


5.65 


750 


4.26 




186 


5.02 










NT2RF2083934 


8^ 


4.19 


5.82 


1173 


13.68 


11.86 


95 


750 


8.21 




+ 






NT2RP2083(M2 


3.77 


X17 


253 


3.68 


454 


3.65 


3.09 


3.66 


3.89 










NT2RF30Q3tS0 


2.09 


1.93 


112 


258 


4.04 


3.16 


104 


3.12 


184 










imRF20Q3M0 


6.89 


6.04 


6.20 


6.11 


6.61 


6il2 


4.64 


5.08 


458 






mm 




NT2RP20030f73 


5.10 


4.79 


4.81 


10.73 


11.79 


958 


6.83 


8.25 


457 












3.77 


3.26 


186 


5.64 


6.07 


7.01 


4Jt7 


457 


5.19 






m 




NT2RP30Q3108 


3.73 


1.70 


0.71 


443 


4.78 


3.41 


253 


3.13 


3.98 










NT2RK003115 


12.63 


7.03 


6.49 


ia94 


550 


4.75 


651 


5.99 


ia9i 










NT2RP308m7 


9.96 


-.4.65 


5.66 


J5.04^ 


15.4? 


1158 


8.83 


754 


6.17 










NT2RP30ai21 


353 


140 


1.92 


450 


5M 


3.18 


3.72 


452 


4.42 






m 




NT2RP2003125 


5J2 


2JD 


134 


3.41 


4.18 


351 


3.6 


451 


3.11 










NTZRPlOQam 


3M 


3.27 


355 


3.25 




^2J4 


25 


4.46 


358 
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13.36 


8.93 


10.00 


7.24 


1233 


7.03 


831 


6.90 


8.43 










NT2RP2«022f9 


4.86 


3.21 


3.87 


731 


5.99 


7,44 


5.79 


6.94 


6.46 


• 




• 




NT2RF2m364 


3.12 


1.09 


1.07 


3.72 


6.64 


4.48 


239 


110 


114 




f 






NT2RP2IKI2312 


^00 


2.02 


1.91 


4.87 


5.25 


3.26 


3.11 


3.70 


3.89 


• 


f 


• 




NT2RP2002316 


7 57 


2.29 


238 


6.74 


6.43 


5.78 


3.25 


3.23 


4.39 






• 




NT2RP20(K232S 


2.17 


2.03 


IJO 


332 


3.39 


192 


1.65 


3.11 


3.18 




f 








6.45 


483 


4.75 


7.88 


1032 


7.81 


5.66 


5.80 


63 


• 


f 






NT2RP2002371 


4.90 


4.23 


3.63 


9J29 


836 


8.25 


9.75 


1038 


7.26 




f 




♦ 


NT2RP26Q2373 


5.37 


4.02 


^70 


5.83 


10.05 


6.25 


5.7 


8.27 


6.72 












0.73 


0.29 


0.85 


0.79 


0.90 


237 


1.16 


165 


1.41 












7.34 


240 


224 


6.24 


3.86 


3.39 


5.09 


3J9 


4,74 












1.71 


0J3 


0.18 


1.03 


1.49 


131 


a28 


1.27 


2.19 












2.38 


1 66 


1.45 


4.45 


Z73 


167 


1.95 


4.44 


3.16 












29.85 


16 62 


15 12 


29.12 


3931 


28.40 


19.16 


20.28 


1639 












3.78 


2.45 


1.98 


3.14 


4.67 


3.25 


3.81 


5.82 


3.46 










5.16 


3J6 


3.05 


8.68 


9.29 


8.07 


53 


8.86 


7,03 




+ 




+ 




6J6 


502 


* 5.09 


9,72 


1233 


837 


9.84 


17.67 


16.81 


« 




• 


+ 




3.49 


2S6 


3J29 


4.17 


7.17 


4.10 


3.26 


6.17 


5.32 












13.07 


5.27 


530 


11.81 


8.46 


7.22 


1132 


936 


7.78 










1(17*211^1(12442 


640 


2.74 


3.03 


4.62. 


5.05 


4.46 


4.75 


198 


3.74 










NT2irraiQ24S7 




Z49 


1.70 


334 


4.01 


3.48 


4,07 


3.72 


3.08 










KT7IIP?Mn4M 


5.19 


Z78 


313 


3.90 


4.79 


4.00 


5.08 


3.74 


4 








VT2nP2flll247S 


3.58 


3.74 


3.05 


8.04 


7.22 


4.99 


7.48 


6.02 


7.62 


* 


+ 








3.49 


2J3 


232 


3.60 


432 


172 


192 


166 


5,14 












4.86 


2.73 


2.49 


4.04 


4.25 


4.00 


3.16 


3.11 


3.07 












2.48 


0.99 


L21 


3.47 


Z96 


235 


• 1.35 


132 


138 












13 02 


605 


8.78 


12.14 


16.89 


1187 


9.04 


8.81 


7.66 












6 63 


300 


4.84 


4.05 


6.27 


4.67 


6.68 


4.71 


5.18 












XJ.*H/ 


0R7 


IIJW 


1238 


17.28 


17.15 


1836 


1192 


13.19 












1 £1 


1.78 


133 


4.08 


3.77 


4.83 


3.97 


4.73 


431 




+ 








11 26 


Tin 


9.14 


1236 


1537 


11.93 


8.08 


6.87 


9.06 












IS ftO 


10_32 


13^5 


16-21 


16.47 


14.65 


18.71 


1194 


18.73 












Ik 7R 
D./0 




S46 


7.12 


8w21 


8.66 


434 


3.85 


634 




+ 








11 Ad 


6^ 


7.87 


24 97 


24.70 


21.27 


12 2S 


9.81 


10.65 




+ 






>i ■ mil i^lf itf 


3 SI 


1.75 


139 


2-49 


2.71 


152 


4.4 


334 


3.7 












R AS 


4 99 


5.19 


537 


631 


7.45 


6.2 


3.49 


535 












13 08 


7j54 


836 


11.61 


12.09 


10.41 


11.1 


8.10 


13.89 












9.73 


4 99 


4.71 


11.69 


11.90 


10.05 


7.9 


7.42 


7.09 










NT2RMMI2$45 


5.43 


4.01 


5.43 


933 


7.85 


7.01 


6.61 


6,19 


7.33 


m 


+ 


• 


+ 


nmDMAnucm 


482 


4.74 


4.84 


5.43 


11.27 


8.16 


5.69 


6.45 


735 






♦ 




NT2RP2ttl2<06 


5.86 


3.02 


3.06 


8.03 


933 


3.93 


3.99 


4.72 


6.99 










147*7 V PTMHfiOf 


4.71 


2.92 


3.43 


5.18 


4.82 


339 


3.34 


4.09 


4-4 










NT2RP2m2C18 


4.82 


3J3 


2.74 


6.13 


4.63 


4.67 


4.95 


431 


4.42 










NT21iraMI2fi21 


10 26 


6M 


5.48 


15.22 


14.98 


13.05 


11.07 


8.62 


10.72 


m 


+ 






NT2RP20Q2643 


4.22 


196 


3.21 


5.73 


&43 


4.77 


433 


4.98 


4.94 






• 




vr2RP2002fi72 


4J6 


3.45 


337 


8.96 


1Z04 


8.60 


83 


8J0 


11.85 


*• 










i97 


238 


1.11 


7.44 


935 


7.43 


5.4 


7.46 


8.29 


mm 




mm 




l<mRP20QZ674 


1.07 


1.16 


1.07 


0,86 




1.60 


1..52 


110 


1.72 






m 




NT2RP2IMI2<tt 


3.43 


3J9 


4.42 




5.80 


4.25 


4.81 


4.16 


5.05 










NT2RP20a2itt 


13.80 


10.26 


1039 


17.41 


16.88 


1334 


9.74 


1131 


8.03 












6.80 


3.06 


3.92 


5.81 


730 


439 


7.03 


4.43 


5.61 












6,95 


4.89 


437 


8.51 


9.98 


937 


8.:2 


733 


9.25 


• 




• 




yilRP20t27O6 


4.89 


Z72 


330 




7.16 


5.82 


4.6^ 


4J0 


5.91 




+ 






NT2RP2OO2710 


4Z99 


27.04 


33.49 


47.30 


50.09 


39.86 


54.1( 


i MM 


55.63 






• 






7.76 


5.23 


6.54 


9.71 


ia64 


8.40 


103! 


) 8.03 


HJ^ 


r • 








NT2RP20C727 


0.98 


1.45 


0.99 


209 


1.15 


150 


2J 


104 


1.73 


\ 




• 
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NT2RP2001947 


4.91 


3.61 


5.81 


3.96 


723 


5.13 


4.97 


537 


4.61 










NT2RP2001946 


3.08 


1.21 


4.06 


4.99 


4.92 


1.65 


137 


334 


8.7 










^r^RF200lf56 


15.21: 


7.64 


6.12 


7.09 


9.06 


8.60 


13.91 


928 


14.64 










NT2RP200W9 


8.2 


A5S 


*5.29 


5.46 


6^ 


5.70 


822 


5.90 


10.07 










NT2RP2001976 


114 


120 


233 


1.64 


3.47 


144 


1.48 


224 


116 










NT2RF200197S 


4.60 


3.86 


235 


6.96 


6.45 


5.14 


622 


4.96 


639 


• 


+ 


• 


4 


NT2RP2001985 


3,92 


3.42 


337 


5.93 


6.65 


5.91 


53 


5.09 


5.9 




+ 


mm 




NT2RP2001991 


1.73 


1.46 


237 


3.16 


4.44 


3.93 


3.02 


3.02 


107 


• 








NT2RP2001997 


3.98 


3.95 


3.94 


5.87 


6.12 


4.91 


4.68 


4.05 


3.66 




+ 






hrr2RP2002O15 


78.11 


51^ 


6521 


14126 


146.10 


108.68 


76.93 


6192 


81.97 




+ 






NT2RP2002017 


3.82 


3.00 


1.73 


4.92 


6.18 


4.74 


4 


336 


3.11 


• 


+ 






NT2RP2002e2S 


9.38 


5.00 


3.82 


6.47 


6.74 


7.41 


727 


7.03 


6.73 










NT2RP2002030 


14.24 


9.95 


8.14 


3238 


3524 


33.11 


14.46 


16.78 


20.02 


mm 


+ 






NT2RP2002032 


7.60 


6.08 


6.71 


732 


30-42 


721 


9.78 


7.83 


10 






m 




NT2RP2002e33 


10.00 


6.88 


834 


1432 


1825 


1732 


8.01 


10.19 


9.71 


*• 








NT2RP2002041 


1.30 


1.42 


1.01 


133 


165 


199 


124 


322 


.3.54 


mm 


+ 


m 


+ 


NT2RP1002O46 


2.29 


231 


3.63 


4.90 


5.83 


4.05 


4.05 


430 


431 


m 




m 


+ 


NT2RP2(n2047 


5.55 


439 


6.12 


339 


321 


186 


3.07 


196 


1.09 


* 


- 


m 




NT2RP20Q2050 


8.38 


3.96 


6wl2 


10.46 


ia43 


10.14 


8.27 




723 


m 


+ 






NT2RP20Q2aS2 


6.47 


4.41 


3.60 


630 


932 


5.86 


4.66 


4.62 


6.58 










NT2RP20Q2058 


3.62 


182 


3.02 


3.46 


332 


123 


178 


339 


236 










NT2RP20Q2O60 


638 


3.14 


435 


438 


5.81 


5.66 


535 


736 


535 










NTZRP2«MO 


1.56 


1.90 


131 


3.69 


1.67 


L86 


122 


163 


1.71 










NT2RP2002OM 


?.03 


337 


4.61 


4.73 


521 


532 


733 


6.17 


4.62 










NT2RP2002O70 


0.79 


a79 


034 


128 


220 


1.05 


0.97 


147 


0.94 










NT2RF20(I2076 


3.86 


157 


232 


3.36 


336 


178 


173 


4.09 


115 










NTZRP20Q2078 


5J4 


335 


3.42 


13.66 


1039 


8.0? 


7.93 


6.64 


6,4 


m 


+ 


m 


+ 


NTl]Ur2tQ2079 


5.14 


3J3 


1.70 


5.80 


4.94 


631 


3.67 


4.05 


3.99 










NT2RP2M2099 


7,45 


3.48 


147 


421 


4.13 


3.43 


332 


4,93 


4.92 






NT2RP20021O5 


5.64 


3.25 


3,05 


3.88 


4.16 


3.68 


4.68 
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NTZRP20Q2115 


a92 


069 


035 


1.83 


120 


132 


0.97 


115 


OM 


m 








NT2RP2002124 


2.28 


130 


1.91 


4.70 


4.64 


330 


3.98 


3.75 


23 


• 




m 




NT2RF2iaU37 


Z93 


1.88 


1.87 


118 


3.16 


161 


3,4 


4.11 


195 










NT2RP20Q2139 


4.33 


334 


3.42 


336 


4.04 


4.02 


5.23 


4.66 


5.13 






m 




NT2RP2002154 


5.53 


176 


1.92 


4.83 


637 


338 


4.83 


4.72 












NTZRP20Q2155 


279.79 


155.93 


16322 


22228 


24149 


184.60 


219.6 


17939 


177.9 










NT2RF20Q2172 


4.14 


159 


122 


3.81 


332 


4.02 


334 


4.90 


332 










NT2RP200218S 


4J2 


332 


195 


435 


4.64 


4.41 


4.65 


5.42 


^45 






m 




NT2RP20Q21tt 


11.41 


534 


8.75 


934 


1332 


9.41 


7.96 


1035 


9.63 










NT2RF20Q2192 


3.64 


., 3,48. 


333 


4.30 


3.68 


3.71 


1.91 


3.S3 


229 










NT2RP20Q2193 


3.15 


172 


177 


3.68 


4.01 


- ML 


3.89 


336 


4.16 


m 




• 


+ 


NT2RP2002208 


Z07 


2.36 


172 


6.19 


4.41 


5.19 


433 


5.08 


151 


mm 








NT2RP2002215 


4.17 


1J29 


1.62 


178 


430 


160 


131 


1.97 


134 










NT2RF20IX2231 


175 


239 


120 


3.02 


337 


1.95 


115 


L47 


221 










NT2RF20QZ232 


559 


1.67 


223 


5.04 


5.05 


328 


3.82 


435 


3.16 










rmmaams 


7.15 


4.93 


3.90 


3.84 


333 


189 


4.86 


6.74 


5.47 










NT2RP2002239 


23.74 


1537 


16.41 


23.91 


26.96 


19.68 


839 


1198 


ia06 










NT2RF200Z252 


9.96 


4.94 


5.61 


5.48 


SM 


639 


5.19 


6.06 


5.88 










NT2RP20Q2256 


133 


122 




1.71 


237 


114 


1.73 


195 


1.47 


m 








NT2RF20Q2257 


129 


1.76 


1.74 


4.11 


5.09 


183 


4.04 


4.42 


3.81 


m 




mt 




NT2RP20022S9 


3.72 


230 


190 


632 


3.45 


190 


3,06 


3.48 


1.66 










NTZRP20Q2264 


147 


133 


1.14 


6.07 


737 


5.74 


109 


331 


3.03 


mm 


+ 








8.31 


437 


4.68 


1159 


14.87 


10.14 


1121 


931 


10.07 


m 




m 




NT3RF200227D 


. 7J9 


4,62 


5.64 


7.88 


7.73 


8.65 


3.38 


3.42 


4.07 










NT2RF2002281 


8.20 


438 


6.60 


7.60 


832 


8.02 


5.18 


6.11 


433 










fmRP2QQ22n 


5J9 


5.46 


4.44 


.-.3^ 


3.45 


330 


337 


334 


3.96 






m 
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1RP2001S60 


6-^9 


4.64 


4.20 


5.82 


7.13 


5.81 


338 


4.66 


5.D 








4.89 


3S8 


3.48 


6.44 


6.82 


4.81 


4.71 


5.39 


5.07 








7.48 


452 


551 


7.16 


5.92 


8.75 


7.73 


7.60 


65 








14.82 


5.79 


■960 ' 


?1.83 ' 


J256 1 


428 


0.25 


9.70 


10.1 








10^5 


5.49 


5.69 


8.15 


953 


7.45 


8.98 


9.68 


851 






lOT^vo D^fMt m 


56 76 ! 


2834 : 


28.83 


S5.72 i 


S5.95 . 


5758 


33.46 : 


2931 


2957 








6.52 


3 84 


3.20 


6.75 


8.45 


4.27 


5.43 


730 


6.46 








1 '^O 


1.22 


0.85 


184 


5.69 


338 


1.83 


3.28 


25 * 




• + 


NT2Rrawi613 , 


n QR 


139 


1.71 


1,95 


158 


2.25 


1.57 


165 


169 






NT2RP2i0O162a 




fkd 




4.74 


7.75 


457 


4.66 


5.20 


3.94" 






NT2RP2001634 




n 






5 92 


8.18 


757 


6.78 


7.74 






NT2RP200K35 












438 


4.88 


3.74 


185 






NT2RP20Q1660 






1 m 


/»A, 1 




4.32 


4.44 


3.32 


7.02 






NT2RP2001iC 


9.75 


C M 






11 7S 




7.01 


6.63 


759 






NT2RP2001643 


3.29 


2,7^ 






A m 




3,87 


4.11 


4.21 






NT2RP2001672 


3.92 




142 


6.76 


8.23 


7.05 


3.9 


5.21 


5.15 




♦ ^ 


NT2RP200K7S 


2.^5 


7.00 


f 2.38 


125 


156 


1.93 


1.59 


156 


141 






NT2RP2Q0K77 




J.4U 


J. fj 




8 63 


6.75 


8.06 


7.03 


7.46 






NT2RF200167S 




2.77 






s 7^ 

j.fj 


5.77 


3.78 


5.60 


5.43 






NT2RP200m3 


1.31 


i ^ 






5 R5 


175 


153 


1.74 


1.61 






NT2RP2a01W 


10.48 


A ^ 


A to 


Q ^0 




5.63 


7.71 


4.72 


6.4; 






NT2RP20017ffr 






t 1^ 






438 


5.21 


3.89 


4.02 






NT2RP2001720 








^ 7^ 

J. /O 




536 


252 


330 


4.19 


• + 




NT2RP2001721 


5.95 


3.63 


4.33 


4.87 
in 47 


4.91 
QMS 


5.43 
660 


4.03 
4.64 


4.62 
5w42 


4.71 

6.18 






NT2RP2001740 
NT2RP200I74S 


r% HA 
804 


6.16 


_6,71 
5.85 


6..53 


8.57 


9.79 


. 732 


738 


8.28 






NT1RP200175S 


8.56 


5.19 


5.01 


5.45 


6.63 


459 


3 


4.11 








NT1RP20017C 


3.51 


1.45 


156 


4.01 


149 


1.10 


1.3: 


159 


138 






NT2RP20017tt 


1052 


5.70 


5.26 


8.K2 


8.48 


7.75 


7.16 


738 


7.69 






NT2RP20017O 


10.19 


4.14 


4.34 


4.02 


3.67 


3.86 


104 


3^ 


3.12 






NnHPlfiftl7»4 


3.41 




4 AC 


A An 


a ft\ 


A 


3 51 


4.60 


5.21 






NT2RP2001SII$ 
>IT2RF2001tl3 


8.47 


4.44 
0.76 


5.36 
1.30 


7.33 
156 


9^ 
0.97 


7.18 
1.2: 


6.45 
10! 


7.26 
143 


6.85 
053 




1 ll_ L J" 


NT2RF2601818 


3J1 
9,15 


232 
4.97 


1.38 
5.99 


220 
7,22 


3.73 
8.04 


13) 
4.94 


IX 
5.14 
6.6- 


3.6IL 
6.97 


li>l 
4.17 
5.41 








6.67 
8.94 


3.70 
4.07 


3.89 

4.05 

^ *^ 


1021 
8.65 

c <so 


8.70 

8.01 

A tf7 


5.90 

A A' 


7.01 
385 


3J9 


4.71 
4.28 






NT2RPM0im 
NT2RP2001li9 


3.92 
3.96 


3.91 
3.68 


2.84 


5.29 


6.76 


636 


4.79 


4.96 


838 






NT2RP200im 


5.26 


439 


3.67 

*^ Q.A 


5.40 

^ 71 


6 52 


6.44 

3 71 1 


4.25 
4.( 


3.45 
3.19 


3.89 
4.69 


• 
• 




WT2ltP2001871 
NT2ItP2001Sll 




^ no 


\ i\A 


J. / # 
A fli 


J. /J 

<15 


J./ V 


15 

102 


1.79 
7.28 


114 
8.44 






NT2RF2001SS3 
NT2RP2t018S4 
NT2RP2001IS5 


lit 

A <B 

5.Z5 


'9 Oft 

359 


4.61 


A Ml 
456 
5.09 


S 12 
5 47 
5.26 
5.8:1 


7.84 
555 
4.27 
4.63 


7.44 
4.C 

AJ2A 


5.61 
4.09 
6.45 


6.1^ 
3.4f 

7.12 






WTMMII01900 
NT2RP2001903 
NT2RP20019Q7 


3.76 
7627 
6^ 


Z05 
19.19 
4.16 


3.66 
22.63 
3.66 


6.01 
20 41 
952 


552 

7.3 / ; 

10.90 


171 
21.60 
7.91 


35 
18.45 
6.7: 


3Jpt 
17.64 
\ 6l46 


6.81 
17.91 
75? 


• 




NT2RPa001fl5 


175 


1.61 


1.89 


3.01 


6.15 


173 


1: 


2 4.12 


43* 






NT2RP200im 


13.96 


7.17 


55C 


7.19 


556 


4.44 




1 4.12 


4.91 








2.31 


157 


1.52 


6.1C 


530 


3,82 


6.: 


359 


55" 


• 


+ • + 


NT2RF2001933 


7.8^ 




^ 6.52 


886 


5.6S 


654 


7.1: 


5.74 


7.6 






NT2RR2001946 


1^ 


wm 


0.99 
3153 
0 3.3i 


1.12 
33.01 
35^ 


^ 14 

35.: 

3.83 


1.36 

30.< 

; 4.9^ 


ij; 
29.1 r 
' 4.6 


255 
2857 
33G 


IJ& 
303 
3.4 


: 

5 
5 
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NT2RP2001200 


3.43 


3.44 


146 


635 


4.88 


4.21 


339 


177 


3.29 










NT2RP20OU18 


3,11 


1,72 


113 


331 


3.65 


3.2J 


231 


198 


3.88 










NT2RP200m3 


5.06 


155 


3.61 


3.72 


439 


127 


3.19 


330 


3.06 










NT2RF200m( 


12.72 


7.29 


8.85 


1101 


9.47 


7.65 


11.46 


8.46 


113 










NT2RP2001227 


6,22 


4.18 


3.44 


6.26 


5.08 


5.75 


7.03 


438 


5,64 










NT2RP2001232 


7,29 


3.90 


3.93 


7.87 


8.17 


8.48 


739 


5.90 


4.44 










NT2RP200m3 


14.76 


8.17 


8.10 


14.08 


19.00 


21.01 


1332 


10.12 


10.65 










NT2RjP2001245 


3.69 


129 


163 


3.56 


339 


3.28 


3.42 


3.62 


439 










NT2RF2001246 


2J5 


0.80 


3.09 


3.34 


4.44 


4.13 


438 


7.67 


6.^ 






• 




NT2RP2001268 


5.55 


3.73 


6.74 


8.43 


9.77 


9.29 


5.65 


6.17 


7.45 


« 


+ 






NT2RF2001770 


14,16 


9.13 


9.94 


14.63 


14.49 


830 


11.4 


14.47 


1436 










NT2RP200m6 


124 


1.82 


0.94 


336 


175 


146 


331 


232 


232 










NT2RP2001X77 


3.77 


1.80 


1.15 


7.12 


6.46 


6.90 


6.6 


4.91 


5.92 




+ 






NT2RF2001290 


3,82 


112 


126 


538 


9.49 


5.69 


6.49 


4.65 


4.63 


• 


i- 


• 




NT2RP200129S 


3.75 


1.96 


166 


4,93 


5.60 


3.83 


3.62 


3.11 


336 










NT2RP2001297 


104,94 


6195 


78.61 


11157 


111.95 


109.12 


2831 


4130 


59.76 










NT2RP2001301 


6,22 


5.96 


*730 


7.48 


639 


7.90 


5.94 


738 


632 










NT2RP20013I2 


16.14 


10.26 


15,91 


2036 


1930 


16.72 


18.23 


1930 


23.86 










N17RP2001327 


8.14 




5.95 


5.76 


730 


736 


7.73 


8.61 


9.09 










NTZRP20013» 


18.42 


9.64 


9.66 


24.64 


2108 


2134 


13.94 


1036 


1167 


• 








frT2RP2001341 


17.63 


7J0 




-1^36. 


9.62 


10.30 


8.25 


8,97 


14.65 










NT2RP2001347 


17.63 


11.15 


9.87 


16.21 


1433 


1117 


1037 


9.73 


1231 










NT2RP2001346 


10.12 


831 


6.45 


18.92 


2338. 


18.36 


11.75 


1132 


1439 


mm 




• 


+ 


NT2RP2001378 


8.29 


6.95 


638 


6.49 


832 


6.02 


7.98 


9.16 


9.41 










NT2RF2001381 


4.07 


197 


3,94 


190 


332 


4.42 


195 


169 


185 












3.41 


3.63 


335 


6.25 


9.01 


7.41 


5.95 


637 


6.62 


mm 












NT2RP2001352 


7.04 


3.01 


338 


439 


533 


4.71 


6.14 


5.70 


537 










NT2R720013M 


9.60 




432 


15.24 


1530 


14.78 


8 


5.76 


7.4 


mm 


+ 






NT2HP2001397 


15.57 


11.63 


10,83 


8.23 


11.47 


9.12 


4.18 


3.62 








•4 




NT2RP2001400 


142 


139 


233 


4.87 


6.19 


6.06 


7.4 


837 


13.18 


mm 


+ 


• 


+ 


NT2RP200140t 


5.20 


3.88 


334 


7.39 


1037 


7.94 


7^ 


730 


6.48 








+ 


N7»P2001420 


_iiL 


199 


336 


8.92 


t.TS 


7.19 


458 


432 


335 




•f 








3.65 


145 


335 


6.47 


638 


4.42 


6.23 


SM 


5.49 


• 


♦ 


• 




NT2SP2INn427 


4.90 


3,28 


338 


5.81 


6l42 


5.73 


4.13 


439 


431 




♦ 






NT2RP200142S 


4J1 


109 


232 


735 


790 


5.77 


333 


538 


334 


* 








NT2RPa»1436 


3,76 


125 


126 


8.78 


8.61 




5,22 


4.80 


6.42 




+ 


• 




NT2RP20ai440 


3J29 


141 


1,73 


3.63 


438 


433 


134 


335 


336 


• 








NTZRP2001445 


195 


1.26 


168 


198 


3.78 


3.07 


147 


3.15 


123 










NT2RP200144f 


188 


113 


1.40 


3.15 


339 


4.62 


16 


3.60 


137 










NnR72m450 


4.05 


194 


3,13 


3.77 


4.91 


3.85 


3.71 


4.15 


3.13 










NT2RP2001M7 


137 


1.91 


2.75 


5.44 


435 


6.16 


5.15 


438 


3.4 




4 


• 




NT2RP2001469 


10.04 


734 


936 


5.^1 , 


8.75 


636 


632 


6.42 


637 










NT2RP2001480 


6,23 


4.15 


186 


630 


5.94 


4.07 


636 


536 


435 










NT2RP2001495 


14.26 


10.91 


1035 


11.90 


1338 


ll.U 


1139 


11.10 













NT2RP2001499 


4^7 


3.29 


195 


639 


7.16 


8.76 


5.49 


633 


ssn 




+ 


• 


+ 


NT2RP2001506 


4.89 


3.71 


336 


7.29 


8.04 


7.88 


5.96 


6,72 


738 






• 




NT2RP200150S 


6,85 


636 


6,72 


17.18 


1432 


U39 


7.65 


1134 


631 










NT2RP2001511 


11-59 


6.20 


8,17 


1186 


1137 


1122 


11.15 


9.45 


10,6 










frr2RP2001514 


6.61 


434 


5J0 


630 


539 


6.49 


5.87 


6.17 


732 










NT2RP2001520 


137 


1.99 


143 


3.12 


175 


157 


435 


3.09 


157 










NTZRP2001SU 


1196 


5.00 


5.99 


26.60 


2935 


19.41 


14.77 


8.09 


13,41 


• 








NT2RP2001529 


8,76 


6.16 


5,20 


6uQ3 


7.62 


535 


4.77 


535 


iai7 










NT2RF2001fi6 


}M 


119 


130 


333 


3.18 


123 


135 


179 


124 










NT2RP20OB3i_ 


75.84 


4830 


5738 


103.08 


9733 


96.04 


48.73 


4109 


45.9 


• 








NmRP2(NnS47 


5.37 


186 


3:61 


4.76 


4.73 


432 


33 


4.96 


4.64 
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NT2RP200P777 


29.85 


m42 


21.91 


16.22 


17.42 


15,02 


1237 


1Z07 


133 






* 




NT2RP20007S6 


8.23 


SM 


4.46 


1035 


9.74 


780 


11.68 


1Z09 


10.59 






• 




NT2RP2000793 


14.01 


7.42 


10.26 


1Z19 


18.41 


1774 


1Z21 


1Z81 


15.75 










NT2RF2000796 


6.25 


Z57^ 


■^:i4 


5.05 


5.14 


3.86 


3J27 


4.71 


3.04 










NT2RP200Q809 


7.70 


5.02 


4.14 


932 


1035 


8.44 


6.87 


4.85 


6.03 










NT2RP2000n2 


6.41 


3.6S 


3.75 


7.05 


6.14 


5.86 


4.83 


5.04 


3.67 










>mRP2000S14 


Z40 


1.13 


130 


Z03 


1.96 


1.78 


0.9 


234 


1.09 










KT2RP2000n6 


5.89 


1.17 


ZOl 


3.48 


3.06 


4.82 


3.84 


4.28 


3.29 










NTZRrawons 


2.61 


0.71 


0.86 


3.13 


3.87 


Z75 


Z08 


1,63 


3.25 










NT2RP2000n9 


Z57 


1.24 


134 


1.88 


1.49 


1.77 


1.81 


Z05 


1.32 










NT2RP2000S41 


2,46 


0.72 


1.21 


Z94 


1.98 


3.02 


1.06 


Z75 


1.48 










NT2RP2000842 


134 


0^ 


1.09 


1.95 


1.45 


1.71 


Z84 


Z70 


133 






m 


4 


NnRF2000B45 


1Z78 


5.61 


337 


1136 


1Z23 


11.13 


7.34 


7.10 


8.72 










NTlRP200ara 


Z24 


1.48 


132 


Z02 


1.72 


1.96 


1.61 


235 


1.68 










NT2RP2000S80 


10.87 


4.76 


7.03 


10.28 


10.84 


10.60 


7.87 


8.04 


797 










NT2RP200Q892 


3.07 


1.45 


ZIO 


Z15 


332 


ZQ3 


Z6 


334 


2.68 










NT2RP2(l0089i 


Z45 


L27 


« 1.87 


Z80 


3.03 


Z60 


3.77 


5.13 


5.17 






•ft 


4 


KT2RP20009Q9 


2.42 


1,74 


Z17 


15.91 


10.43 


1Z06 


3.76 


4.80 


3.91 


*• 


4- 


«• 


4 


NT2RP200(m6 


2.89 


1.95 


Z70 


4.14 


5.17 


4.16 


3,32 


Z67 


4.12 


• 


4. 






NT2RP2000910 


Z79 


1.53 


Z66 


6.17 


530 


4.67 


3.71 


4.07 


338 


*• 




ft 


4 


NT2RP2000f31 


3Z13 


11.92 


1333 


39,97 


39.93 


28.59 


1738 


15.27 


163 










NT2RP2000932 


4.21 


Z31 


Z05 


7.96 


6.87 


4.87 


4.36 


3.76 


4.67 


• 


4. 






KnKF2000938 


1934 


10.59 


1337 


13.71 


16.06 


13.76 


9.46 


10.81 


1Z03 










NT2RP2i00M 


4.61 


ZOO 


Z25 


Z99 


4.17 


3.48 


6.66 


639 


63 






• 


4 


NT2RP2M09S7 


Z25 


138 


L92 


Z45 


233 


Z46 


138 


3.48 


233 










NT2RP200Q958 


6.62 


Z75 


411 


5.71 


4.71 


5.65 


• 4.44 


6.65 


3,45 










NT2RP2i009S9 


5,43 


1.74 


Z79 


6.81 


731 


5.96 


7.7 


638 


838 


• 


4 


ft 


4 


NT2RF200(M5 


8.62 


7.11 


7.91 


6.90 


639 


7.29 


4.61 


4.19 


4.83 






ftft 




NT2RP2000f7t 


6.70 


Z82 


Z67 


8.85 


832 


8.60 


5.68 


4.48 


437 


• 


•f 






NT2RF2000973 


3.87 


335 


Z21 


3.68 


3.61 


1.94 


333 


334 


Z43 










NT2KP2000M5 


4.15 


Z39 


233 


Z87 


4.28 


3.35 


Z71 


233 


3.95 










NT2RP2000ft7 


Z36 


1.40 


IJ29 


Z94 


330 


3.87 


Z43 


3*02 


338 


• 


4 


ft 


4 


NT2R?2000997 


3.92 


3.46 


2S1 


6.76 


6.13 


8w29 


6.06 


7^ 


6.82 




4 




4 


NnRF2801024 


3.02 


ZOO 


Z80 


439 


4.00 


3.80 


237 


Z72 


3.03 


• 


4 






NT2RR001i28 


1.53 


L61 


1.49 


331 


2.89 


Z16 


1.09 


3.10 


136 


• 


4 






NT2RP2001036 


&99 


5.09 


6.28 


14.47 


1Z09 


13,66 


631 


737 


8.86 




4 






NT2RP2001II39 


Z38 


1.24 


0.84 


Z83 


Z64 


1.64 


1.85 


1.41 


1.82 










NT2RP2001044 


3.60 


1.75 


233 


3.81 


3.95 


Z60 


1.92 


3.42 


331 










NT2RP2001iSi 


8.76 


6.20 


3.80 


1038 


10.96 


8.29 


5,85 


5.19 


6.9 










NT2RP2O01O& 


11.06 


633 


6.66 


6.07 


732 


5.67 


4.84 


4.18 


3.98 










NT2RF2001i(7 


3,97 


Z56 


1.95 


4.29 


Z72 


3.44 


1.28 


3.38 


235 










NT2RP2e01f70 


6.27 


3.18 


Z94 


8.92 


8.75 


6.08 


5.11 


6.42 


3.18 










NT2RP20010n 


729 


339 


Z85 


9.20 


10.42 


10.02 


636 


ail 


6.41 


• 


4. 






NT2Rn0010t7 


Z47 


Z17 


1.24 


3.46 


5.06 


3.87 


Z96 


3.13 


3.05 


m 


4 


ft 


4 


NT2RR0010f4 


0.61 


ai3 


aio 


1.14 


0.70 


035 


0.83 


0.86 


131 






ft 


4 


imRP2001119 


6.84 


4.46 


3.47 


7.70 


9.69 


7.83 


4.19 


5.13 


8.84 


• 


4 






NT2RP2W1127 


5.97 


3.17 


Z14 


8.14 


7.01 


6.94 


337 


531 


5.47 


• 








imRP2001133 


6.80 


4.14 


3.76 


7.22 


8.84 


6.01 


3.82 


6.62 


439 










NT2RP2a01137 


4.85 


238 


Z65 


Z75 


3.98 


3.93 


Z74 


537 


333 










NT2RP2001142 


3.86 


1.91 


Z02 


3.11 


3.09 


2,46 


1.97 


4.93 


13 










NT2RR00n49 


4.02 


.J-34.., 


Zll 


3.88 


Z95 


3.29 


1X5 


?K8 


233 










NT2»2e011« 


13.95 


5.65 


7.80 


16.05 


15.12 




11.11 


1137 


10.13 










NT2RF2i01173 


Z96 


132 


135 


772 


636 


433 


4.19 


336 


Z72 


ft 








NT2RP200U74 


4.49 


3.17 


1.74 


5.69 


538 


5.09 


5,65 


3^6 


331 










NT2RP2a011S4 


771 


4J21 


4.96 


715 


632 


5.98 


5.09 


5.61 


5.63 










NT2RP2001M 


1.68 


0.99 


1.05 


136 


131 


1.49 


1.6 


1.79 


Z14 
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NT2RP2000422 


434 


Z42 


2.61 


4.23 


4.79 


3.97 


148 


4.12 


338 










NT2RP2aOO€26 


25.72 


16.73 


1735 


38-01 


37.89 


27,90 


28.44 


35.63 


3172 


« 


+ 




+ 


NT2RP200O42S 


8.81 


5.15 


7.26 


4.95 


7.26 


4,98 


5.88 


6.67 


785 










)mRF200043S 


6J1 


4.25* 




7.^ 


632 


5.26 


4.94 


5.80 


4.64 










KnRP2000a7 


4.41 


Z06 


2.07 


4.91 


3.95 


102 


115 


190 


4.07 










NT2RP2000448 


7^ 


4.29 


432 


8.83 


1037 


6.61 


6.83 


6.72 


9.81 










NT2RP20004S9 


3.66 


roi 


1.92 


4.90 


4.18 


3.40 


3.04 


3,12 


139 










NT2RP2000479 


1.93 


0.77 


1.02 


337 


3.48 


3.07 


1.64 


3.13 


12 


*• 


4- 






NT2RP20004n 


3.73 


1.64 


Z79 


6.08 


638 


5.26 


3.06 


4.66 


33 


• 


+ 






NT2RF2CNNk503 


0.99 


0.59 


0.90 


1.83 


1.74 


0.79 


1.01 


191 


039 










7mRF200Q51O 


1.06 


039 


0.92 


1.09 


1.85 


1.43 


0.94 


145 


13 










NT2RF200Q514 


1.41 


1.10 


1.00 


1.62 


1.02 


0.66 


0.8 


120 


131 










]>fr2RP200Q516 


2-96 


2.89 


1.64 


Z85 


Z86 


3.71 


331 


130 


4 










NT2RP200Q523 


3,99 


1.92 


237 


137 


3.10 


135 


3.93 


139 


1.65 












8.58 


5.78 


6.04 


9.66 


6.29 


7.70 


8.46 


6.89 


6.1 










NT2IIP200QS40 


3.70 


130 


136 


1.88 


3J9 


235 


3 


134 


125 










NT2RP2000547 


4.21 


3J25 


<2.00 


3.94 


5.17 


332 


3.43 


3.90 


3.44 










NT2RP200QS57 


6,17 


3.16 


5.21 


9.43 


738 


8.00 


4.94 


5.68 


5.75 


• 








NT2RP200Q658 


5.82 


5.39 


2.81 


8.42 


7.99 


7.74 


3.91 


5.66 


3.66 










NTZRP2INMI5&4 


337 


1.73 


Z60 


5.24 


4.86 


4,91 


10^ 


176 


4.62 










NT2SP200Q56S 


10.89 


3.85 


5.45 


534 


4.15 


3.62 


5.93 


5.18 


4.1 










NT2RP20CM1SS3 


12.11 


7.48 


7.41 


1437 


9.94 


10.68 


935 


a42 


9.2 












1.21 


1.15 


039 


1.83 


104 


1.49 


1.94 


1.98 


1.05 


• 


+ 






NT2RP200QS99 


1.47 


1.25 


133 


1.16 


135 


134 


132 


103 


031 












2J3 


1.94 


236 


4.22 


330 


172 


533 


4.02 


433 














235 


1.65 


Z95 


336 


3.73 


337 


3,61 


3.79 














6J5 




11.79 


10.08 


10.19 


6.69 


6.74 


5.04 


* 








NT2RP2000614 


96=26 


103.19 


118.68 


120.08 


11937 


64.42 


36.46 


6171 


%98 






•a 




A ama 




3.07 


4.14 


4.68 


4.17 


336 


538 


432 


433 










NT2IKP2flttlfi7 


IL33 


3.91 


4.08 


4.27 


535 


4.60 


5.01 


3.15 


434 










A ^^wwwMj 


4 4A 


139 


1.85 


3.07 


165 


179 


2^ 


158 


1.9 










NT2RP2IN10434 




L66 


0.95 


4.67 


6.41 


3,91 


3.2^ 


336 


3.18 


• 




• 




A 4»v«A MIWW^V 


2-7R 


L86 


2J2 


539 


5.75 


3.65 


539 


4.74 


6.43 




+ 








21 IK 


1Z92 


16.03 


4.08 


3.49 


3.77 


3.77 


186 


338 


mm 








1^ A AAA 4MMM^^^^ 


d37 


139 


Z30 


6.98 


6.00 


7.24 


431 


436 




» 








NT28F20Q06I9 


7 lA 


4.82 


5.18 


737 


732 


434 


938 


732 


635 










NT2RP20Mtf52 


3-51 


Z62 


337 


239 


337 


338 


3.42 


120 


332 












2^6l( 


3.06 


2.65 


4.78 


630 


733 


165 


3.45 


3.99 


• 








1^ A aaa Avwjooa 




1.13 


036 


1.13 


133 


131 


1.68 


1.25 


0.75 












4 23 


Z97 


3.08 


9.06 


1039 


638 


6.13 


6.43 


935 


« 


+ 








23 91 


17.42 


14.73 


9.66 


1233 


10.44 


7.05 


5.83 


831 






• 




NTTirrrnnniiii 

A As»A Awm^^w 


5:30 


Z81 


4.65 


6.71 


539 


4.69 


631 


432 


432 












04S 


0.48 


0.42 


0.75 


0.94 


a64 


0.^1 


1.41 


039 


• 


+ 








2J9 


2.24 


ZQ5 


19.86 


1738 


1178 


4.53 


4.69 


3.6 










NT2RP200O7O4 


6.91 


3.49 


Z43 


6.07 


5.63 


5.83 


4.96 


5.30 


4.17 










NT2RF2d00710 


9.01 


4.65 


4.93 


4.63 


5.99 


4,41 


14 


3.05 


337 










]fr2R72000712 


8.69 


3^ 


332 


7.90 


11.98 


9.71 


4.72 


4.64 


4.82 










NT2RP2in07IS 


2_)12 


Z17 


1,75 


4.86 


. 5.63 


4.47 


3.49 


430 


239 


«« 


4- 






NT2RP200O72O 


4.75 


3.62 


3.91 


5.03 


5.10 


4.87 


4.06 


430 


4.01 










NTZRP2000731 


Z07 


a87 


1.19 


1.70 


1.63 


137 


12 


235 


1.11 










NT2RP2rai739 


4.43 


3.04 


335 


4.97 


5.04 


1149 


4.91 


400 


4.7 










NT2KP2000748 


ZOl 


0.84 


1.62 


3.67 


192 


3.60 


1.71 


182 


14 










NT2RP2000749 


18.07 


930 


9.03 


1731 


2101 


1732 


13.66 


13.69 


16.17 










NT2RF200075S 


6.82 


2.65 


339 


735 


7Z8 


7.11 


5.45 


430 


532 










NT2RP2000764 


6.06 


3.40 


3.08 


3.96 


331 


239 


332 


532 


335 
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NT2RP2000119 



NT2RP2W120 



NT2RP200012< 



NT2RP20D0133 



NT2RP2000147 



8,68 



6.77 



6.86 



3.99 



NT2RP2e001S3 



NT2RPM00156 



NT2RP2000157 



NT2RP2000161 



NT2RP200016S 



NT2RP2000173 



NT2RP200017S 



NT2RP2d0019S 



NT2RP2000204 



NT2RP2000234 



NT2BP100023> 



NT2RP2000231 



NT2KP2000232 



NT2RP2900233 



NT2RP200i23f 



NTZRP200CP40 



NTlRP200C25t 



NT2RF2000174 



NT2RF200CO83 



NT2RP20002St 



N-nRP200ltt» 



NT2RP20002»7 



1014 



9j29 



8.43 



3.42 



3.63 



0.99 



5.26 



5.66 



4.05 



10.17 



7.49 



61.75 



3.47 



3.9S 



5.63 



4.89 



L70 



5.06 



430 



4.96 



119 



123 



0.64 



338 



3.98 



168 



3.83 



150 



3838 



1.89 



3.13 



10.06 



10.44 



15.70 



3.82 



3.92 



158 



4.94 



8.92 



108 



150 



5.63 



165 



107 



145 



4.01 



430 



5.05 



4.76 



1.79 



175 



0.41 



337 



5.70 



6.80 



11.76 



ynRP20002fi 



NT2ltP2000310 



NT2RP2000327 



NT2RP200032t 



NT2RP2000329 



NT2RP2000333 



NT2RP2000337 



NT2RP2000346 



NT2RP20W357 



ffnRP2wa3Si 



NT2RP2000364 



NT2RP20003i9 



NT2RP2000376 



NTZRP200a3»4 



NT2KP2000af6 



NT2RP2000412 



NT2RP2000414 



NT2RP2000420 



4.88 



332 



170 



9.99 



632 



161 



1^ 



6.13 



4.83 



4.05 



3.62 



3.68 



1630 



3.97 



14.08 



7.77 



18.85 



2^ 



155 



0.99 



1.19 



158 



139 



1.91 



3.28 



1.60 



1^1 



131 



123 



4.02 



5.85 



5.46 



168 



1.70 



109 



5.1 



339 



137 



1J4 



3.16 



137 



101 



3.12 



4.21 9.78 9.83 



4.70 



!£32 



439 



4.77 



3.48 



141 



107 



1.00 



4.83 



5.08 



196 



4.48 



199 



41.68 



*2,20 



1.85 



5.26 



8.46 



1.56 



235 



4.01 



1.49 



1.92 



167 



4.00 



197 



1.66 



4.00 



136 



1.42 



1.45 



152 



4.20 



3.10 



4.79 



430 



1.94 



1.98 



5.84 



638 



188 



0.70 



439 
_1S3 



1.43 



158 



3.14 



7.18 



3.08 



634 



4.65, 



9.88 



2M 



3J5 



10.26 



4.07 



5.86 



197 



9.70 



9.79 



833 



3.67 



11.11 



5.94 



4.08 



7.70^ 



438 



5.61 



4.761 



8.08 



734 



6.05 



5.791 



637 



4.76 



5.23 



4.111 



3.28_ 



334 



3.20 



1.961 



57 6.45 



11.17 1110 



10.08 



3.80 



195 



1.63 



531 



639 



197 



9.26 



9.64 



97.90 



11172 



5.10 



5.38 



13.62 



4.62 



8.81 



118 



3.87 



151 



3.74 



5.23 



4.07 



7.82 



232 



179 



7.87 



119 



117 



1.18 



5.72 



830 



6.12 



10.36 



530 



5.95 



1.21 



6.20 



5.28 



4.24 



935 



9.13 



334 



7.93 



7.96 



5.91. 



7.471 



9.91 



631 



6.58 



8.831 



9.94 



538 



4.40 



3.72! 



4.72 



187 



106 



1911 



3.11 



197 



3.99 I 



3.81 
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7.79 


7,89 


438 


5.63 


5.99 


« 


♦ 






HEMBA3003257 


4.93 


1.49 


3.88 


3.03 


4,82 


4.08 


199 


339 


4.04 










HEMBA1003268 


0.75 


0.26 


0.6 


239 


1.18 


1.2 


0.42 


131 


0.41 










HEMBA1003273 


3.46 


151 


1.67 


5.94 


6.01 


5.04 


119 


3.45 


3.47 




4 






HEMBA1003276 


1.81 


1.29 


< 0.96 


438 


4.69 


4.83 


114 


173 


3.03 


•m 


4 


• 


4 


HEMKA1003277 


2.81 


1.68 


0.99 


139 


191 


166 


169 


174 


1.67 










HEMBA16Q3278 


1.65 


0.9 


1.96 


198 


3.92 


3.95 


237 


3.01 


117 


mm 


4 






HEMBAIMSISO 


3J2 


1.78 


3 


4.76 


33 


337 


193 


5.18 


3.6f 










HEMBA10Q32S1 


4.06 


0,91 


142 


3.46 


332 


337 


233 


4.81 


3.8? 










HEMBA10032S4 


0.48 


0^1 


038 


122 


0,82 


1.41 


1.13 


18 


1.15 










HEMBA1O(02S6 


3.88 


2.4 


173 


5.92 


3.88 


3.67 


108 


4.79 


3.77 










H£MBA10032fl 


2J8 


1.74 


0.96 


237 


3.95 


3.8 


172 


43 


5.97 


* 


4 






HEMBA2003294 


5.2 


3.14 


3.02 


8.15 


7.24 


734 


4.43 


4,64 


6.12 


mm 


4 






H1i:MllAliiB29i 


3J2 


1.49 


1.47 


1.62 


144 


1.83 


- 101 


149 


23 










HEMBA10fB304 


1J3 


0.87 


0.46 


1.14 


1.8 


1.15 


0.92 


1.05 


139 










HEMBA]t03306 


4.82 


1.91 


168 


6.16 


5.24 


6.21 


5.8 


5.67 


6.01 


m 


4 


• 


4 


HEMBAKNI3309 


0.64 


0.18 


0.96 


3.28 


3.28 


143 


1.17 


104 


1.94 


mm 


4 


• 


4 


HEMBAI003314 


30,47 


18.15 


1633 


19.29 


25.08 


19.75 


2031 


20.79 


24.11 










HEMBA1W3315 


10.03 


5 


5.86 


8.82 


6.71 


8.85 


7.02 


63 


8.18 










HEMBA1IN0322 


6.46 


181 


438 


11.92 


nj3 


7.71 


5.2 


4.77 


6.83 


m 


4 






HEMBA10033M 


4.18 


1.78 


235 


175 


235 


184 


128 


3.1 


3.12 










HEMBA1#Q3327 


1.82 


3.14 


1.29 


195 


3,45 


3.27 


129 


103 


3.08 












4.01 


4 


11 


5.29 


8.03 


6.1 


3.75 


533 


333 


m 


4 






HEMBA1O0333O 


11.21 


6.43 


6.46 


11.55 


1031 


11.11 


539 




6.86 










HEMBA10Q334S 


5.75 


437 


336 


10.47 


9.44 


931 


4.42 


5.42 


4.82 




4 






HCMKAima^ 


3.52 


239 


106 


5.95 


6.66 


6.94 


3.15 


4.91 


336 


• a 


4 






HEMBA10Q3370 


20.51 


1136 


11.02 


25.15 


23,1 


21.13 


1145 


14.72 


17.99 










Ii£MBAlM3373 


3.04 


1.4 


0.86 


3.17 


101 


332 


112 


1.4 


116 










HEMBA1003374 


11.18 


534 


7.92 


20.96 


23.88 


21.25 


10.64 


10J28 


ll.U 




4 






1l¥!MMAiaa33M 


23 


1.46 


133 


134 


1.63 


1.87 


149 


134 


146 










HEMBA10Q33S4 


U9 


0.73 


136 


3.93 


32 


3.27 


1.72 


142 


3.12 


• 


4 






HEMBA10O33S7 


\M 


035 


1.92 


1.88 


0.47 


0.99 


1.2 


a99 


1.1 










HEMBA1M3392 


8.27 


438 


535 


5,24 


7.99 


8.63 


5.42 


7.97 


633 










HEMBA10Q3395 


1.96 


1.22 


1.19 


143 


334 


3.02 


139 


5^ 


1.02 


• 


4 






HEMBA1003399 


5.58 


3.74 


333 


5.08 


437 


5.04 


3.4 


3.1 


3.^ 










HEMRA1003400 


10.74 


5J8 


63 


8.13 


8.07 


5.69 


7.43 


7.79 


7,28 










HEMBA1003402 


4.66 


107 


137 


4.25 


3.02 


177 


127 


1.71 


118 










HEMBAl<»34a3 


4.57 


4.91 


4.99 


4.14 


4.8 


3.2^ 


196 


335 


18 










HEMBA10Q34a8 


10.68 


7.13 


5.44 


7.16 


7.17 


7.67 


7.62 


9.08 












HEMBA10Q3412 


6.57 


4.94 


4.07 


6,42 


6.27 


6.69 


3.99 


6.63 


4.67 










IIEMBA]6(X3417 


4.27 


126 


3.09 


1.9 


103 


2,19 


124 


199 


176 










HEMBA100341I 


10.03 


4.9 


6.22 


10.24 


1115 


123 


3.46 


6.64 


433 










HEMBA1M3420 


1^2 


033 


0.73 


7.04 


12 


531 


1133 


1168 


10.?8 






mm 


4 


HEMBA10QM25 


1£ 


Lll 


1.09 


16? 


101 


117 


1.69 


0.88 


0J8 




4 
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HEMBA10Q2992 


9.81 


4^ 


5.48 


8.62 


8.82 


10.46 


6.24 


6.81 


768 










HEMBA10Q2995 


9.95 


5,67 


5,79 


12.67 


13.82 


15.45 


7.42 


8.68 


5A4 


• 








HEMBA10Q2997 


5.35 


3.23 


2.63 


6.04 


6.82 


4.47 


3.67 


4.27 


4.14 










ISE:MBA10Q2999 


1.41 


1.2 


" 1 


1.77 


1.86 


Z15 


1J2 


134 


L79 


• 








HEMBA1003004 


4.4 


ZQ5 


Z04 


4.44 


2J5 


3.6 


4.34 


Z86 


3.43 










HEMSAlOQBOOi 


3.81 


3.03 


1.95 


4J^ 


5.85 


4.42 


3J1 


438 


4.16 










HEMBA10Q30QS 


321 


2.19 


2.5 


3.68 


6.17 


6.62 


Zll 


3,8 


2.8 


• 








HEMBA1003(I22 


7.74 


5.2 


3.87 


9.69 


18.49 


13.68 


7.18 


7 68 


6.46 


• 








HEMBA1003Q27 


Z46 


775 


2.2 


3.48 


3.21 


5.26 


3.71 


4.99 


5.27 
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UTMRA 1083029 


16,49 


1538 


12,66 


14.01 


77 6 


13-51 


9.84 


27 76 


21 77 










HTMBAiOOSOSl 


7 




4JQ 


11.72 


14 SI 


17 SI 


5.21 


S 07 

./.7 / 


D. I 












8.54 




5 ^1 




7.UJ 


1 SI 1 


7 01 


0.0 


7 ^% 














0.7A 


r .2fA 


1ft 10 


70 77 


10 so 


/.UD 


10 07 


0 <i 

931 




+ 






mrm A 1 Mnitu 


in 


0. /O 




JO.^ 


1A 71 
16.21 


Ifi Qfl 

10.80 


7 iCi 


Q ID 

938 


4 OA 

7.94 












II.IX> 


A 


vOa 


1 Al 
l.Oi 


1 QTT 
1.7/ 


035 


A AO 
0.09 


^ AO 
2.49 


U.47 












^A 1A 


< A1 
J.43 


5.76 


/08 


8.71 


8.97 


7.73 


^ C^ 

636 


4 1A 

7.19 










mnLi tt A 1 nmAAi 




< A*J 


7 10 


11.23 


11.7 


11.68 


7.62 


*v 40 
7.38 


4 DA 

7.89 










UITEFD A liWI'lAA^ 


lU.2So 


o 
O 


7.65 


m 4i4 


1Z65 


937 


6.83 


7.13 


6,72 










lUjiIJIAlwDW? 


Q.UD 




22 


A 1C 

4.15 


C fM 

5.03 


C fil 

5.74 


4.14 


A OA 

4.89 


5.07 












■•■•UD 




7 A^ 
2.64 


5.2 


D.24 


c 

5.07 


C CJ 

_5^ 


^ 41 

731 


4 1^ 

7.12 




+ 








1.53 


A fin 


111 


7 i4A 
244 


1 A1 

3.01 


2^ 


A TC 

0.75 


4 cc 

235 


1 ^1 
1.61 














3. O 




O.U4 


435 


5-67 


AO 

242 


1 ^1 
3.41 


4 Ta 

2.73 


m 








im^^AtlMWiWl 


A 90 


2 


7 AA 
2.40 


1 AO 

3.uy 


1 1A 

330 


1 oc 
3.95 


275 


A 1C 

4.15 


4 i<A 

2.46 










mnkTRAiMnim 

lUJVlJlA lUIUV/A 


< 


1 KA 

3.D4 


4 AO 


731 


IJ5A 


7.21 


il A^ 

4.62 


4 4 

33 


4 40 
3u8 


^% 


+ 






HEMBA10Q9476 


17,78 


7.65 


8.23 


1431 


15.74 


15J9 


9.87 


1Z41 


9.92 










lUJIlllAjIWvTV 


^ CO 


1.45 


4 OA 

1.89 


1.93 


Z25 


1.91 


1.66 


Z15 


137 










mntraAiMnAfM 




lOl 




3 


4.23 


3.44 


266 


t 40 
238 


1 10 
Z18 










JHUiJWilAIWJvTy 


i.yi 


l.o5 


1.65 


248 


4 AC 

275 


A 4C 

435 


242 


9 4A 

3,49 


^ Il 
4.71 














3.64 


3.64 


it C4 

433 


1A 

10.29 


635 


333 


5.25 


331 










TTCnLTB A 1 AMMA 
llBiMJAlWJBgO 


4.22 


1.33 


209 


5.79 


636 


7.76 


^ A^ 

ZS^6 


4 01 
3.81 


3.22 




+ 








4.24 




3.28 


3.62 


338 


4 


26 


Z81 


Z75 










BEMBA1009094 


7.91 


4.48 


3.84 


639 




6J7 


3.63 


7.81 


6.29 














1.26 


1.42 


4.86 


4.02 


4.86 


6.22 


5.89 


7.19 




+ 




+ 






7.2Z 


^ DA 


14.21 


0 AO 

8.08 


14.42 


737 


A 0^ 

4.87 


3,41 










n ^JVI H AJWUlvI 


3.86 


1.83 


Z21 


3.42 


3.01 


Z84 


5.05 


3.05 


3-57 










Jn rJil pAJ V03JV9 


4J 


281 


TO 

2.78 


il 'IC 

4.25 


4.4 


4.14 


332 


3.04 












rl£MllAJWulJ4 


4.72 


1.49 


Z76 


A OC 

4.85 


5J7 


3.83 


Z72 


3.02 


Z47 










1R*&#n A 1 AAn 1 1 T 


334 


1.32 


^ Oil 

1.84 


1 Ail 

1.94 


3.48 


3.4 


1.15 


2.8 


1,47 










mnutt A 9A 


0.2& 


3.04 


A A^ 

4.46 


833 


11.03 


n 0^ 

9.87 


'I 1A 

Z19 


il 

432 


4,23 










UF%#B A 1 Aflrif ^tt 


*Y tm 






437 


4.93 


4.76 




^ AC 

Z95 


4^ 










UVMB A IMni^t 


^ YA 

3.75 


2.75 




A 1< 

4.15 


il Ait 
4.94 


4 ^ii 




4 04 


3,17 










inrmn A iiwii lA 

ItKJnllAJIWUUw 




5.38 


5.56 


A 1 A 

4.76 


C 

5.69 


'\ cc 

335 


il D^ 

4J»4 


A l\A. 

6.06 


C 1^ 

5.16 










tipxn A t Mm A9 


3.o3 


2Ji 


^ c^ 

207 


5.7 


6.12 


5.75 


4.06 


il C4 

432 


4.11 




+ 






m*lLnt A tAAlVlAft 


9 ^A 

3.76 


1.84 


1.85 


637 


635 


7.13 


3.78 


3.2 


4 A^ 

3,41 




+ 






mnLfRAiMnm 


3.1X> 


1 'Vi 

1.21 


0 AA 

2.U6 


1 

337 


1 n 

3.12 


3.47 


1.14 


2.71 


1 DO 

1.88 










Yn*%A A 1 Aftti C9 
llf IWIi^l IWt f 1 u 




1 1*7 

1.1 / 


1 7A 


137 


1 711 
1. /8 


3.11 


1.18 


1 1Q 

137 


A OA 

0.96 










m*lAB A 1 AAll n 


5.21 


1 AA 


33a 


3.87 


23 


3.42 


036 


1.01 


n C4 












16.26 


1Z43 


11.19 


3X39 


35.71 


31.69 


16.79 


24J1 


19.76 










HEMBAlOaaiTl 


Z89 


0.72 


057 


Ul 


1.88 


0.92 


1J8 


1.84 


136 










HEMBA100317S 


Z6 




1.44 


3.64 


3.88 


437 


1.98 


Z4 


Z06 




+ 






HEMBAlOOSlTf 


4.43 


2.72 




3.15 


Z78 


4.29 


3.01 


4.28 


3.14 










REMBA10Q31M 


8J3 


6.45 


5SZ 


11.84 


15.62 


13.23 


6.12 


9.01 


736 


OO 








HEMBAKNmM 


5.41 


2^ 


3.15 


4.6 


6.06 


5i)l 


3.65 


4.6 


338 










HEMBA10031J7 


1-16 


0.72 


059 


1.88 


Z27 


1.84 


1-37 


138 


069 


m% 








HEMBAiaesm 




032 


0.97 


35 


3.83 


3.59 


1.11 


Z24 


133 


mm 
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1 "fO 


1.1 


197 


1.95 


253 


1.67 


1.27 


1.06 










HSMBAlOflZTla 


16.72 


11. oi 


9 Jl 


17.97 


1198 


15.17 


10.44 


10.19 


11.13 










HEMBAlOOZTZa 


9.67 


3.54 


5.97 


10.6 


1196 


1553 


7.76 


5.08 


95 


• 


+ 






HEAffiA16Q2730 


7.86 


252 


3:4 


556 


7.91 


6.74 


678 


4.96 


757 










HEMBAl 002734 


7.73 


4.31 


3.55 


7.93 


6.46 


7.46 


5.62 


6.29 


6.83 










HEMBA1002742 


3.65 


1.6 


101 


164 


174 


16 


1.48 


129 


1.92 










HEMBA1002744 


6.82 


4.06 


4.19 


4.98 


4.66 


5.4 


178 


42 


353 










HEMBA1002748 


4.16 


2.16 


3J2 


253 


4.45 


4.03 


142 


18 


3.88 










HEMBA1002750 


6.45 


3.44 


3.09 


558 


6.22 


7.28 


3.44 


124 


3.97 










HEMBA1002755 


6.83 


3J 


3.88 


9.75 


9.18 


10.07 


4.45 


5.29 


5.42 




4 






HEMBA1M2759 


2.47 


0.92 


155 


452 


3.79 


4.12 


256 


2.66 


165 










HEMBA1002763 


17.79 


8.69 


9.49 


11.93 


10.68 


1189 


9.46 


10.98 


1151 










HEMBA1002767 


4.86 


3.64 


4.15 


4.69 


4.37 


5.27 


4.84 


4.88 


6.63 










HEMBA1002768 


7.65 


3.89 


438 


7.6 


756 


7.85 


651 


6.75 


7.16 










HEMBA10027«9 


6J5 


2.6 


4.29 


45 


5.76 


5.49 


4.08 


5.08 


457 










HEMBA10Q2770 


10^ 


6,74 


8.19 


11.22 


11.06 


13.4 


7.03 


656 


8,42 










HEMBAlOOrm 


9.75 


4.7 


\ 5.71 


8.59 


8.79 


9.46 


6.38 


45 


7.48 










H£MBA10Q2779 


19.22 


10.66 


6.22 


15.16 


13.63 


10.21 


1057 


10.01 


1051 










HEMBAli027SO 


5.7 


Z86 


3 


6.99 


7.8 


955 


4.79 


4.73 


6.4 


• 








HEMBA10Q2790 


4.99 


2J3 


3.07 


6.37 


8.93 


7.96 


4.08 


3.78 


4.9 


• 








HEMBA10027M 


8.37 


5.67 


458 


5.78 


6.13 


8.44 


6.79 


65 


6.15 










HEMBA10Q27M 


1.26 


0.86 


1.65 


172 


13 


1.86 


0.87 


164 


0.77 


« 








HEMBA10Q2I01 


1.99 


0.93 


1.36 


4.21 


3.6 


1.85 


171 


129 


3.22 






« 


+ 


H£MBA10028ie 


9.65 


4.37 


5.68 


13.26 


1111 


9.75 


5.27 


6.41 


6J8 










HEMBA1002f» 


9.84 


152 


4.72 


951 


658 


9.2 


5.89 


554 


556 










HEMBA100281S 


13.95 


7.65 


7.85 


1257 


11.48 


115 


.11.94 


&46 


1057 










HEMBAlOOZfllf 


8.63 


4.01 


5.8 


1108 


16.06 


13.75 


758 


6.93 


7.73 


» 


+ 






HEMRAlOaZSU 


2.06 


0.77 


0.96 


1 


0.94 


1.69 


15 


113 


0.88 










HEMBA10Q2S33 


9.88 


437 


5.73 


7.08 


7.89 


755 


7.95 


857 


7.16 










HEMBA1002S50 


0.76 


03 


1.24 


1.8 


157 


1.81 


0,67 


112 


1.24 


• 


+ 






H£MBA1002$U 


2.92 


124 


355 


9.63 


8^86 


7,72 


5.29 


8.^ 


759 


mm 


+ 


« 


+ 


HEMBA1002tt3 


3.16 


179 


5.23 


4.86 


.555 


551 


3.6 


556 


5.95 










HEMBA10a2SC7 


3.74 


1.09 


1.41 


1.95 


142 


124 


151 


1.85 


1.96 










HEMBA1002S76 


10.81 


3.46 


4.85 


5.22 


551 


6,47 


5.11 


4.45 


557 










HEMBAI002Stt 


1.73 


1.14 


1.2 


1.8 


3.11 


184 


1.24 


152 


a93 


m 








HEMBA1002m 


3.56 


2.89 


126 


4.16 


5.6 


656 


4.43 


4.26 


5J8 










HEMBA1002913 


6.83 


3.41 


4,1 


6,13 


456 


554 


4.6 


4.46 


4.22 














1.35 


3.42 


4.01 


3.76 


3.47 


1«2 


3.68 


1,76 










HEMOUlOOZtM 


3.44 


1.46 


103 


3.99 


179 


5.07 


4.7 


2J^ 


166 










H£MBA1002f34 


19.41 


10J6 


13.01 


28.28 


26.9 


31.77 


;3.81 


10.62 


1757 


mm 








H£MBA10Q2f35 


5.64 


251 


3.1 


9.39 


9.17 


8.78 


4.05 


45 


6.44 


mm 








HEMBA10Q2937 


2.94 


0.97 


156 


5.32 


3.72 


35 


4.25 


3.23 


5.41 






• 




HEMBA1002m 


5.23 


2.26 


1.27 


6.12 


6.22 


7.2 


356 


5.43 


4.03 


m 








HEMBA1M2M 


2J9 


1.05 


0.97 


145 


194 


1.^ 


1.H7 


1.66 


1.79 








HEMBA1002951 


4.82 


2.48 


182 


6.08 


7.02 


6.04 


4.67 


6.63 


55 


m 


+ 






HEMBA1002954 


3.07 


1.62 


1.21 


5.05 


353 


174 




3.21 


177 








HEMBA1002H2 


4.7 


4.71 


106 


11.63 


854 


7.28 


197 


452 


4.25 


• 


+ 






HEMBA10029M 


7.62 


3.18 


4.17 


11.44 


851 


9.98 


452 


458 


552 


m 


+ 






HEMBA10Q2970 


3.55 


2.24 


105 


3.8 


4.05 


191 


1.8 


354 


144 


m 








Hi:MBA1002971 


2.55 


2.17 


1.09 


111 


18 


12 


1.84 


1.44 


255 










HEMBA1002973 


4.7 


U7 


141 


7.46 


753 


5.02 


4.19 


3.07 


354 


« 


+ 






HEMBAIOa2t7l 


4.6 


12 


196 


5.07 


6.26 


5.9 


187 


3.98 


1.74 


• 


4 






HEMBAlOQZm 


10.14 


3.92 


5.05 


6.62 


5.73 


6.85 


4.75 


357 


4.22 










H£MBA10029t5 


5.65 


3.15 


163 


4.75 


6J6 


6.46 


4.22 


6.1 


4.66 










HEMBA1002M 


8.06 


6.02 


4.91 


10.22 


1655 


1553 


1126 


16.22 


1117 




+ 


• 




HEMBA1M29S8 


1.58 


0.97 


1.43 


5.23 




7.21 


-3.78 


. m 


3,2 


mm 


+ 


mm 
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HEMBA1002486 


^ 8.76 


658 


4.66 


852 


8.8 


10.2 


5.18 


4.82 


7 










HEMBA10Q2490 


4.65 


Z87 


1.43 


3.68 


257 


3,08 


3.01 


1.75 


3.98 










HrafBA10Q249S 


3.72 


Z75 


1.63 


4.11 


3.81 


4.48 


224 


356 


3.9 










HEMBAlaQ249S 


Z75 


1.45 


1.13 


1.68 


1.82 


1.19 


223 


1.05 


1.96 










HEMBA100Z501 


4.03 


2.44 


2.73 


279 


3.44 


4,73 


27 


256 


4.15 










HEMBA10Q2503 


5.04 


161 


284 


6.45 


4.88 


5.28 


3.23 


3.79 


3.13 










HEMBA10Q25O4 


8.07 


4.4 


4.13 


10.71 


1052 


10.08 


4.47 


658 


5.92 


• 








HEMBA10(I29Q8 


5.99 


4.98 


458 


8.82 


14.4 


16.34 


4.8 


6.77 


553 


• 


+ 






HEMBA10025U 


8.6 


4J8 


452 


7.08 


4.68 


6.71 


4.93 


3.86 


451 










HEMBAl 002515 


433 


1.73 


207 


3.29 


216 


3.66 


265 


1.63 


358 










HEMBA10Q2524 


9J5 


6 


4.75 


8.16 


6.47 


751 


5.77 


5.05 


667 










HEMBA10Q2538 


458 


205 


1.84 


298 


3.05 


453 


216 


292 


268 










HEMBA1002542 


8.07 


5.4 


5.41 


9.41 


8.04 


9.27 


4.65 


5.75 


5.16 










HEMBA10Q2544 


3.1 


1,76 


1.69 


4.47 


3.6 


3.68 


218 


217 


261 


♦ 


+ 






H£MBA10a2544 


50J2 


34.29 


29.94 


5651 


60.33 


61.14 


3554 


44.64 


38.68 


• 








HEMBA10QZ547 


Z2 


1.72 


207 


1.6 


3.25 


28 


297 


454 


232 










HEMBA1002S5» 


7.14 


5.4 


' 3.96 


454 


458 


4.87 


651 


458 


5.24 










HEMBA1002S51 


5.47 


209 


227 


5.04 


459 


3.41 


4.06 


3.2 


3.87 










HE^^iBA10Q2552 


12.19 


3.86 


654 


10.16 


9.24 


10.66 


65 


6.73 


678 










HEMBA10Q2555 


1.98 


0.86 


1 


1.95 


249 


276 


225 


1.97 


282 










HEMBAlOOZSSt 


7.34 


3.99 


4.45 


10.47 


9.14 


11.18 


5.75 


4.9 


5.48 


• 


+ 






HEMBA1002561 


1.53 


223 


1.45 


3.76 


4.16 


3.85 


254 


29 


242 




+ 






HEMBA10Q25O 


258 


1.09 


1.24 


155 


158 


1.46 


1.13 


1t3? 


1.77 










HEMBA10825tt 


434 


205 


1.84 


265 


3.18 


3.63 


201 


3.91 


277 










HEMBA10Q2Se 


iai2 


296 


3.15 


6.04 


6.91 


7S 


666 


5.49 


5.73 










HEMBA10Q2570 


17.18 


f59 


8.43 


7.74 


7.84 


652 


- 4.15 


4.68 


4.47 










HEMBA10QZ574 


9.13 


5.2 


4.08 


4.71 


4.69 


3.46 


6,41 


454 


4M 










HEMSA10025S3 


Z63 


1.94 


1.44 


455 


4.76 


4.81 


4.07 


4.23 


4.71 


mm 








HEMBA1002SB7 


9.65 


5,73 


4.29 


558 


5.09 


6.69 




455 


5.87 










HEMBA1002590 


5 


282 


3.17 


55 


7.12 


7.9 


3.16 


4.25 


3.45 


m 


+ 






HEMBA1002S92 


7.22 


3.8 


5.73 


9.2 


7J7 


11.07 


4.7 


652 


558 










HEMBA10Q2595 


6.26 


272 


4.83 


278 


4.06 


4.2 


3.48 


5.01 


473 










HEMBA100260f 


455 


4.09 


217 


4.02 


4.01 


451 


3.53 


3.64 


3.18 










HEMBA1002617 


3.95 


27 


1.65 


11.81 


11.46 


1156 


4.49 


286 


3.96 


mm 








HEMRA10Q2619 


656 


3.72 


3.15 


6.01 


4.48 


4.66 


455 


5.76 


4.4 










HEMBA10Q2621 


153 


205 


058 


1.87 


225 


1.68 


1.25 


213 


1.22 










HEMBA100U24 


10.87 


5.76 


5^ 


10? 


7.15 


9.93 


6.61 


9.08 


853 










HEMBA10O2C28 


Z46 


1.89 


156 


8.26 


8.9 


855 




6.76 


7.64 


mm 


+ 




+ 


H£MBAa0Q2«29 


292 


159 


1.72 


235 


1.78 


3.13 


215 


222 


255 










HEMBA10Q2O2 


3.01 


3.25 


245 


355 


456 


556 


228 


352 


222 










HEMBA1002645 


5.23 


3.12 


35 


9.71 


9.85 


8.47 


4.08 


456 


3.84 


mm 










274 


35 


3.7 


3.63 


3.14 


3.96 


355 


3.43 


3.18 










HEMBA10Q2fip 


iao9 


455 


28 


3.94 


7.21 


6.45 


4.43 
















10 


451 


453 


9.97 


11.66 


SS7 


605 


653 


5.41 










HEMBAIOOMI 


4.42 


254 


1.79 


6.87 


754 


8.27 


4.97 


3.82 


3.85 










HEMBA10Q2M 


357 


1.93 


1.85 


266 


268 


3^ 


259 


271 


216 










IIEMBA1002tf7 




219 


212 


5.95 


5.18 


5,02 


0.91 


3 


22 


mm 












lO.QZ 


IJJSO 




24.70 


_ 24.88 


Ifl OA 














HEMBA10Q2i78 


6J2 


452 


239 


8.83 


7 


9.06 


SJZf 


5.81 


558 


m 








HEMBAJ0Q2C79 


6.14 


298 


23 


7.06 


5.91 


5.92 


4.9 


4.03 












HEMBAlOaZOS 


Z43 


1.85 


1.49 


1.28 


214 


1.93 


0.91 


1.94 


1.12 












5.94 


32 


268 


4.46 


5.16 


4.1 


3.48 


358 


3.2^ 










HEMBAlOOrm 


14.^ 


8 


9.65 


1158 


14.48 


1225 


7.74 


9J3 


1055 










REMBA1002706 


14.74 


6.11 


9.63 


1159 


1351 


13.79 


616 


6.12 


647 










REMBA10Q27U 


557 


3.2^ 


3.91 


7.46 


9.02 


7.13 


262 


3.73 


3.7 


m 








HIMBAIOOniS 


7J6 


4.Qf 


6l71 


7J3 


9.71 


10.17 


458 


6.^ 


5.4^ 
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HEMBAlta22e 


19J3 


13.63 


11.06 


41.08 


43.27 


3939 


2Z08 


18 


1952 


mm 


+ 






H£MBA1«Q22<5 


5.77 


Z24 


Z87 


4.81 


4.22 


434 


5J2A 


3.12 


3.12 










H£MBA10Q22<7 


6.66 


4.16 




93 


9.47 


103 


6.16 


5.48 


5.21 


mm 


+ 






H£MBAiOa2279 


6M 


334 


-338 


7.78 


8.9^ 


7.9 


3.76 


4.01 


4,91 


• 


+ 






HEMBAlOQZm 


Z71 


Z63 


1.38 


Z66 


4.03 


3.95 


Z71 


.3,S4 


38? 










IIEMBA1M2290 


729 


3.76 


4.66 


10.41 


1332 


10.04 


5.97 


737 


802 


• 


+ 






HEMBAJM2302 


11.09 


4,74 


4.9 


14-47 


14.16 


34.79 


534 


6.14 


6.47 


• 








HEMBA1902304 


Z15 


1.99 


3.2 


4.13 


237 


4.4 


1.76 


142 


131 










HEMBA1002307 


2X152 


10.07 


9.13 


9.76 


9.15 


8.21 


13Z8 


14Z4 


17.09 










HEMBA100231i 


21.96 


1733 


15.62 


14.66 


14.2 


13.67 


1434 


18.03 


17.67 










H£MRA10fl2319 


3.87 


Z44 


2.95 


Z86 


3.71 


431 


3 


3.92 


3.09 










HEMBA1002320 


Z67 


1.82 


1.12 


4.11 


5.01 


6.24 


3.84 


4.14 


3.6 


• 


+ 


• 




]IEMBA1I»2321 


1.46 


238 


0.87 


3.05 


1.97 


Z21 


1.05 


1.18 


179 










HEMBA100232S 


4.66 


1.71 


1.99 


5.92 


531 


4.89 


3 


3.99 


Z69 










HEMBA10QZ333 


4.92 


1.14 


Z37 


237 


3.45 


Z77 


Z04 


3.2 


1.93 










HEMBA10a2337 


S3S 


3.22 


4.87 


9.22 


123 


11.34 


4,19 


5.44 


4.11 


mm 








HEMBA1002339 


23.81 


10.43 


i 6.17 


11.11 


15.1 


14,91 


11.67 


1Z27 


1Z43 










HEMBA1002341 


7.39 


3.74 


4,25 


435 


4.12 


3.82 


6.09 


5.66 


5.69 










HEMBAICMZ34I 


2.07 


1.83 


0.9 


1.44 


1.88 


Z08 


1.92 


Z6 


134 










HEMBAlOOZMf 




1.42 


0.34 


13? 


13 


1.96 


1.46 


Z19 


138 










HEMBA1002353 


1.79 


1^ 


Z28 


164 


3.11 


3.43 


Zll 


134 


136 


m 


+ 






HEMBAIOOZSM 


13.39 


6.02 


7.85 


8.42 


10.26 


11 


4.88 


6l24 


6.12 










HEMBA10aZ357 


136.4 


89.6 


109 


14Z6 


135.4 


15Z8 


57.09 


66.8 


7538 






« 




HEMBA100Z340 


6J4 


3.66 


5.93 


10.16 


10.44 


1031 


8.07 


9.62 


8.15 


mm 




• 




HEMBAIMQM 


9.0S 


6.26 


4.11 




532 


7.47 


3,78 


3,67 


4.84 










HEMBA10Q2345 


233 


1.04 


1.69 


Z69 


1.93 


1.79 


. 033 


1.83 


Zll 










HEMEA10K370 


Z04 


0.84 


0.68 


5.63 


6.49 


6.21 


1.4 


3.02 


Z46 


mm 








HEMBA1(NI2374 


&05 


4.75 


3.85 


6.96 


7.96 


435 


6,91 


5.19 


737 










HEMBA1M237< 


22.58 


10.7 


1L64 


20.42 


2Z01 


21.09 


9.22 


9.95 


1Z27 










HEMBA10aZ377 


2Z23 


20.26 


24.74 


17.13 


1636 


16.97 


1Z65 


5.84 


133 


m 








IIEMBA10«238i 


1033 


4.73 


6.12 


253 


20.75 


23.1 


1039 


113 


ia43 


mm 


4 






HEMBA100Z381 


6.11 


3.6 


4.83 


7.07 


^7 


10.4 


3.87 


434 


433 


• 








HEMBA1M2384 


153 


10.84 


6.42 


29.27 


32.78 


29.1 


838 


933 


;10.47 










HEMBA10QZ5S9 


4.27 


1.82 


1.04 


334 


2.49 


Z48 


1.75 


Z27 












HEMBA10023H 


531 


1.45 


Z21 


3.61 


3.86 


4.27 


437 


4.75 


6.22 










HEMBA10024tt 


4^ 


1.75 


1,81 


234 


Z69 


3.67 


3.46 


238 


3.41 










HEMBA10Q2417 


10.95 


4.91 


5.09 


7Z2 


6.91 


7.47 


6.16 


5.78 


7.28 










H£MBA10a2419 


5.08 


Z09 


13 


5.6 


4.81 


5.12 


3.66 


3.43 


331 










HEMBA10Q2420 


9.17 


4.99 


7.48 


15.98 


15.18 


16.1 


7.55 


73 


9.4 










H£MBAliQ2421 


335 


Z15 


239 


6.22 


6.03 


5J6 


6.83 


6.92 


&74 










HEMEA10Q2423 


134 


0.63 


0.83 


Z44 


3.48 


3.88 


1.7 


232 


Z63 


• 




• 




HEMBA10n424 


8.4 


237 


3.82 


4.43 


5.04 


5.22 


3.68 


Z96 


3.47 










H£MBA10«Z436 


6.49 


3.96 


3.42 


4.7 


3.88 


6.41 


6.1 


4.1 


4.43 










HEMBAIOOMSO 


2J26 


032 


037 


1.48 


0.95 


ZOl 


1,47 


Z19 


134 










HEMBA1002439 


5M 


Z46 


3.67 


5.4 


4,16 


433 


3.95 


438 


3.74 










HEMBA1002441 


9.17 


5.14 


6.07 


3435 


24.41 


25.8 


23.81 


163 


21.^6 




+ 


mm 


+ 


HEMBA1M2454 


5.79 


Z67 


3.42 


5.87 


3.7 


3.81 


3.97 


3.14 


3.78 










HEMBAieQ245t 


25.18 


17.65 


26.81 


56.49 


54.86 


61.69 


25.04 


3139 


38.07 










HEMBAIMMO 


13.9 


73 


5.63 


4.27 


43 


4.21 


3.8 


3.84 


3.88 










HEMBAlMKMil 


5.97 


3.49 


Z63 


4.68 


5.48 


5.1 


5.76 


6.26 


5.62 










HEMBA10Q2465 




035 


0.87 


L94 


1.91 


2 


2 


1.62 


134 


• 








HEMlU10l24i» 


10*61 


534 


6.1 


9.43 


9Z9 


935 


6.49 


637 


7.65 










I1EMBA10I2475 1 




1.25 


1.2 


Z62 


1.19 


1.93 


1.75 


235 


1.4 










HEMBA1M2477 


4.33 


Z21 


334 


6^ 


6.45 


9.03 




5.33 


4.08 


• 


+ 






HEMBA10Q2480 


1Z76 


7.21 


8.4 


13.9 


9.22 


9.97 


6.6 


931 


9.9 










REMBAlM24n 


4.17 


L44 


337 


5.7 


5,97 


7.71 


3.35 


4.98 


3.12 


• 
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HEMBA10Q2084 


1.07 


03 


0.79 


1.77 


1.77 


717 


1 k 

l.O 


1.72 


1.8 


mm 










15^3 


103 


9.09 


3.93 


5.17 


5 Sa 


d 77 


4 66 


4.^ 


• 








HPMRA1002O92 


636 


2.95 


3.86 


3 82 


3.84 


107 


3 77 


3.66 


5.02 












2.76 




J .OA 


7 4 


7 74 

fa. Alt 


7 5*^ 


7 57 


173 


1 55 












32J 




18.67 




28.16 


75 55 

AJ.^J 




13.17 


17,71 










TIFMRA 1 0021 01 


14-55 




R67 


A7.70 




71 ^51 


20.63 


10.83 


13,44 












J. /o 


? A^ 


^•Ol 


in 7i( 


Q 7S 


in 7^ 

lU. /D 


5 51 


7 01 

/ .71 












nnLin A iaa91 AC 








i( 17 






3 K7 


^ 51 


5 no 










tnT'&^V A 1 flA^tfVT 


1 1 AC 


^ 11 


7C 


O.OO 


fi C7 




17 57 


1166 


173 










uiriLfnA iM^m 




17.1. / 






••J .J J 


fil 


7R 7Q 


21.95 


3431 


• 








Udk^lfe A lAMIlQ 

HILMIIAI WUl ly 


Til 


n 17 

/ 




7 TO 


^ 1^ 


7 5A 


7 nil 


7 517 


1 70 










HEMBA1002125 




^ A 

Z.4 




5.45 


V.Z5 


^ iA 




O.J<f 


A 77 
O. 










H£MbA10Q2141 




*> 


3.14 


4.14 


4.UD 








1 711 










HEMBA10Q2153 


6.81 


5J25 


232 


636 


5.83 


736 


4.72 


73 


il A(t 

4.48 










HEMBA10(I2139 


1.09 


0,26 


A 

036 


1J2 


0.84 


133 


A 

0.99 


4 A4 

143 


A 

036 










HEMBA] 002141 


1JZ9 


0.49 


1^ 


238 


1.03 


1.99 


A C 

03 


1 A4 

1.42 


1 4A 

134 










HEMBAl 002144 


5.69 


3.1 


! 106 


*V ^lA 


6.78 


8.63 


239 


4 il4 

3.43 


533 










HEMBA10Q2147 


2138 


10.63 


10.33 


16.26 


8.66 


14.72 


7.7 


A O 

9.8 


1 A AA 

14,04 










HEMBA10Q2150 


19-W 


1 A AC 

lOi'5 


13.29 


13.45 


1A A^ 

10.91 


11.19 


1C A A 

15.49 


1633 


14 AA 

17.44 










HEMBA10Q2151 




432 


3.73 


...5.;5 


5.43 


4.75 


ilk ^< 


A 9C 

4.35 


4,86 










jIEMBA10u2153 




A 

0,67 


A £C 


2.43 


233 


1.7V 


1.41 


1 AO 

1.4V 


1 4A 

1.24 










HEMBAi002156 


6.64 


2.07 


2_79 


^ JA 

3.49 


2,76 


>t A^ 

4.v2 


il 4A 

4.24 


/4 40 

4.2V 


3.26 










HEMBA100Z160 


9.96 


4.66 


A 

4^ 


1 1 A9 

11,03 


117o 


1 1 CA 

1134 


5.12 


A QA 

4.86 


0.62 




+ 






HEMBA1002161 


5.93 


1 OA 

Z84 


3.76 


736 


5.8 


T i!A 

734 


332 


A 14 

4.13 


4 4C 










H£MBA1002162 


7.92 


334 


4.29 


A *W 

9.23 


12.27 


A CO 

VJ9 


0.96 


4.6o 


iC A4 

6.43 










HEMBA10Q2143 


1632 


O A 

8.9 


8w29 


9A 

30.66 


23.8 




44 A^ 

. 23.47 
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1.65 


1.46 


0.73 


Z67 


331 


237 


0.77 


1.88 


Z03 


• 


+ 






HEMBA1091446 


9.08 


Z53 


3.23 


6.88 


6.71 


6.42 


5.95 


6.22 


604 










HEMBA1001450 


7.08 


5,32 


4.43 


8.06 


5.46 


8.96 


5.99 


5,4 


5.68 










HEMBA1M1454 


10.16 


4.17 


5.03 


16,08 


14.78 


15.21 


9.95 


9.22 


10.42 




+ 






HEMBA10014S5 


1.25 


1.28 


0.63 


233 


Z23 


1.74 


233 


234 


ZOl 


• 


+ 






HEMBA1001459 


335 


1.42 


1.26 


1.85 


Z02 


1.94 


1.14 


1.39 


Z31 










HEMBA1001461 


8.81 


3.16 


4.05 


10.82 


10.26 


6.95 


6 


5.33 


4.95 










HEMBA1001462 


Z66 


2,42 


« Z15 


Zl 


1.78 


Z07 


134 


133 


Z31 










HEMBA10014O 


7.17 


Z73 


3.52 


7.24 


7.08 


8.95 


433 


5.14 


439 










HEMBA1001469 


7.79 


8.03 


Z81 


8.15 


8.71 


7.67 


5.88 


42 


647 










HEMBA1001473 


2.06 


0.9 


031 


1.64 


139 


13 


134 


1.11 


132 










HEMBA10Q1477 


1,25 


0.8 


0.62 


0.91 


1.28 


0.76 


134 


238 


1.44 










HEMBA1M147S 


2.09 


0.93 


134 


u 


1.78 


0.98 


1.62 


Z3 


139 










H£MBA10014tO 


1Z07 


6.47 


7.53 


8-82 


7.12 


9.89 


6 


6.87 


533 










HEMBA10014S3 


4.46 


3.27 


235 


Z86 


334 


4.48 


1.86 


Z27 


1.82 










IIEMBA10014M 


1.81 


1.4 


1,03 


1.82 


1.46 


132 


1.48 


Z37 


132 










irEMBA1001495 


36J2 


21.61 


21.87 


15.42 


21.1 


17.04 


•16.21 


19.62 


20.73 












7.26 


3.96 


4.28 


11.8 


9.61 


9.85 


5,21 


4.28 


5.2 




4- 






HEMBA1001510 


13.72 


5,93 


6-56 


13.7 


15.62 


1238 


10.78 


9.6 


938 










HEMBA1001515 


7jS 


2 


0.87 


Z75 


3.2 


2.93 


235 


3.19 


232 










HEMBA1001517 


1.89 


1.95 


1.22 


Z95 


233 


Z76 


1.72 


1.66 


Z42 


m 








HEMBA1001S22 


3.61 


1 7 


1.12 


1.99 


Z84 


1.73 


1.04 


1.87 


13 










HEMBAIOOISU 


5.16 


Z43 


3.68 


6.63 


' 4.1 


5.88 


335 


3.16 


3.42 










HEMBA1061S33 


8.95 


4.93 


4.41 


7.97 


8.75 


10.67 


439 


5.06 


4.92 










HEMBA10I1547 


35.19 


25.44 


2Z4 


15.45 


14.19 


13.27 


6l7 


4.99 


4.47 


m 








HEMBA1001552 


8.07 


624 


3.86 


9.62 


10,94 


7.97 


8.18 


5.74 


5.97 










HEMBA1001553 


16.17 


10.48 


11.7 


14.97 


19.64 


15.26 


1938 


22.7 


26.62 






■ 




HEMBA1001557 


8.77 


5.74 


435 


8.02 


8.99 


7.7 


733 


539 


1039 










HEMBA1001i43 


3.9 


1.92 


1.89 


5.08 


3.9 


4.71 


233 


3.96 


Z78 










HEMBA1001566 


3.98 


Z49 


Z79 


5.22 


9.83 


5.76 


339 


431 


4.01 










H£MBAli015C9 


8.8 


436 


5.19 


13.14 


14.49 


14.76 


6.66 


7.84 


1038 


mm 








HEMBA1001579 


10.01 


5.49 


7.22 


16.18 


15.76 


21.41 


6.88 


8.18 


7.08 


m 








HEMBA1001579 


14.95 


9.44 


8,88 


11.45 


10.82 


113 


6.85 


6.64 


9.61 










HEM]IA10015tl 


6.6 


Z62 


Z74 


9.6S 


835 


734 


4.2 


4.87 


7.29 


m 








HEMBA19015S2 


1J9 


1.89 


0.99 


1.46 


132 


1.21 


1.87 


1.43 


1.14 










HEMBA10015I5 


3.5 


1.76 


Z06 


4.04 


4.61 


434 


Z06 


232 


Z78 


m 


+ 








5,07 


3.16 


Z15 


3.41 


3,1 


3.21 


3.05 


Z93 


3,94 










HEMBA100l5fS 


13.49 


43 


6.8 


10.71 


ia28 


9,89 


6.83 




8.67 










H£MBA1001<t4 


5.72 


Z28 


3.75 


6.52 


7.03 


534 


Z89 


3.22 


338 










HEMBAlMim 


8.03 


3.96 


3.18 


8.15 


6.4 


9.15 


23 


4.25 


3.65 










HEMBA100161S 


46^ 


3Z92 


2Z49 


33.05 


3432 


33.44 


1263 


104.9 


149.7 










HEMBAlOtlGO 




832 


7.64 


17.62 


16.71 


15.28 


9.29 


10.91 


11.09 


m 








HEMBA1001621 


9.93 


5.63 


3.68 


735 


6.93 


639 


5 


437 


6.21 










HEMBA1001O5 


5.73 


3.82 


Z42 


4.14 


4.05 


5.67 


Z93 


3.94 


3.69 










HEMEAIOOIM 


4J9 


1.44 


3.08 


3.97 


3,02 


338 


3.71 


3.49 


435 










HEMBAIMIM) 


3.49 


0,97 


1.46 


337 


Z02 


3.07 


Z4 


3.06 


ZQ5 










HEMBA^liO^^ 


-^4 




4.47 


3a 


5.S9 




Z28 


4.03 
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REMBAlOOmi 


Z19 


1.18 


0.78 


238 


236 


233 


14 


3.63 


131 










HEMlAllNimS 


L21 


L77 


1.22 


Z62 


Z13 


137 


0.82 


1.74 


?.82 










HEMBA1001226 


13^ 


10.49 


8.9 


1836 


20 


19.62 


7.7 


10.44 


7.45 




* 






HEMBA1001228 


13.05 


5.12 


4.29 


935 


8.22 


7.69 


6.04 


7.48 


7.86 










HEMBA1001229 


1Z71 


938 


6.69 


835 


7.48 


738 


103 


8J1 


1142 










HEMBAIINIIBS 


4.86 


4.97 


4.74 


7.89 


8.06 


6.71 


5.12 


7M 


1133 




* 






HEMBA1M123S 


5.14 


3J4 


3.32 


7.04 


6.92 


837 


3.98 


435 


535 


• 


+ 






HEMBA1001242 


9.9 


936 


833 


13.88 


6.68 


1336 


5,82 


6.16 


5.11 






mm 




HEMBAieomT 


4.46 


1.61 


1.9 


337 


3.49 


3.72 


3,W 


3.48 


3.42 










HEMBA1001253 


5.27 


3.3 


2.61 


4.73 


4.85 


Z62 


161 


Z92 


188 










HEMBA1001257 


3.88 


2.26 


232 


3.08 


5.15 


4.69 


1.41 


238 


1.9 










HEXfBAiaomi 


30.79 


16.66 


1837 


18,07 


18.08 


21.82 


2ai9 


23.46 


27.67 










HEMBAl 001242 


2.76 


4.04 


132 


634 


5.42 


3.57 


184 


3.16 


4.61 










HEMBAlOOmS 


5.3 


6.7 


437 


9.23 


8.19 


10.09 


4.34 


537 


5.82 


• 






HEMBA1001264 


7.76 


6.62 


638 


9.89 


9.6 


8.87 


6.28 


5.38 


7.65 


mm 








HEMBA1001269 


37.26 


2036 


22.9 


18.88 


18.77 


1935 


8.45 


1139 


14.06 








_ 


HEMBAIOOITO 


1.9 


1.41 


1.17 


1.81 


Z19 


198 


1.62 


1.83 


L14 










HEMBAlOemf 


7.18 


435 


5.66 


6.03 


6.98 


6.47 


3.39 


5.47 


3.9 










HEMBA1001281 


5.42 


535 


6.33 


11.93 


16.02 


13.78 


5.82 


4.84 


7.89 


mm 








HEMBA1001» 


25.93 


1438 


iai7 


1932 


21.27 


19.41 


15.05 


IZOl 


17.84 










HEMBA100US9 


4,9 


3.9 


Z72 


4.42 


439 


534 


4.24 


Z99 


53 










HEMBAlOOmi 


1Z14 


5.79 


5.07 


835 


5.62 


631 


537 


5.12 


8.98 










REMBA1001294 


3.24 


Z44 


Z03 


4.94 


4.48 


4.82 


173 


Z45 


308 


mm 








HEMBA10«U9# 


3.68 


137 


138 


Z91 


234 


3.02 


236 


234 


16? 










HEMBAlOOm? 


5.4 


4.74 


4.72 


5.79 


6.42 


4.8 


3.21 


Z6 


237 








_ 


IIEMBA1001299 


6.<B 


3.81 


4.28 


7.69 


11.74 


10.72 


• 5.99 


539 


5.03 


m 








HEMBA1001302 


6.53 


3.1 


535 


4.99 


5.75 


7.13 


43 


5.14 


436 










HEMBA1001303 


357 


231 


0.92 


Z41 


4.91 


3.42 


132 


Z66 


114 










HEMBAim306 


2118 


1236 


;Z24 


18.89 


23.21 


2117 


1632 


1Z41 


17.9 










HEMBA100130S 


11.41 


6.87 


733 


1238 


1235 


13.73 


836 


834 


937 


m 








HEMBA100131« 


7.91 


5.67 


6.18 


9.02 


73 


8.4 


7.65 


6.89 


839 










HEMBA1001312 


6.83 


4.78 


439 


4.91 


5.69 


6.9 


6.83 


634 


6.66 










HEMBA1001319 


OJ37 


0.17 


0.45 


0.79 


0.92 


1.12 


a66 


144 


a75 


mm 








HEMBA1001322 


7.21 


5.19 


6.74 


8.06 


10.08 


9.08 


6.21 


7.42 


7.75 


m 








HEMBA1001323 


4.23 


335 


Z82 


1032 


10.14 


7.03 


836 


8.82 


9.24 


mm 


+ 




4 


HEMBA1001324 


5.74 


335 


235 


3.17 


539 


5.42 


5.13 


3.49 


5.64 










HEMBA1001327 


2J6 


231 


1.03 


2 


Z41 


3.09 


Z74 


Z46 


3.87 










HEMBA1001330 


5.82 


5.46 


435 


11.86 


1434 


1339 


6.08 


736 


93 


mm 








HEMBAionaa 


3.13 


2.19 


Z78 


43 


233 


188 


1.71 


Z63 


174 










HEMBAlOOUSa 


1236 


10.68 


731 


15.66 


13.69 


1432 


11.25 


9.44 


10.45 


m 








HEMBA1001551 


8.18 


6.48 


5.91 


13 


14.47 


1239 


10.67 


835 


8.14 


mm 


+ 






HEMBA1001H2 


7.26 


6.11 


6.06 


7.73 


6.7 


6.17 


536 


739 


6.09 










HEMBA1001353 


313 


26.87 


2733 


25.75 


2Z23 


20.82 


1Z94 


17.74 


19.72 


m 








HEMBA100135S 


34.05 


17.05 


1431 


20J1 


^38 


26 


9^ 


?.14 


^2,44 










HEMBAlOOUil 


1.82 


134 


Zl 


233 


33 


3.65 


3 


236 


192 


m 


4 


* 


4 


HEMBA1001344 


1.53 


034 


0.65 


1.45 


1.91 


138 


Z49 


1.92 


131 










HEMBA1001375 


3^ 


Z?? 


236 


146 


437 


4.44 


3.43 


3.13 


3.87 










HEMBA1001377 


8.53 


6.83 


5.73 


14.04 


14.14 


1331 


6.15 


835 


6.71 


mm 


4 






HEMBA1001383 


234 


135 


1.73 


335 


237 


33 


134 


Z99 


1.96 










HEMBA10OI387 


4.07 


1.84 


. 33i 


531 


433 


437 


3.43 


4.91 


334 










HEMBAlOOnSt 


4.68 


4.67 


4.87 


6.78 


738 


7.44 


432 


4.77 


5.63 




4 






HEMBA10013M 


7.44 


5.12 


537 


11.6 


11.73 


11.98 


1039 


9.6 


11.06 


mm 


4 




4 


HEMBA1001391 


133 


132 


1.11 


3.9 


ZQ2 


16? 


Z4 


136 


1.99 


m 


4 






HEMBAlOOUfS 


5.47 


IM 


3.19 


6.23 


638 


734 


3.41 


4.42 


5.15 


m 


4 






HEMBA10014QIS 


5.26 


L42 


Z09 


165 


Zll 


181 


...34 


ZU 


338 










HEMBAlOOl^Ofi 


3.16 


2.03 


Zll 


4.74 


3.74 


434 


Z55 


3J>4 


17 


m 


♦ 
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HEMBA1000979 


5.49 


118 


197 


6.7 


3.77 


439 


3.48 


5.27 


4.03 










HEMBAlOOOni 


9.63 


9.63 


8.99 


5.49 


6.85 


5.43 


3.2 


5.6 


4.89 


•* 


- 




- 


HEMSAIOOIMC 


6.43 


3.92 


191 


5.46 


735 


631 


43 


3.18 


4.68 










1IEMBA1000985 


1.63 


132 


""0:83 


1.53 


0.96 


1.83 


1.43 


0.82 


1.18 










HEMBA1000986 


8.66 


33 


4.89 


7.79 


10.67 


1132 


639 


5.63 


7.52 










HEMBA1000991 


3.99 


3J1 


3.27 


7.03 


8.03 


839 


3.11 


5.46 


4.41 




+ 






HEMBA1001007 


6.98 


3.16 


4.1 


433 


632 


6.25 


5.08 


5.14 


4.03 










HEMSAlOOlOOe 


3.18 


108 


1.67 


6.05 


4.43 


439 


199 


3.85 


336 


• 








HEMBA1001009 


3.19 


106 


1.89 


3 


173 


335 


183 


4.13 


235 










HEMBA1001014 


539 


3.12 


5.74 


9.86 


11.08 


1145 


4.65 


7.98 


735 










HEMBA1001017 


7.4 


4.83 


4.74 


5.73 


6.28 


5.4 


4.08 


4.41 


538 










HEMBAlOnOl^ 


2.85 


129 


1.26 


2.91 


172 


107 


131 


111 


114 










HEMBA1601Q20 


3.1 


1.76 


1.25 


4.02 


4.91 


3.89 


236 


142 


165 


• 








HEMBA1001021 


5.67 


3.26 


3.56 


5.27 


3.84 


439 


5.11 


3.82 


635 










HEM1IA1001022 


4.52 


3.09 


3.23 


5.25 


4.72 


3.27 


164 


3.83 


3.89 










HEMBA1001024 


1.94 


0.42 


0.87 


1.28 


1.11 


119 


134 


1.4 


1.01 










H£MBA100102( 


1.87 


1.27 


< 0.7 


1.76 


189 


128 


138 


1.06 


1.68 










HEMBA1001043 


116 


1.91 


1.95 


331 


4.01 


3.96 


137 


132 


0.63 










HEMBA1001051 


12.22 


4.76 


5.28 


19.03 


15.88 


16.82 


10.42 


733 


10.73 


• 








HEMSAIOOIOSZ 


1.62 


0.97 


1.98 


233 


4.21 


18 


124 


1.49 


161 










HEMBA1001059 


6.89 


12^ 


149 


4.96 


3.77 


4,85 


431 


4.18 


4.43 










HEMBAIOOICM 


7,98 


3.88 


4.72 


1032 


935 


831 


6.1 


535 


636 


• 


.f 






HEMBAIOOIOM 


5J6 


3.84 


3.22 


6.43 


5.68 


4,77 


235 


339 


3.71 










HEMBAlOOlOn 


1.62 


1.41 


032 


16 


17.18 


11.61 


1179 


1104 


1164 


*• 


4. 


mm 


4, 


HEMBA1001077 


4.45 


3.8 


1.96 


11.6 


935 


837 


3.08 


5.61 


3.95 




4. 






HEMBA1M107S 


14.1 


8.18 


8.99 


5.43 


6.25 


7J02 


432 


6.96 


5.16 










HEMBAlOtKM 


5.79 


3.95 


149 


3.69 


5.23 


SJ89 


535 


4.03 


3.93 










HEMBA1M1084 


5J1 


186 


162 


7.71 


7.07 


6,47 


5.73 


4.4 


539 


• 


4. 






HEMBAieOlttS 


1338 


7.46 


10.01 


19.29 


18.48 


14,18 


1136 


11.18 


ia99 


m 


4. 






HEMEAlOOlOSt 


5.8 


4.05 


4.96 


5.45 


4.2 


4.92 


5,6 


5.06 


639 










HEMBA1001093 


101 


1,13 


0.59 


157 


237 


1.64 


1.63 


112 


133 










HEMBAIOOIOM 


0.9 


1.06 


0.61 


127 


181 


104 


1.48 


138 


102 


mm 




m 




HEMBAlOOim 


Z64 


3.87 


239 


4.48 


238 


3.18 


1.73 


149 


134 










HEMBAIOOIIM 


4,32 


156 


3.02 


5.08 


3.19 


129 


3.64 


4.68 


166 










HEMBAlOOllif 


15.93 


10.15 


10.15 


27.48 


26.01 


2162 


15.71 


11.93 


1135 


mm 








HEMBAMOim 


8.6 


5.78 


5.64 


9M 


9,77 


10.41 


14.65 


1L13 


1838 


m 




m 




HEMBAlOOim 


Z07 


1.57 


0.99 


133 


3.89 


3.11 


234 


1.82 


1.7 


m 








HEMBAltOim 


2.51 


5.06 


1.5 


14.85 


1194 


9.66 


6.46 


7.06 


7.13 


■ • 


4. 


• 




HEMBA1001123 


10J6 


5.27 


4.03 


8.74 


8.81 


11.74 


6.7 


73 


6.19 










HEMBA10I1133 


4.14 


191 


_3.18 


3.04 


173 


4.12 


158 


3.25 


4.04 










HEM8AI001137 


9.39 


4 


4.74 


6.72 


8.14 


6.94 


3,8 


6.14 


4.6 










HEMBA1001140 


6.82 


5.7 


6.11 


ia25 


1169 


1118 


4.71 


6.45 


5.99 


mm 








HEMBA1001144 


14.92 


3.84 


737 


18.27 


23.75 


2035 


112 


833 


1165 


m 








HEMBA1001145 


28.51 


33.95 


39.22 


28.92 


30.82 


30.17 


44.7 


4139 


36,72 






m 




HEMBAlOOilSt 


5.04 


3.15 


161 


5.99 


33 


6.16 


534 


3.86 


4.7 










HEMBAimm 


5.81 


3.09 


182 


837 


ao2 


833 


5.72 


4.06 


4.92 


m 


<f 






HEMBA]mi74 


13 


142 


1 


139 


122 


L73 


1.99 


172 


1.46 










HEMBA1601175 


4.94 


183 


3.63 


9.64 


8.74 


8.9 


6J5 


538 


6.09 




4 


m 




HEMBAIOOIW 


15.48 


8.24 


1175 


16.98 


16,95 


1432 


634 


9.16 


835 










HEMBA10011S4 
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5.44 


5.19 


3.87 


3.91 


4.16 


5.13 














3.46 


Z42 


Z82 


23 


3.02 


235 


Zl 


Z^56 












1.66 


1.01 


0.96 


Z76 


Z9 


Z64 


1.17 


Z08 


1.89 


*• 


+ 








Z67 


1.46 


1-17 


3.48 


Z29 


1,9 


Z07 


Z04 


Z6 










ItfcMAAlOIKmi 


2.73 


111 


2 


Z49 


Z83 


1.98 


13 


238 


1.84 










lULMllAiUWNU 


Z29 


2.59 


1.6 


3.21 


437 


2.67 


Zll 


3.04 


Z4^ 










lUJIUiAilllllNS 


5.88 


3.82 


Z78 


5.71 


5.46 


6.46 


Z91 


5 


336 










Vm^ttAIIMAA'M 


no 

23o 


1.47 


1 


5.92 


5.67 


4.87 


336 


3.17 


_ 3.89 










tUUIUIAllMIIMM 


A ^A 

Q.40 


1.18 


A AO 

0.48 


131 


Z2 


1.01 


1.46 


136 


1.4 






• 






1.91 


1 tA 

1.74 


2.18 


1.99 


Z71 




1.77 


2.2 


1.7 










mrvffn A 1 MWkAj^ 

JcUJVllSA 1 


5.28 


4.21 


Z77 


4.95 


5.35 


7.43 


437 


4.71 


4 










H]^fBA100044tf 


15.47 


8.43 


7.47 


8.86 


8.46 


9-^ 


0.3F/ 




in 1^ 










HEMBA1000456 


7.87 


3.87 


5.62 


12M 


IIZ 


1Z65 


6l87 


f86 


1032 




♦ 






HEMBA100049 


3.86 


2.75 


1.81 


4.89 


5.61 


4.96 


Z29 


3,47 


3.74 


• 


+ 






HEMSA1000440 


Z95 


1.91 


1.24 


1.69 


3.46 


Z84 


3,05 


Z46 


5.23 










HEMBAIOQMO 


17.16 




4.79 


1.114 


1337 


10.69 


11.49 


13.69 


11.75 










iIEMBA100Mi4 


1.23 


L41 


0.6 


1.41 


1.89 


0.9 


132 


1.26 


0.96 










HEMBAlOOOtfS 


1.87 


L63 


a67 


33 


1.61 


1.75 


2.85 


Z43 


Z2 










HEMBAlMXMii 


436 


Z95 


Z67 


7.93 


836 


9.97 


539 




4.79 










HEMBAlOOMn 


6.04 


24» 


Z34 


5.17 


5.61 


534 


6 


539 


6l01 
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Table 171 



BRAWHlttMMMO 
BRAWHI080t75 
BSAWHIMMSI 
BRAWHM008S4 
BRAWH10I0IM5 


2,91 Z7. 
2.06( 1.7 
4J6 1.8- 
26.931 16.21 
11.47 5.a 


3 U 
i 1.' 
7 1 

{ 3.8r 


I 3.44 
101 
17 

» 6.V 


S 3.3^ 

2.Z 
7 11 1 

S 6.0^ 


5 in 
) 12J 

I tr 

\ 6.0^ 


20" 
1.9: 

14: 

\ 6.0: 


1 3.7- 
11: 
14< 
27.21 

4.: 


2 73: 
2V 
1.8? 
24.7^ 
5.02 


I 
\ 




BRAWH1000096 


7.17 5.: 


I 3ftfl 


I 5.7< 


6.13 


\ 4,7j 


\ 631 


\ 5,01 


1 7.43 


\ 




BRAWH1000D97 


/.Oil J«*w 






93^ 


' 10.73 


^ 5.93 


\ 631 


i 7.12 






BRAWHIOOOIOO 
BRAWHimnOl 


2351 1.2* 
15.931 5.r 


1.2^ 
7V 


> 3.2i 


4.09 


3.1 


3.4^ 


3.17 


^ 3.82 






B1UWH1000104 


1.83 1.95 


1.1^ 


1 1V7^ 
' 3.0^ 


1 231 


15.3^ 
764 


10.3S 
03 


7.9B 
183 


I 10.75 

12fl 


• 


f 


BRAWH1000107 


5.24| 3.06 


► 153 


3.6S 


) 4.4« 


3.14 


151 


6.62 


154 






BRAWHIOOOIIO 
BRAWHlOOOlll 


37.02 23.85 
13.78 8.81 


> 1795 
6.05 


5101 


48.45 


48.7£ 


25.83 


19.88 


30.82 




y 


BRAWR1000155 


11.51 6.6 


6.16 


111^ 
7M 


1034 
6.27 


10.06 
6.18 


10.64 
7.86 


8.06 
5.16 


9 74 
904 






BRAWHlOiOlM 

HEMBA10000Q5 


5.57 3.6] 
2.171 2J6 


3.06 
13f 


48fl 


4.05 


4.63 


4.28 


362 


5 01 






HEMBAIOOOOM 


4.88| 4.08 


! 3.07 


339 
5.64 


3.26 
5.07 


3.09 
4.69 


231 
3.89 


434 








HEMBA1000012 


7.67 9.97 


9.83 


7.99 


7.06 


6.98 


335 


5.22 


346 






HEMBA1000020 


27.06 14.56 


16.3 


24.94 


23.65 


29.76 


1531 


1438 


17.35 






lUJUflAJVDUIIJU 


7J2l 6.04 


437 


4.93 




4.71 


4.8 


4.96 


7.17 






HEMBA1«NM34 


5.42 3.0 


3,13 


3.92 


5.81 


535 


145 


165 


535 






HEMBA1000d42 


10.531 534 


5.29 


1134 


15.71 


15.33 


6.74 


5 14 


831 






HEMBA1000M5 


3351 1.45 


2 


3.11 


127 


3.63 


178 


242] 


232 






HEMBAIOOOM 


4,44 3.21 


3.62 


6.34 


8.01 


11.1 


5.61 


539 




• ^ 




HEMBA100ilM7 


338| ISi 


136 


3.02 




195 


229 


1.9 


1 IS 






HEMBAltNNMMS 


635 3.9 


434 


16.75 


14.72 


14.62 


. 709 


8.13 


7 75 






HEMlAlNMSt 


1.73| 0.6' 


0..56 


1.86 


1.47 


136 


132 


171 


1 






HEMBAId00iS3 
HEMBAiaOMM 


2.661 IJ 
4.78 3.1 


131 


?,8 


33 


3.13 


237 


1.92 


337 


T 




HEMBAlOOtfR 


71.821 553- 


177 
44.63 


4S 
47.17 


4.67 
6162 


439 
63.43 


3.9 
25 66 


4.27 
24.24 


4^7 




• 


H£MBAltOM73 


X41| 1.46 


1.41 


13( 


215 


16 


134 


172 


1T1 






HEMBAltOWT^ 


10.02 ii.r 


835 


27.94 


21.02 


20.27 


16.4 




15 J? 1 






HEMBAieOOOI4 


3.64| 2.86 


3,72 


4.85 


4,96 


4.11 


5.09 


598 


4in 






HEMBAltOOtr 


3.121 156 


11 


4.7 


3.46 


238 


239 










HEMBAldOOOtS 


1371 035 


0.65 


1.47 


a74 


0.92 


139 


119 


2_78 
^ f 0 




♦ 


HEMBAlOOOm 


7.821 3.6f 


331 


5.14 


4.68 


532 


5,87 


169 








HEMBAlOOOlll 


3.34| 233 


142 


4.87 


539 


59 


366 


337 


% %ti 






HEMBA100Q121 


3,69j 119 


1.8 


434 


7.02 


639 


3.95 




4 XI 






lEMBAlOOniS 


4.071 1.7: 


litf 


3.07 


3.61 


4.19 


482 


5^ 


545 






HEMRA1000129 


4.83 Z2i 


177 


181 


3.65 


3.39 


157 


173 


3.94 






HEMBA100tl41 


1711 109 


1.62 


4.16 


177 


4.01 


177 


3.67 








HEMBA1000144 


19 13 


1.8 


165 


128 


1.73 


1.61 


3.65 


135 






HEMBA1000150 


26.65 1333 


17.02 


3139 


35.61 


38.63 


19.78 


16.66 


26.75 






HEMBA1000154 


3633 16.72 


17.93 


24.12 


2335 


i6ja 


9 


9.29 


13.92 






HEMBAlOOQlii 


1163 735 


7.2 


1113 


11.18 


1035 


5.44 


6.27 


1052 






HEMBA1000158 


14.241 5.92 


4.83 


1537 


17.46 


14.26 


ia9 


1116 


1171, 






HEMBAlOOOia 


10.07 5.72 




8.47 


10.06 


8,07 


736 


T05 


?36 






iEiMUAIOOtlSO 


3.67 1.14 


1.34 


3.4 


1?5 


188 


1.78 


108 


149 






HEMBA10001I5 


9.44j 4.QS 


4.26 


1135 


10.93 


1036 


7.42 


53 


5.94 ■ 


• + 




HEMBAIOOOUS 


186 1.61 


0.93 


194 


.235 


3.1 




138 


1.71 






EEMBAIOOOM 


lJr7 038 


0:24 


137 


0Jt9 


0.82 


0.26 


033 


045 






HEMBA1000194 


11.09| 435 


5.41 


17.15 


17.6 


13.81 


11.08 


8.03 


17.29' 


► + 




HEMBAI000201 


331 1.9 


1.75 


4.07 


162 


246 


106 


169 


183 






HEMBA1000213 


12 0.91 


0,97 


. 1.S5 


166 


^.89 


1.72 


1.64 


1.67 






HEMBAlOiOUi 
IEMBA1MI227 


438) 

6.931 1.95 


3.49 
19? 


73 
5.37I 


6.02 
3.71 


3a 
3.99I 


3.46 
3.84 


334 
155 


4.14 
3.65 







797 



EP 1 074 617 A2 





1 NT2 


NT2 RA 


NT2 RA INHTB 




+ 


N/l 


+ 


1 ex^l 


exp.2 


ezpJ 


exo.1 




cxdJ 


czp.1 


25S 


expJ 








3^3 


1.08 


0.98 


192 


149 


18 


1.76 


1.52 






U 




P actm(Cr2) 


155.4 


118 


99.68 


1485 


110.7 


1013 


114.7 


105.8 


151.1 






i 




ABRGL1000005 


4.01 


Z03 


: 155 


4.05 


3.65 


3.6 


127 


193 


4.24 






1 




ADRGLIOOOOOt 


11.08 


5.73 


7.92 


15.42 


10.6 


13.87 


8.99 


8.17 


9.15 










ADRGL1000009 


1.11 


0.72 


1.04 


1.66 


1.89 


1.03 


1.22 


1.62 


158 






• 




ADRGLlOOOOll 




2.7 


185 


432 


435 


338 


176 


3.27 


3.06 










ADRGL1000Q27 


1.83 


038 


056 


0,97 


a62 


0.99 


0.92 


133 


15 










ADRGLIOOOOSS 


3.65 


258 


137 


192 


3.36 


175 


125 


351 


17 










ADRGU000(W9 


3.25 


1.85 


3.28 


1.86 


253 


185 


101 


2.89 


17 










ADRGUOOOtn 


13.48 


10.41 


6.71 


19.62 


17.92 


22.59 


11.6 


16.66 


1934 


• 


+ 






ADRGUOOOm 


5.73 


2.8 


451 


731 


5.01 


4.83 


3.24 


6.16 


722 










ADRGUOOOim 


5.64 


3.42 


2.08 


559 


3.73 


4.24 


3.98 


3.98 


4.06 










ADRGLlOOOm 


9.97 


352 


4.19 


5.77 


4.73 


5.86 


6US1 


5.16 


5.49 










ADRGL1000147 


23.09 


13.85 


11.7 


14.77 


14.96 


14.89 


17,7 


133 


19.47 










ADRGL1000159 


6.11 


Z22 


337 


5.24 


188 


4.15 


176 


193 


359 










ADRGUOOOIM 


7.16 


3.48 


4.19 


5.94 


459 


3,41 


3.95 


4.67 


4-25 










ADRGUWKLTl 


4.64 


2.99 


3.23 


352 


4.19 


437 


255 


388 


3.45 










APRGUilOOiyi 


5.1 


3.65 


2.6 


3.16 


4.06 


197 


164 


3.06 


3.44 






•1 




BGGmoooou 


13.95 


6.83 


6.72 


9.61 


9.19 


10.24 


9.94 


10.66 


10.13 










BGGni000016 


15.49 


5.92 


7.09 


11.88 


1138 


8.72 


11.82 


10.9^ 


1051 










BGGniOOOOI? 


7.89 


2.99 


3.25 


4.94 


4.94 


4.93 


355 


4.27 


352 










BGGm000022 


8.77 


5.14 


5.91 


7.12 


7.05 


454 


5.71 


559 


5.9 










BGGniO0OO31 


4.71 


Z16 


Z74 


4.09 


3.29 


3.96 
















BGGniOOQOC 


6J7 


5.24 


3.74 


5.63 


6.22 


4.36 


4.66 




4JI4 










BGOllOOOOM 


19.01 


17^7 


9.23 


1139 


15.7 


1237 


8.8 


10.92 


9J.7 










BNGH410QOim 


859 


910.1 


603 


164 


319.2 


267.4 


638.2 


771.6 


8454 




- 






BNGB41000a25 


535 


2.06 


2.09 


176 


176 


3.77 


4.23 


101 












BNGH41000a26 


162 


7.69 


7.05 


934 


1137 


9.66 


10.13 


7 Ifi 


10 71 










BNGH41000027 


2J1 


2.18 


25 


19 


3.01 




J. DO 




A 21 










BNGB41009035 


14J7 


8.83 


936 


10.92 


955 




15 03 


15 1ft 


12 7 






• 




BNGII41000Q37 


10.56 


7.46 


6.2 


8.16 


0:21 






5 AK 


A QS 










BNGH41Q08042 


f 1,1 


<n B< 


<fi AC 


At HA 




A^ A*9 


'to 


35.48 


23.44 










BNGH41000D4S 


3^ 


2 19 


1 01 


A 7SL 


isn 








1 Tfi 










BNGH4ia00dM 


2S7 


2,01 


J 


1,91 








0 A 


1 '7Q 










BNGH4lOgoa87 


9.84 


5.84 


553 


1149 


10.24 


10.25 


1L74 




ft 5? 






1 




BNGU41000091 


3S7 


259 


1.21 


3.29 


3.01 


Aw./ 


2_95 


2J57 


2 13 










BNGH41000157 


10.63 


5.64 


6.15 


853 


9.05 


7.74 


6^ 




5 75 






; 




BNGB4lj0001tfi 


3.77 


434 


3.82 


4.9 


348 


332 


3.4 


4.16 


A 19 






; 




BNGH4imitl 


2.47 


159 


1.84 


193 


11 


1.8 


1.7 


166 


1_59 










BNGH4]00il58 


8.13 


4.64 


3.79 


5 4S 






A ? 


A 15 


A 35 






j 




BNGH4100i219 


9.61 


3.92 


4J7 


4.17 


5^ 






7 12 


7 13 






1 




BN^MlOOttlf 


19.61 


13.28 


8.68 


10.86 


11.27 


936 


7.9 


95 


10.85 






1 




BN6B4100QS7 


ia9 


5.47 


6.45 


6.65 


6.97 


7.79 


636 


6.25 


5.44 










BNGH41€0aZ38 


458 


7 


3.45 


5.91 


4.68 


434 


433 


5.44 


4.22 










BNGH41«X043 


13.85 


8.69 


8.48 


10J9 


9.71 


897 


823 


4.87 


554 










BNGH4ieOQZ7B 




2.62 


235 


23 


105 


3.44 


1?9 


3.49 


13 










BRAWHIMOOM 


4.19 


2.R3 


Z48 


5.04 




3.26 


L44 


3.45 


105 










BRAWRIH^OU 


4.85 


1.95 


22? 


7.47 


8.8 


885 


86^ 


6.61 


756 






« 1 




BRAWHlOOmi 


652 


5.06 


5.87 


5.09 


6.94 


6.44 


189 


6.23 


438 






1 




BRAWRKmOn 


11.64 


$M 


7.19 


8.24 


1039 


1151 


558 


7.13 


834 






j 




BRAWBlMtim 


958 


5.15 


352 


6.01 


6.72 


6 


5.08 


5.12 












BRAWmOMMO 


4.6 


1.89 


114 


192 


171 


17 


192 


15 


3.01 










BRAWH1000Q50 


11.48 


4.95 


5.19 


9.74 


7.25 


862 


&25 


8.09 


8.93 










BRAWHIOOOQSI 


8.18 




^3.12 






6.02 


5.01 


^-25, 


4.44 






1 
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Y79AA1 002355 


48.88 


42.39 


40. 68 


0. 87 


0. 83 


Y79AA1 002361 


87.11 


88. 66 


76.9 


1.02 


0.88 


Y79AA1 002365 


38. 75 


24. 26 


20. 53 


1 


1 


Y79AA1002373 


43. 96 


55.Ji6.. 


28.34 


1.2S 


0.91 


Y79AA1 002376 


3080.7 


3824. 05 


4481.1 


1.24 


1.45 


Y79AA1 002378 


73. 33 


93. 61 


68. 22 


1.28 


0. 93 


Y79AA1 002381 


248. 36 


288. 51 


304.13 


1.16 


1.22 


Y79AA1 002388 


118. 82 


135. 82 


129.37 


1.14 


1.09 


Y79AA1 002399 


36.12 


30.1 


32.87 


1 


1 


Y79AA1 002407 


57.84 


42.82 


52. 54 


0.74 


0. 91 


Y79AA1002413 


78. 77 


81.36 


87.31 


1.03 


1.11 


Y79AA1002416 


34.3 


30.2 


51.99 


1 


1.3 


Y79AA1 002429 


67. 91 


69. 81 


80.19 


1.03 


1. 18 


Y79AA1 002431 


24.66 


21.16 


23.98 


1 


1 


Y79AA1 002433 


27.12 


18.11 


23.63 


1 


1 


Y79AA1 002445 


78. 66 


54. 58 


73.75 


0. 69 


0.94 


Y79AA1002461 


29.04 


24. 84 


32 


1 


1 


Y79AA1002466 


882.69 


904.65 


782.53 


1.02 


0.89 


Y79AA1 002471 


53. 74 


51.26 


68. 91 


0.95 


1.28 


Y79AA1 002472 


121.95 


127.4 


127.11 


1.04 


1. 04 


Y79AA1002474 


53. 33 


40. 85 


47.18 


0.77 


0.88 


Y79AA1002482 


103.36 


111.11 


116.07 


1.07 


1.12 


Y79AA1 002487 


30. 92 


25.8 


32.51 


1 


1 


Y79AA1 002490 


101.4 


90. 92 


90. 54 


0.9 


0. 89 


Y79AA1 002493 


107. 88 


125.54 


105. 75 


1.16 


0. 98 


ZRV6G1 006278 


46.63 


30.08 


32. 23 


0.86 


0. 86 



Tabic 170 

Expression of each cDNA in undifferentiated NT2 cells, in NT2 cells colnured in the presence 
of retinoic acid, or in NT2 cells that were cultured in the presence of retinoic acid and then 
further cultured in the presence of ccD-Kiivision inhibitor added (This table also contains clones 
without description in Examples) 

In the table, NT2, NT2.RA, and NT2 JIA JNHIB represent untreated NT2 cells, retinoic 
arid-treated NT2 cells, and retinoic acid/inhibitor-treaied NT2 cells, respectively. The assay 
was pafOTmcd in ttiplicate (n=3), and each result was shown in the column of exp.l, or 
exp3. In addition, '*t-tc5t N/R" and "t-test N/I" represent results of test for significance of 
difiference between the untreated cells and the retinoic acid-treated cells, and between the 
untreated cells and the retinoic acid^ibitor-trcated cells, respectively. The results of the test 
are shown in the columns of *.-p<0.05 and **:p<0.01. 
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Y7dAA1 002067 pq aa 


85. 04 


88. 86 


• 1.22 


1.28 




Y79AA1 002069 * 22 Afi 


14. 00 


^ M ^A 

11. 72 


1 


1 




Y7QAA10C2n7ft OOTi 01 


261. 7 


420. 51 


0.9 


1.45 


5 




J AAA A A 

4322.J92 . 


. 3500. 57 


0.9 


0. 73 




Y7QAAinn907A OQ QO 


22. 89 


30.01 


1 


1 




I /9AA 1 KAJ^VOO 04 


AP A^ 

25. 47 


18.78 


1 


1 




T/9AA10U20o4 00.93 


47.45 


58. 61 


0.83 


1.03 


10 


T79AA1 00208O 29. 98 


30. 26 


23.7 
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